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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigelman USSN 60/35S,5SO filed February 
20, 2002, of Beigehnan USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigelman USSN 60/408,378 filed September 5, 2002, of Beigelman USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

Field Of The Invention 

The present invention concerns methods and reagents useful in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (sliRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
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evolutionarily-conserved cellular* defense mechanism used to prevent the expression of 
foreign genes and is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
5 infection or from the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
10 kinase PKR and 2 f ,5 f -oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease EI 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 

15 Nature, 409, 363). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashir 
et al, 2001, Genes Dev., 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner et al, 2001, Science, 293, 

20 834). The RNAi response also features an endonuclease complex, commonly referred to 
as ail RNA-induced silencing complex (RISC), which mediates cleavage of single- 
stranded RNA having sequence complementary to the antisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al, 2001, Genes 

25 Dev., 15, 188). 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 
2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
30 Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 

2 
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(Elbashir et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3-terminal dinucleotide overhangs. Furthermore, 

5 complete substitution of one or both siRNA strands with 2'-deoxy (2 -H) or 2 ! -0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 -terminal siRNA 
overhang nucleotides with 2-deoxy nucleotides (2-H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 

10 target RNA is defined by the 5 ! -end of the siRNA guide sequence rather than the 3 '-end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5-phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell, 107, 309). 

15 Studies have shown that replacing the 3 '-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 '-overhangs with 
" deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbashir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et. al, 
supra, also report that substitution of siRNA with 2-O-methyl nucleotides completely 
abolishes RNAi activity. Li et al, International PCT Publication No. WO 00/44914, and 
Beach et al, International PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any further guidance or examples of such modified siRNA. 
Kreutzer et al y Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2-amino or 2 f -0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4 f -C methylene bridge. 

3 



BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 PCT/US03/05028 
However, Kreutzer et al similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 



Parrish et al, 2000, Molecular Cell 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegans using long (>25 nt) siRNA 

5 transcripts. The authors describe the introduction of thiophosphate residues into these 
siRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAL Further, Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 

10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long siRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 

15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA, 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aminoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution appeared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 

20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example, Beach et al, 
International PCT Publication No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al., 

25 International PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain functional genomic and 
certain therapeutic applications; although Tuschl, 2001, Chem. Biochem., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, International PCT Publication No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zernicka-Goetz et al, International PCT Publication No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammalian 

4 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al, International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al., 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al, International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al., 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. Driscoll et 
al, International PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 Parrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, International . 
PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, International PCT 
Publication No. WO 01/42443, describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, International PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and .uses thereof. Reed et al, International PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
International PCT Publication No. WO 01/70944, describe certain methods of drug 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, International PCT Publication No. WO 01/72774, describe certain 
Drosophila-dzrived gene products that may be related to RNAi in Drosophila. Arndt et 
al, International PCT Publication No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 International PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constructs. Pachuk et al, International PCT Publication No. WO 00/63364, and 
Satishchandran et al, International PCT Publication No. WO 01/04313, describe certain 
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methods and compositions for inhibiting the function of certain polynucleotide sequences 
using certain dsRNAs. Echeverri et al, International PCT Publication No. WO 02/38805, 
describe certain C. elegans genes identified via RNAi. Kreutzer et al, International PCT 
Publications Nos. WO 02/055692, WO 02/055693, and EP 1144623 Bl describes certain 
5 methods for inhibiting gene expression using RNAi. Graham et al, International PCT 
Publications Nos. WO 99/49029 and WO 01/70949, and AU 4037501 describe certain 
vector expressed siRNA molecules. Fire et al, US 6,506,559, describe certain methods 
for inhibiting gene expression in vitro using certain long dsRNA (greater than 25 
nucleotide) constructs that mediate RNAi. 

10 SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useful for 
modulating RNA function and/or gene expression in a cell. Specifically, the instant 
invention features synthetic small nucleic acid molecules, such as short interfering nucleic 
acid (siNA), short interfering RNA (siRNA), double-stranded RNA (dsRNA), micro- 

15 RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of modulating gene 
expression in cells by RNA inference (RNAi). The siRNA of the instant invention can be 
chemically synthesized, expressed from a vector or enzymatically synthesized. The use 
of chemically modified siNA can improve various properties of native siRNA molecules 
through increased resistance to nuclease degradation in vivo and/or improved cellular 

20 uptake. The chemically modified siNA molecules of the instant invention provide useful 
reagents and methods for a variety of therapeutic, diagnostic, agricultural, target 
validation, genomic discovery, genetic engineering and pharmacogenomic applications. 

In a non-limiting example, the introduction of chemically modified nucleotides into 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of in 

25 vivo stability and bioavailability inherent to native RNA molecules that are delivered 
exogenously. For example, the use of chemically modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-life in serum. 
Furthermore, certain chemical modifications can improve the bioavailability of nucleic 

30 acid molecules by targeting particular cells or tissues and/or improving cellular uptake of 
the nucleic acid molecule. Therefore, even if the activity of a chemically modified 
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nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 
gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA splice variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 
distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 
protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function applications, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the invention. Such applications can be implemented using known gene 
sequences or from partial sequences available from an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of uncharacterized gene(s) in gene function analysis, 
mRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 

7 
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toward pharmaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodiment, the gene family comprises epidermal 
growth factor (e.g., EGFR, such as HER1, HER2, HER3, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endothelial growth factor receptor (e.g., VEGF, 
VEGFR1, VEGFR2, or VEGFR3) genes, or viral genes corresponding to different viral 
strains (e.g., HIV-1 and HTV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
Wherein die second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 



8 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 

10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2 , ~deoxy-2 , -fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a terminal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3' ends of the fragment comprising the sense 
region. In another embodiment, the terminal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the purine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In another embodiment, the antisense region comprises a phosphorothioate 

10 
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internucleotide linkage at the 3 1 end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3* end of the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 

10 at least two V terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 

15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammalian target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 

20 the endogenous mammalian target gene. In another embodiment, the 5 5 -end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothelial growth factor receptor (such as VEGFR1, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTP1B, BACE, CHK1, PKC-alpha, or EGFR), 
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wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

In one embodiment, the invention features a medicament comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of the invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammalian target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

In one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. In another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encoding such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 hi one embodiment, the invention features a siNA molecule having RNAi activity 

against an RNA encoding a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown in Table V. 

In another embodiment, the invention features a siNA molecule having RNAi 
25 activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. In another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example, 

12 



03074654A2_L> 



WO 03/074654 PCT/US03/05028 

wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 



In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the antisense sequence of the siNA construct, complementary to a 
5 sequence represented by GenBahk Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencing response are chemically modified 
double stranded nucleic acid molecules. As in their native double stranded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases in vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siRNA 
duplex having 2 nucleotide 3* overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et al., 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al, supra, also report that substitution of 
siRNA with 2'-0-methyl nucleotides completely abolishes RNAi activity. Li et al, 
International PCT Publication No. WO 00/44914, and Beach et al, International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Kreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate internucleotide linkages, 2'-Omethyl 
ribonucleotides, 2 , -deoxy-2'-fluoro ribonucleotides, T -deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 

10 incorporation. These chemical modifications, when used in various siNA constructs, are . 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et al, supra, applicant demonstrates that multiple (greater than one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 

1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides while maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of the nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actual percentage of modified nucleotides 
present in a given siNA molecule depends on the total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present in the sense strand, antisense strand, or both 
the sense and antisense strands. In addition, the actual percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 
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pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate internucleotide linkage at the 3-end of said antisense region. The 
5 antisense region can comprise about one to about five phosphorothioate internucleotide 
linkages at the 5-end of said antisense region. The 3 f -terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3'-terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3- 
10 terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 

15 mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecule can comprise two distinct strands having complementary sense and antisense 

20 regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified internucleotide linkage having Formula I: 

Z 

ii 

Ri X P Y R 2 

W 



15 



BNSDOCID: <WO 



030746 54A2_I_> 



WO 03/074654 PCT/US03/05028 

wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O, S, N, alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-alkyl, alkaryl, or aralkyl, and wherein W, X, Y, and Z 
5 are optionally not all O. 

The chemically-modified internucleotide linkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oligonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified internucleotide linkages having Formula I at the 3-end, the 5 -end, or both of 
the 3 ! and 5-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
{e.g., about 1, 2, 3, 4, 5, or more) chemically-modified internucleotide linkages having 
15 Formula I at the 5-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified internucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. In yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more {e.g., about 1, 2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
internucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having internucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I- VII. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
3 0 having Formula II: 
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wherein each R3, R4, R5, R6, R7, R8, RIO, Rl 1 and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aininoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylatnino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula II can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula II at 
the 3 f -end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleo tides of Formula II at the 5 f -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula II at the 3 f - 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
5 having Formula HI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 

10 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 

15 aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5- 
nitroindole, nebularine, pyridone, pyridinone, or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

20 The chemically-modified nucleotide or non-nucleotide of Formula HI can be 

present in one or both oligonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
III at the 3 -end, the 5 -end, or both of the 3' and 5'-ends of the sense strand, the antisense 

25 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula HI at the 5 -end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (e.g., 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 IE at the 3-end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or HI, wherein the nucleotide having Formula II or m is in an inverted 
configuration. For example, the nucleotide having Formula II or III is connected to the 
siNA construct in a 3 ? -3 f , 3'-2', 2'-3', or 5'-5' configuration, such as at the 3'-end, the 5'- 
10 end, or both of the 3' and 5-ends of one or both siNA strands. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5- 
terminal phosphate group having Formula IV: 

Z 

ii 

X P Y 

I 

w 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention features a siNA molecule having a 5'-terminal 
phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
S'-terminal phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
nucleotide 3-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3 '-end of one or both strands. In another embodiment, 
a 5'-terminal phosphate group having Formula IV is present on the target-complementary 
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strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 

T„ Qn .l. _ rlitviont tVi/a iTYiri*ntirai ^o+iiror o r»Vi ami r»o1K r_rn r»rli fi cV>m*t interfeTin 2 
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nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate internucleotide linkages. For example, in a non-limiting example, 
the invention features a chemically-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate internucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate internucleotide linkages in both siNA strands. The phosphorothioate 
internucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate internucleotide 

15 linkages at the 3'-end, the 5-end, or both of the 3'- and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate internucleotide linkages at the 5-end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate internucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) purine phosphorothioate internucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2-deoxy, 2-O-methyl, 2 ! -deoxy-2 ! -fluoro, and/or about one or more 
30 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5'-end, or both of the 3'- and 5 f -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

20 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 

5 cap molecule at the 3 '-end, the 5'-end, or both of the 3'- and 5-ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2-deoxy, 2-O-methyl and/or 2 ! -deoxy-2-fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 

10 phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3- and 5 ? -ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2-deoxy, 

15 2-O-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5'-end, or both of the 3 ? - and 5 -ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2 ! -deoxy, 2-O-methyl, 2'-deoxy-2 f -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3-end, the 5 '-end, or both of the 3'- and 5 '-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2 , -0-methyl and/or 2'-deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'- 
end, the 5-end, or both of the 3 - and 5-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate internucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4, 5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
5 more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more phosphorothioate 
internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2 , -fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends of the antisense 
10 strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2 , -0-methyl and/or 2*-deoxy-2'-fluoro nucleotides, with or 
without one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more 
phosphorothioate internucleotide linkages and/or a terminal cap molecule at the 3'-end, 
1 5 the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate internucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more 
20 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5'-end, or both of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages, 
and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 2 1 -deoxy, T-O-methyl, 
25 2 , -deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3 '-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of the sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 
30 methyl and/or 2'-deoxy-2 , -fluoro nucleotides, with or without about 1 to about 5, for 
example about 1, 2, 3, 4, 5 or more phosphorothioate internucleotide linkages and/or a 
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terminal cap molecule at the 3'-end, the 5 f -end, or both of the 3 1 - and 5 ! -ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linkages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5 1 
intemucleotide linkages. The 2 ! -5 ! intemucleotide linkage(s) can be at the 3-end, the 5- 
end, or both of the 3 ! - and 5'-ends of one or both siNA sequence strands. In addition, the 
2-5 1 intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2-5' intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2 , -5 f intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemically-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 (e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I-VIL For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-VII or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3'-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 (e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof. For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 (e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Formulae I-VII or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule in vivo can 
generate a double-stranded siNA molecule with 3-terminal overhangs, such as S'-terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I-VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 4S, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3-terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodiment, a siNA molecule of the invention comprises at least one {e.g., 
about 1, 2, 3, 4, 5, 6, 1, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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R 10 




wherein each R3, R4, R5, R6, R7, RS, RIO, Rl 1, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylammo, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, SO, CHF, or CF2. 

In one embodiment, a siNA molecule of the invention comprises at least one (e.g., 
10 about 1, 2, 3, 4, 5, 6, 7, S, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 




wherein each R3, R4, R5, R6, R7, RS, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, ON02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylammo, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3, R8 or R13 serve as points of attachment to the siNA molecule of the 
invention. 

hi another embodiment, a siNA molecule of the invention comprises at least one 
(e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) substituted polyalkyl moieties, for 
5 example a compound having Formula VII: 




R 2 



wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 is 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3, OCN, O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
10 OSH, alkyl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
O-alkyl, ON02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoalkyl, O-arninoacid, O-aminoacyl, heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino, polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 hi another embodiment, the invention features a compound having Formula VII, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1, and R3 comprises O and is the point 
of attachment to the 3 '-end, the 5'-end, or both of the 3' and 5'-ends of one or both strands 
of a double-stranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 

20 example modification 6 in Figure 22). 

In another embodiment, a moiety having any of Formula V, VI or VII of the 
invention is at the 3-end, the 5*-end, or both of the 3* and S'-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end, the 5-end, or both of the 3' and 5-ends of the antisense strand, the sense strand, or 
25 both antisense and sense strands of the siNA molecule. In addition, a moiety having 
Formula VII can be present at the 3'-end or the 5-end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2'-3\ or 5'-5' configuration, such as at the 
3 -end, the 5 '-end, or both of the 3 f and 5 '-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g. , 

about 1, 2, 3, 4, 5, 6, 1, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2 , -deoxy-2'-fiuoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
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nucleotides), wherein any nucleotides comprising a 3 '-terminal nucleotide overhang that 
are present in said sense region are 2-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 , -deoxy-2 f -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 ! -deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 -Omethyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2'-deoxy-2 f -fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 ! -deoxy-2 f -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2 f -0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2 , -0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 -terminal 
nucleotide overhang that are present in said antisense region are 2'-deoxy nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 , -deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2 f -deoxy-2-fluoro pyrimidine 
nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 
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2-deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2-deoxy 
purine nucleotides). 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and one or more 

10 2 ! -deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2 f -deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3- 
end, the 5 '-end, or both of the 3' and 5'-ends of the sense region. The sense region 
optionally further comprises a S'-terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2 ! -deoxyribonucleotides. The antisense region comprises one or more 2- 
deoxy-2 ! -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2- 
deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides 
are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 alternately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5-end, or both of the 3 f and 5-ends of the 
antisense sequence. The antisense region optionally further comprises a 3 '-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherein the overhang nucleotides can further comprise one or more 
(e.g., 1,2, 3, or 4) phosphorothioate internucleotide linkages. Non-limiting examples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted 177 vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2'-deoxy-2 - 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2 f - 
deoxy-2-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2 ! -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2-deoxy-2 f -fluoro pyrimidine nucleotides), and one or more 
2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 '-O-methyl purine 

10 nucleotides). Inverted deoxy abasic modifications are optionally present at the 3 f -end, the 
5-end, or both of the 3' and 5 -ends of the sense region. The sense region optionally 
further comprises a 3 f -terminal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2 T -deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3 ! -end, the 5-end, or 

15 both of the 3 1 and 5-ends of the antisense sequence. The antisense region optionally 
further comprises a S'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2 -deoxynucleotides, wherein the overhang nucleotides can further comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide linkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
(RNAi) inside a cell or reconstituted in viti'o system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2 f -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 f -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2-deoxy-2 f -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2 5 -deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
consisting of 2 '-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2 5 - 
methoxyethyl nucleotides, 4'-thionucleotides, and 2 5 -O-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2 5 -deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 '-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from the group consisting of 2*-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2 '-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, V- 
methoxyethyl nucleotides, 4 > -thionucleotides, and 2'-0-methyl nucleotides or alternately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2 5 -methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-Omethyl nucleotides). Inverted deoxy abasic modifications are 
15 optionally present at the 3*-end, the 5'-end, or both of the 3' and S'-ends of the sense 
region. The sense region optionally further comprises a 3 -terminal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 1 -deoxyribonucleotides. A terminal cap ' 
modification, such as any modification described herein or shown in Figure 22, is 
optionally present at the 3 '-end, the 5'-end, or both of the 3' and S'-ends of the antisense 
20 sequence. The antisense region optionally further comprises a 3 -terminal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2 f -deoxynucleotides, wherein 
the overhang nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate internucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g., Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer- Verlag ed., 1984). As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northern configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0 5 4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2'-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 
covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3'- 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 
the 5'-end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3'-end and 5'-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination thereof. In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 
facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 
chemically-modified siNA molecules are described in Vargeese et al, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the ability of the siNA to mediate RNAi activity. As such, one 
skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses improved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 

5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, S, 9, or 10 
nucleotides in length. In another embodiment, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 

10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Alternately, an aptamer can be a nucleic acid molecule that binds to a target 
molecule where the target molecule does not naturally bind to a nucleic acid. The target 
molecule can be any molecule of interest. For example, the aptamer can be used to bind to 

15 a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring ligand with the protein. This is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
known in the art. (See, for example, Gold et al, 1995, Annu. Rev. Biochem., 64, 763; 
Brody and Gold, 2000, J. Biotechnol, 74, 5; Sun, 2000, Curr. Opin. Mol Titer., 2, 100; 

20 Kusser, 2000, J. BiotechnoL, 74, 27; Hermann and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistiy, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, 775:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 1993, 
27:2585 and Biochemistiy 1993, 32:1751; Durand et al, Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al, 
Tetrahedron Lett. 1993, 34:301; Ono et al, Biochemistiy 1991, 30:9914; Arnold et al, 
International Publication No. WO 89/02439; Usman et al, International Publication No. 
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WO 95/06731; Dudycz et al, International Publication No. WO 95/11910 and Ferentz 
and Verdine, J. Am. Chem. Soc. 1991, 773:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) inside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5 5 -terminal 
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phosphate group and a 3'-terminal phosphate group (e.g., a 2', 3'-cyclic phosphate). In 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-VII, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 

10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 

15 pyrimidine nucleotides are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-0-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2 ? -0-methyl purine nucleotides or alternately a 
plurality of purine nucleotides are 2 -O-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 

20 optionally present at the 3'-end, the 5'-end, or both of the 3' and Spends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 

25 phosphate group, such as a 5 5 -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2 , -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 , -deoxy-2 l -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2 t -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2 , -deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2-deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2'-deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 
the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) terminal T- 
deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate internucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 
such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2 , -deoxy-2 , -fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 , -fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or alternately a 
plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3'-end, the 5'-end, or both of the 3' and S'-ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2'-deoxynucleotides at the 3'-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

hi one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 , -deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a terminal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5*-end, or both of the 3' and Spends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 , -deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
internucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

In another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

15 characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g., Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer-Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in the cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
5 molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell under conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
10 expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell under conditions 
1 5 suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the invention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect. The cells and/or tissue can be derived 
from an organism or subject that later receives the explant, or can be derived from another 

20 organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 

25 the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to facilitate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or other patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting", or treatment of 

30 pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 

15 to modulate the expression of the gene in that organism. 

hi one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 tissue explant back into the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The siNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the siNA molecules of the invention are used to target various RNAs corresponding to a 

10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionally modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicing 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 

15 specifically inhibit or to distinguish among the functions of gene family members. For 
example, a protein that contains an alternatively spliced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the functional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 

20 form of the protein. Non-limiting examples of applications of the invention relating to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery applications, molecular diagnostic and gene function 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 

25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene function in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, niRNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 In one embodiment, the invention features a method comprising: (a) generating a 

library of siNA constructs having a predetermined complexity; and (b) assaying the siNA 
constructs of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15 embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target RNA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vifro systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constructs having a predetermined complexity, such as of 4 N , 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA construct having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4 19 ); and (b) assaying the siNA constructs of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 
the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 
target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 
systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) synthesizing one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 
RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 (e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 
siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 
art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

By "detectable level of cleavage" is meant cleavage of target RNA (and formation 
of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharmaceutically 
acceptable carrier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention under conditions suitable for the treatment or prevention of 
the disease or condition in the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) determining the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, from 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The term "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in vitro setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 proliferation, motility, protein expression or RNA expression or other physical or 
a chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other cellular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a cell, tissue, or organism. In another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

In one embodiment, the invention features a kit containing a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system. In another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

hi one embodiment, the invention features a cell containing one or more siNA 
molecules of the invention, which can be chemically-modified. In another embodiment, 
the cell containing a siNA molecule of the invention is a mammalian cell, hi yet another 
30 embodiment, the cell containing a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oligonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first oligonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oligonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example under hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
linker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a further embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker under conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
siNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 
10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded siNA molecule and wherein the second sequence further comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 
15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolating the full-length sequence comprising both 
siNA oligonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex. 
In one embodiment, cleavage of the linker molecule in (c) above takes place during 
20 deprotection of the oligonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, the method of synthesis comprises solid 
phase synthesis on a solid support such as controlled pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 
25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing the second strand can comprise similar reactivity or differing reactivity 
as the solid support derivatized linker, such that cleavage of the solid support derivatized 
linker and the cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, the chemical moiety of (b) that can be used to isolate the attached 
30 oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group. 

In another embodiment, the invention features a method for making a double- 
stranded siNA molecule in a single synthetic process comprising: (a) synthesizing an 
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oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oligonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5 ? -protecting group, 
for example, a 5'-0-dimethoxytrityl group (5'-0-DMT) remains on the oligonucleotide 
having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oligonucleotide 
sequences; and (c) purifying the product of (b) under conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

In another embodiment, the method of synthesis of siNA molecules of the invention 
comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,11 1,086, incorporated by reference herein in their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications, for example, one or more chemical modifications having any of Formulae 
I-VII or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
having any of Formula I-VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VII or 
any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antisense 
strand of the siNA construct and a complementary target RNA sequence within a cell. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
1 0 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 In one embodiment, the invention features siNA constructs that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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In another embodiment, the invention features a method for generating siNA 
molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constructs 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constructs. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof. 
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In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-VH or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a method for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the structure of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived from 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
under conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I- VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using lipids and other methods of transfection 
known in the art, see for example Beigelman et al, US 6,395,713). The kit can be used 
for target validation, such as in determining gene function and/or activity, or in drug 
optimization, and in drug discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instructions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oligonucleotide 
20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inhibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature, 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 
25 PCT Publication No. WO 00/44895; Zernicka-Goetz et al, International PCT Publication 
No. WO 01/36646; Fire, International PCT Publication No. WO 99/32619; Plaetinck et 
al, International PCT Publication No. WO 00/01846; Mello and Fire, International PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, International PCT Publication 
No. WO 99/07409; and Li et al, International PCT Publication No. WO 00/44914; 
30 Allshirq, 2002, Science, 297, 1818-1819; Volpe et al., 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237; 
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Hutvagner and Zamore, 2002, Science, 297, 2056-60; McManus et al, 2002, RNA, 8, 
842-850; Reinhart et al., 2002, Gene & Dev., 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portion 
thereof and the sense region having nucleotide sequence corresponding to the target 
nucleic acid sequence or a portion thereof. The siNA can be assembled from two separate 
10 oligonucleotides, where one strand is the sense strand and the other is the antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the other 
strand; such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 
15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof. Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 
20 means of a nucleic acid based or non-nucleic acid-based linker(s). The siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence corresponding to the 
25 target nucleic acid sequence or a portion thereof. The siNA can be a circular single- 
stranded polynucleotide having two or more loop structures and a stem comprising self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 
30 corresponding to the target nucleic acid sequence or a portion thereof, and wherein the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
siNA molecule capable of mediating RNAi. The siNA can also comprise a single 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherein 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5'-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et aL, 2002, Molecular Cell, 10, 537-568), or 5 ',3' -diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently linked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15 manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleo tides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2- 
hydroxy (2-OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2-OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2 5 -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oligonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpin RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oligonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other terms used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example, siNA molecules of the 
5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result from siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; Jenuwein, 
10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not limited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below that 
observed in the absence of the nucleic acid molecule of the invention. In one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention. In one embodiment, inhibition, down-regulation or reduction with an siNA 

30 molecule is below that level observed in the presence of an inactive or attenuated 
molecule. In another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not limited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a virus, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterium, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fungi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c~ 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a - 
•cell from a plasmid, viral vector or other vectors or from virus, bacteria, fungi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, growth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, adapter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g., Turner 
et al, 1987, CSH Symp. Quant. Biol. LB pp.123-133; Frier et al., 1986, Proc. Nat. Acad. 

25 Sci. USA 83:9373-9377; Turner et al., 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about IS to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 (e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
(e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 (e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell' 1 is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as humans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived from or can comprise 
a gamete or embryo, a stem cell, or a fully differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-II and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the 2' position of a (3-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
^ isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinant^ produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of one or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. In one embodiment, a subject is a 
mammal or mammalian cells, hi another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 



60 



BNSDOCID- <WO 03074654A2_L> 



WO 03/074654 PCT/US03/05028 _ 

The tenn "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropynrole, 4-nitroindole, 5-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acyclic ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant invention, individually, or in combination 

or in conjunction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et al, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et al., 2002, Nature 
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Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, advance online 
publication doi: 1 0. 1 03 8/nm725 . 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invention. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a KNA molecule referred to 
by a Genbank Accession number in Table in. 

. In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule, having complementarity to a KNA molecule referred to by 

10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target KNA 
molecules and down-regulate gene encoding target KNA molecules (for example target 

15 KNA molecules referred to by Genbank Accession number in Table m) are expressed 
from transcription units inserted into DNA or KNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be delivered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bind and down-regulate 
gene function or expression via KNA interference (KNAi). Delivery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and/or viral-based technique used to deliver 
a desired nucleic acid. 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such that a protecting group, such as a dimethoxytrityl group, 
remains intact on the terminal nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectrum of a purified siNA duplex 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Vi values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase reporter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-terminal 

15 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
5 concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
10 are shown in Table L In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various V -terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3' -terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
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number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

5 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3'-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

10 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. 

Figure 16 shows the results of a siNA titration study wherein the RNAi activity of 
a phosphorothioate modified siNA construct is compared to that of a siNA construct 
15 consisting of all ribonucleotides except for two terminal thymidine residues using a 
luciferase reporter system. 

Figure 17 shows a non-limiting proposed mechanistic representation of target RNA 
degradation involved in RNAi. Double-stranded RNA (dsRNA), which is generated by 
RNA-dependent RNA polymerase (RdRP) from foreign single-stranded RNA, for 

20 example viral, transposon, or other exogenous RNA, activates the DICER enzyme that in 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced directely into a cell by appropriate means. An active siNA complex forms 
which recognizes a target RNA, resulting in degradation of the target RNA by the RISC 
endonuclease complex or in the synthesis of additional RNA by RNA-dependent RNA 

25 polymerase (RdRP), which can activate DICER and result in additional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-limiting examples of chemically-modified siNA 
constructs of the present invention. In the figure, N stands for any nucleotide (adenosine, 
guanosine, cytosine, uridine, or optionally thymidine, for example thymidine can be 
30 substituted in the overhanging regions designated by parenthesis (N N). Various 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18 A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3 -terminal intemucleotide linkages, wherein the two terminal 3- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2 , -Omethyl or 2'-deoxy-2'-fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein the two terminal 
3'-nucleotides are optionally complementary to the target RNA sequence, and having one 
3-tenxLinal phosphorothioate intemucleotide linkage and four 5 ! -terminal 
10 phosphorothioate intemucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2'-deoxy-2-fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 -nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2 f -0-methyl or 2 l -deoxy-2 , -fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 f -terminal glyceryl moiety and wherein. the two temiinal 
20 3'-nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2-deoxy-2 , -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 1 - and 3 - tenninal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 -O-methyl or 2 f -deoxy-2 f - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 '-nucleotides are optionally 
complementary to the target RNA sequence, and having one S'-terminal phosphorothioate 
intemucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2 f - 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 , -fluoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2'-deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3'-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two terminal 3'-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a S'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2'-fluoro modified nucleotides and all purine nucleotides that may be present are 2'-0- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2'-fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 '-nucleotides are optionally complementary to the target 

5 RNA sequence, and having one 3 -terminal phosphorothioate internucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 , -deoxy-2 , -fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 

10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HER1). 

15 Figure 20 shows non-limiting examples of different siNA constructs of the 

invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 

20 nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biodegradable linker that results in the formation of construct 
1 in vivo and/or in vitro. In another example, construct 3 can be used to generate 

25 construct 2 under the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA construct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constructs can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 

69 



BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences axe transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
10 that can be used, for example, to stabilize the 3 '-end of siNA sequences of the invention, 
including (1) [3-3'J-inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-31-3- 
deoxyribonucleotide; (4) ^'^-ribonucleotide; (5) [S'-S^'-O-methyl ribonucleotide; (6) 
3'-glyceryl; (7) [S'-S'j-S'-deoxyribonucleotide; (8) [3'-3 ! ]-deoxyribonucleotide; (9) [5 ? -2 T ]- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
15 unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2'-deoxy nucleotide shown 5' 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I- VII 
20 or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat corneal model of angiogenesis. siNA targeting site 
2340 of VEGFR1 RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the ability to mediate RNAi activity. Chemical modifications are introduced into the 
siNA construct based on educated design parameters (e.g. introducing 2 5 -mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified construct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are then identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 

10 nM unmodified siNA with a 3 terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. In addition, A549 
cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
(RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 

15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 5 -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, all of 
the siNA constructs show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3' -terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 



71 



BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 PCT/US03/05028 

of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-limiting example of reduction of BCL2 mRNA in A549 
cells mediated hy chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of hpid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#30998/31074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
10 strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#31368/31369), which was also compared to a matched chemistry inverted control 
(RPI#31370/31371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 
15 antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/31375). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2). 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 
20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of hpid complexed with 25 nM siNA. A siNA 

25 construct comprising ribonucleotides and 3'-terminal dithymidine caps 
(RPI#3 1003/3 1079) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPI#31314/31325). hi addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 

72 



BNSDOCID <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction* of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE RNA expression. 

Figure 31 shows a non-limiting example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 

15 (RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is further modified with 5' and 3'-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 

20 (RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constructs show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-1B mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-1B mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
30 strand of the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate internucleotide linkage 
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(RPI#3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPI#31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-1B RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DLD1 
cells mediated by siNAs that target ERG2 mRNA. DLD1 cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, all of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#31310/31311), which was also compared to a matched chemistry inverted control 
(RPI#3 1322/3 1323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecules of the Invention 

The discussion that follows discusses the proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo; therefore, this discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of these activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo. 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
15 transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is commonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet, 15, 358). Such protection from foreign gene expression may have evolved 
20 in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
25 from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2', 5-oligoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precursor RNA of conserved structure that are implicated in translational 
control (Hutvagner et al. 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA having 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 
10 mechanisms that regulate chromatin structure and thereby prevent transcription of target 
gene sequences (see for example Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or alternately by interaction 
15 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Nature, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21-nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
terminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides abolishes RNAi activity, whereas substitution of 
S'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5'- 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5'-phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell, 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5-phosphorylation of siRNA 
constructs may occur in vivo. 

Synthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "small" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g., individual siNA oligonucleotide 
sequences or siNA sequences synthesized in tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to invade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides {e.g., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in Enzymology 211, 3-19, 

20 Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio., 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng, 61, 33-45, and Brennan, U.S. Pat. No. 
6,001 ,3 11. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 f -end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 \xxno\ scale protocol with a 2.5 min coupling step for 2'-0- 
methylated nucleotides and a 45 sec coupling step for 2'-deoxy nucleotides or 2 f -deoxy-2 ! - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 jimol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 |iL of 0.11 
M = 6.6 ]nmol) of 2 f -0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 juiL of 0.25 M = 15 ^mol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 |LiL of 0.11 M = 4.4 \imol) 

5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 \iL of 0.25 M = 
10 jxmol) can be used in each coupling cycle of deoxy residues relative to polymer-bound 
5-hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and. oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 °C for 10 min. After 
cooling to -20 °C, the supernatant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant 
is then added to the first supernatant. The combined supernatants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et aL, 1987, J. Am. Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et aL, 1997, Methods Mol. Bio., 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5-end, and phosphoramidites at the S'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 nmol scale protocol with a 7.5 min coupling step for alkylsilyl 
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' * protected nucleotides and a 2.5 min coupling step for 2 ? -0-methylated nucleotides. Table 

II outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 jamol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 of 0.11 M = 6.6 \xmol) of 2 , -0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 jiL of 0.25 M = 15 jxmol) 
can be used in each coupling cycle of 2 , -Omethyl residues relative to polymer-bound 5- 
hydroxyl. A 66-fold excess (120 p.L of 0.11 M = 13.2 jmmol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 nL of 0.25 M = 30 pimol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5 1 - 
hydroxyl. Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% //-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); oxidation solution is 16.9 mM I 2 , 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 °C for 10 min. After cooling to -20 °C ? the supernatant is removed from the 
polymer support. The support is washed three times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to the first 
supernatant. The combined supernatants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jj.L of a solution of 1.5 mL N-methylpyrrolidinone, 750 jxL 
TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1.5 h, the oligomer is quenched with 1.5 M NH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 °C for 15 min. The 
vial is brought to rt. TEA-3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oligonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Alternatively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et al, 1992, Science 256, 9923; Draper et al, International PCT publication No. 
WO 93/23569; Shabarova et al, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et al, 1997, Bioconjugate Chem. 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2 ! -amino, 
2'-C-allyl, 2 , -fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et aL, supra, the totality of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et aL, International Publication No. WO 
92/07065; Perrault et aL, 1990 Nature 344, 565; Pieken et aL, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Set 17, 334; Usman et aL, International 
Publication No. WO 93/15187; and Rossi et aL, International Publication No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et aL, U.S. Pat. No. 6,300,074; and 
Burgin et aL, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 
5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2 ? -C-allyl, 2 , -fluoro, 2'-0-methyl, 2'-0- 
allyl, 2'-H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCT No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem. ScL , 1992, 17, 334-339; 

15 Usman et al International Publication PCT No. WO 93/15187; Sproat, U.S. Pat No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigelman et al, 
International PCT publication No. WO 97/26270; Beigelman et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, International PCT 
Publication No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu. 
Rev. Biochem., 61, 99-134; and Burlina et al, 1997, Bioorg. Med. Chem., 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide internucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these internucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

Short interfering nucleic acid (siNA) molecules having chemical modifications that 
maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vifro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 
within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et al, 1995, Nucleic Acids Res. 23, 2677; Caruthers et al, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 
modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 
20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 
25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more {e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2', 4'-C 
methylene bicyclo nucleotide (see for example Wengel et al., International PCT 
30 Publication No. WO 00/66604 and WO 99/14226). 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across cellular membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 

10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, the transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 

15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see Sullenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

20 The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 

nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 

25 for a particular purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2 , -0-methyl, 2'-fluoro, 2 , -amino, 2 f -0-amino, 
2'-C-allyl, 2 f -0-allyl, and other 2'-modified or base modified nucleotides. The 

30 biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oligonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphorus-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The tenn "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphorus-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Therapeutic nucleic acid molecules (e.g., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to function as effective intracellular 
therapeutic agents. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitro and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of the invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5 f and/or 
a 3 f - cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et al, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the S'-terminus (5'-cap) or at the 3'- 
terminal (3 -cap) or may be present on both termini. In non-limiting examples, the 5 -cap 
is selected from the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4\5 -methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4 f -thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; //zreo-pentofuranosyl nucleotide; 
acyclic S'^'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3-3 ! -inverted nucleotide moiety; 3'-3'-inverted abasic 
moiety; 3 t -2 ? -mverted nucleotide moiety; 3 , -2 , -inverted abasic moiety; 1,4-butanediol 
phosphate; 3-phosphoramidate; hexylphosphate; aminohexyl phosphate; 3 -phosphate; 3- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging methylphosphonate 
moiety. 
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In non-limiting examples, the 3 '-cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5'-methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4 f -thio nucleotide, carbocyclic nucleotide; 5-amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
tf?reopentofuranosyl nucleotide; acyclic 3 ! ,4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5'-5-inverted nucleotide moiety; 5-5 1 - 
inverted abasic moiety; 5 ! -phosphoramidate; S'-phosphorothioate; 1,4-butanediol 
phosphate; 5'-amino; bridging and/or non-bridging S'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5 ! -mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedron 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic hi that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the 1 -position. 

20 An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 

chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 

25 amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 

30 substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, ammo, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
NO2 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). Carbocyclic aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulfur, and nitrogen, and include furanyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the 1' position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be unmodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, supra; Eckstein et al, International PCT 
Publication No. WO 92/07065; Usman et al, International PCT Publication No. WO 

30 93/15187; Uhhnan & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine (e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistiy, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and uracil at l 1 position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thioformacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Leumann, 1995, Nucleic Acid 
15 Analogues: Synthesis and Properties , in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et ai, 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39. 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the l 1 position, see for example Adamic et al, U.S. Pat. No. 
20 5,998,203. 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of p-D-ribo-furanose. 

By "modified nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Formulae I- VII 
and/or other modifications described herein. 

In connection with 2 , -modified nucleotides as described for the present invention, 
by "amino" is meant 2'-NH 2 or 2-0- NH 2 , which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et al, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et al, U.S. Pat. No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utility of these molecules. Such modifications will enhance shelf-life, half-life in vifro, 
5 stability, and ease of introduction of such oligonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Deliveiy Sfrategies for Antisense Oligonucleotide TJierapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. Biol, 16, 129-140; Hofland and Huang, 1999, Handh. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Symp. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al, U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCT WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjngate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct injection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-free technologies 
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such as those described in Conry et aL, 1999, Clin. Cancer Res., 5, 2330-2337 and Barry 
et aL, International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et aL, 
1998, Neuroscience Letters, 257, 135-138, D'Aldin et aL, 1998, MoL Brain Research, 55, 
5 151-164, Dryden et aL, 1998, J. Endocrinol., 157, 169-175, Ghirnikar et aL, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et aL, 1997, Nearosurg. 
Focus, 3, article 4). Other routes of delivery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and administration are provided in Sullivan 
10 et aL, supra, Draper et aL, PCT W093/23569, Beigelman et aL, PCT WO99/05094, and 
Klimuk et aL, PCT WO99/04S19 all of which have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et aL, 1998, J. 
Phamacol. Exp. Titer., 285(2), 920-928; Kronenwett et aL, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys. Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk. Res. f 20(11/12), 925-930; and Bongartz et aL, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the invention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered {e.g., RNA, DNA or 
protein) and introduced into a subject by any standard means, with or without stabilizers, 
30 buffers, and the like, to form a pharmaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
benzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g., systemic administration, into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drags in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, without limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a function of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize the drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can facilitate the association of 
drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte immune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "pharmaceutically acceptable formulation" is meant, a composition or 
formulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drugs into the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. 
Pharmacol., 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 
nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms (Prog 
Neuropsychopharmacol Biol Psychiatry, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et al, 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 
al, 1999, FEBSLett., 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv. Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et al, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et al, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
20 liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drug 
(Lasic et al. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull. 1995, 
25 43, 1005-1011). Such liposomes have been shown to accumulate selectively in tumors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
al, Science 1995, 267, 1275-1276; Oku et al, 1995, Biochirn. Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
30 liposomes which are known to accumulate in tissues of the MPS (Liu et al, J. Biol 
Chem. 1995, 42, 24864-24870; Choi et al, International PCT Publication No. WO 
96/10391; Ansell et al, International PCT Publication No. WO 96/10390; Holland et al, 
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International PCT Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metabolically aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in Remington's Pharmaceutical Sciences, Mack Publishing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of j?-hydroxybenzoic acid. In addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The pharmaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenteral!?, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 
association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a form suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method 
known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, corn starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Fomiulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, liquid paraffin or olive oil- 
Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 
25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrrolidone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 
30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as liquid paraffin. The oily suspensions can contain a thickening agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by the addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exemplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable preparation can also be a sterile injectable solution or suspension in a 
non- toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.g., for rectal administration of the drug. These compositions can be 
prepared by mixing the drug with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
15 medium. The drug, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, the age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drug combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 

10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 

15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatennary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol Chem., 257, 939-945). Lee and Lee, 1987, 
Glycocojyugate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamine as the carbohydrate moiety, which has higher affinity for the receptor, 

20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl -terminating glycoproteins or glycoconjugates (Ponpipom et al, 
1981, J. Med, Chem., 24, 1388-1395). The use of galactose, galactosamine, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of liver disease, cancers of the 

25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialability, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limiting examples of 
such bioconjugates are described in Vargeese et al, USSN 10/201,394, filed August 13, 

30 2001; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science, 229, 
345; McGaxry and Lindquist, 1986, Proc. Natl Acad. Set, USA 83, 399; Scanlon et al, 

1991, Proc. Natl Acad. Set USA, 88, 10591-5; Kashani-Sabet et al, 1992, Antisense Res. 
Dev., 2, 3-15; Dropulic et al, 1992, J. Virol, 66, 1432-41; Weerasinghe et al, 1991, J. 
Virol, 65, 5531-4; Ojwang et al, 1992, Proc. Natl Acad. Sci. USA, 89, 10802-6; Chen 
etal, 1992, Nucleic Acids Res., 20,4581-9; SarvereJa/., 1990 Science, 247, 1222-1225; 
Thompson et al, 1995, Nucleic Acids Res., 23, 2259; Good et al, 1997, Gene Therapy 9 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release from the primary transcript by a enzymatic nucleic acid 
(Draper et al, PCT WO 93/23569, and Sullivan et al, PCT WO 94/02595; Ohkawa et al, 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Tairae/ a/., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al, 1993, Nucleic Acids Res., 21, 3249-55; Chowrira et al, 1994, J. Biol 
Cheni., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 
20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol EI based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 
25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular administration, by 
administration to target cells ex-planted from a subject followed by reintroduction into the 
30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al, 1996, TIG., 12, 510). 
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In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology, 19, 500; and Novina et al, 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription initiation region {e.g., eukaryotic pol I, II or III initiation region); b) a 
transcription termination region {e.g., eukaryotic pol I, II or III termination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5 ! side or the 3-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase II (pol E), or RNA polymerase III 
(pol III). Transcripts from pol II or pol III promoters are expressed at high levels in all 
cells; the levels of a given pol II promoter in a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res., 21, 
2867-72; Lieber et al, 1993, Methods Enzymol, 217, 47-66; Zhou et al, 1990, Mol 
Cell Biol, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammalian cells (e.g. Kashani- 
30 Sabetetal, 1992, Antisense Res. Dev., 2,3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Sci. USA, 89, 10802-6; Chen et al, 1992, Nucleic Acids Res., 20, 4581-9; Yu et al, 
1993, Proc. Natl Acad. ScL USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc. Natl. Acad. Set U. S. A, 90, 8000-4; Thompson et 
al, 1995, Nucleic Acids Res., 23, 2259; Sullenger & Cecil, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived from genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res., 22, 2S30; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Ther., 4, 45; Beigelman et al, International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

hi another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a manner 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading frame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 '-end of the open reading frame and wherein the sequence is 

25 operably linked to the initiation region, the open reading frame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription termination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame: and e) a nucleic acid sequence encoding at least one strand of a siNA molecule, 
wherein the sequence is operably linked to the 3 -end of the open reading frame and 
5 wherein the sequence is operably linked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
delivery of the siNA molecule. 

Examples : 

The following are non-limiting examples showing the selection, isolation, synthesis 
1 0 and activity of nucleic acids of the instant invention. 

Example 1 : Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem using a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-column or multi-well 
synthesis platfonns. 

After completing a tandem synthesis of a siNA oligo and its complement in which 
the 5 f -tenninal dimethoxytrityl (5 f -0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5-O-DMT group while the complementary 
strand comprises a terminal 5-hydroxyL The newly formed duplex behaves as a single 
molecule during routine solid-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oligos, for example, 
by using a CI 8 cartridge. 
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Standard pkosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropylethylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5-O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak lg cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15 with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for * 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the column and allowing to stand for > 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV 1M NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA strand of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presumably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA construct using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated from separately synthesized oligonucleotide sequence strands. 

Example 2: Serum stability of chemically modified siNA constructs 
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Chemical modifications were introduced into siNA constructs to determine the 
stability of these constructs compared to native siNA oligonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constructs were then tested for stability by 
incubating at a final concentration of 2|jM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, lmin, 5min, 30min, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager. 

15 Internal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and 32 P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in from the 3 5 side. Ligation of the remaining 8-mer fragments with T4 RNA 
ligase resulted in the full length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95° C for 

20 5min followed by slow cooling to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in anv RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites that are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

In some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
unique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be further analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
1 5 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker, internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC hi the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3'-end of the 
sequence, and/or AA on the 5 -end of the sequence (to yield 3 f UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen from the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3 f terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an alternate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
from cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activity of chemically modified siNA constructs 

Short interfering nucleic acid (siNA) is emerging as a powerful tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mKNA and contain stabilizing chemical 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2-0-methyl nucleotides, or 2'-fluoro (F) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabilizing modifications such as described herein should prove 
useful for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassium acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90°C followed by 1 hour 
at 37°C. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased from Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfection, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MUM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufacturer's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constructs is greater than the siNA construct 
consisting of all ribonucleotides at every position except the 3' -terminus which comprises 
two thymidine nucleotide overhangs. For example, Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constructs; the RPI 27654/27659 
construct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 construct contains 5 terminal 3' -phosphorothioate 
substitutions in each strand, the RPI 27649/27658 construct contains all phosphorothioate 
substitutions only in the autisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constructs show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA construct. 

Figure 6 shows results obtained from a screen using 2'-Omethyl modified siNA 
constructs in which the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-Omethyl substitutions, both with comparable activity to the control 
siNA construct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constructs compared to a control construct consisting of all 
ribonucleotides at every position except the 3 '-terminus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA construct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5 ' end of each strand. This motif shows 
very similar activity to the control siNA construct consisting of all ribonucleotides at 
30 every position except the 3 5 -terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the method of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L As shown in the Figure, the 3'-terminal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constructs retain significant RNAi activity 
compared to the control siNA construct. It should be noted that RPI 30433/30430 is a 

30 siNA construct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 construct in vitro, therefore, this construct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells' 5 column. 

10 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 construct demonstrates 
improved activity compared to the control siNA (siGL2) construct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 

5 lOnM concentration using an all RNA siNA control (siGL2) having having 3'-terminal 
dithymidine (TT) and its corresponding inverted control (Liv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 

10 are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constructs retain significant 
RNAi activity compared to the control siNA construct. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemistries 

15 compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3* -terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The background level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 

20 strands of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown in 
Table I. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constructs all demonstrate greater activity compared to 
the control siNA (siGL2) construct. 

25 Example 6: RNAi activity titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA construct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA construct comprising 5 phosphorothioate internucleotide linkages in both the sense 
30 and antisense strands. The assay was performed as described above, however, the siNA 
constructs were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otherwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constructs are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constructs are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constructs that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compounds for 
therapeutic development (see for example Figure 24). 
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Example 8: Chemical Synthesis and Purification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using solid phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et al, US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2~isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-Oorthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-amino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al, US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oligonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a solid support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5'-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5'-Oprotecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about 35°C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al., 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90°C followed by 1 hour at 37°C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidium bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supernatant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 urn GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25° C for 10 
minutes before adding RNA, then incubated at 25° C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1.25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in viti'o 

transcription in the presence of [alpha- 32 p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without further purification. Optionally, 
target RNA is 5 f - 32 P-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 

20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 
cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vivo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
5 transcipt First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. RNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measured versus actin 
using real-time PCR monitoring of amplification {eg., ABI 7700 Taqman®). A 

10 comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 

1 5 addition, a cell-plating fomiat can be used to detemiine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10 s cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic lipid (e.g., final concentration 2|ag/ml) are complexed in 

20 EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 
indicated. For initial optimization experiments, cells are seeded, for example, at lxlO 3 in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is detemiined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 

25 are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcycler quantification of mRNA 

Total RNA is prepared from cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and the quencher dye TAMRA conjugated to the 3'-end. 
One-step RT-PCR amplifications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 ul reactions consisting of 10 ul total RNA, 100 nM forward 
5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PCR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCl 2 , 300 uM each dATP, dCTP, dGTP, and dTTP, 10U 
RNase Inhibitor (Promega), 1 .25U AmpliTaq Gold (PE-Applied Biosystems) and 10UM- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95°C and 1 min at 60°C. 
10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PCR product can be measured in glass capillary tubes 
15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 
20 extracts from supernatants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 
25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is applied, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Rxam plell: Animal Models 
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Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFR1, VEGFR2, and VEGFR3) genes. Typically a corneal model has been used to 

10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this normally avascular tissue (Pandey et aL, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the cornea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 

15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Proc. Natl 
Acad. Set USA. 92: 905-909; Shweiki et aL, 1992 J. Clin. Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
corneal vessel fonnation following corneal injury (Burger et aL, 1985 Cornea 4: 35-41; 
Lepri, et aL, 1994 J. Ocular Pharmacol 10: 273-280; Ormerod et aL, 1990 Am. J. 
Pathol. 137: 1243-1252) or intracorneal growth factor implant (Grant et aL, 1993 
Diabetologia 36: 282-291; Pandey et aL 1995 supra; Zieche et aL, 1992 Lab. Invest. 
67: 711-715), vessel growth into Matrigel matrix containing growth factors (Passaniti et 
aL, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et aL, 1993 Clin. Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et aL, 
1994 Cell 79: 315-328; Senger et aL, 1993 Cancer and Metas. Rev. 12: 303-324; 
Takahasi et aL, 1994 Cancer Res. 54: 4233-4237; Kim et aL, 1993 supra), and transient 
hypoxia-induced neovascularization in the mouse retina (Pierce et aL, 1995 Proc. Natl. 
Acad. Sci. USA. 92: 905-909).gene 
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The cornea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recruited by a stimulating agent (growth factor, 
thermal or alkalai burn, endotoxin). The corneal model would utilize the intrastromal 

5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or bound within Hydron on the Teflon pellet itself. This 
avascular cornea as well as the Matrigel model provide for low background assays. 

10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 
Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 

15 form prior to injection. Upon subcutaneous administration at body temperature, the 
Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recruit vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the cornea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Millipore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat cornea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immunodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10 6 tumor 
cells from metastatically aggressive tumor cell lines (Lewis lung lines 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by the surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the tumor cells directly /.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 

5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 

10 latency as well as the number of micro- and macroscopic metastatic lung foci or number 
of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
15 wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to determine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
20 (z. e. target RN A reduction) . 

In utilizing these models to assess siNA activity, VEGFR1, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFR1, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PCR. siNA molecules that block VEGFR1, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFR1, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis in vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFR1 in the rat cornea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (Millipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et aL, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk with 

30 jaM VEGF which is implanted within the cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Applicant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

1 5 production of VEGF receptors using simultaneous administration of anti- VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 |liM in 82 mM Tris-Cl, pH 6.9 

siNA, 1 .67 iiG/nL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 

siNA, 1.67 nG/nL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 
25 siNA 1.67 \i§J\iU Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility performance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20^ig/eye treatment, 6 }iLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared from 
0.45 |xm pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 ^L of 75 jxM VEGF in 82 mM Tris HC1 (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Corneal surgery 
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The rat corneal model used in this study was a modified from Koch et ah Supra 
and Pandey et ah, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm from the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately after disk insertion, the tip of a 40-50 ^im OD injector (constructed in 
our laboratory) was inserted within the conjunctival tissue 1 mm away from the edge of 

10 the corneal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 ^L/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until the animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
corneal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled corneal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kramer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Institute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFR1 site 4229 active siNA at three concentrations were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFR1 site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2'-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
internucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
siNA molecules of differing chemically modified composition of the invention are 

15 capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HER1) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jal/well, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |il. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared from each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target rnRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#30988/31064) was compared to a 

5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidme 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#3 1300/3 1301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 

10 In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Rxam ple 14: RNAi mediated inhibition of PKC-alpha RNA expr ession 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated approximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 
20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
25 prepared from each well of treated cells. The supematants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations detennined for each treatment. Normalized 
30 data are graphed and the percent reduction of target rnRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-limiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 

10 comprises a 3 '-terminal phosphorothioate internucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 

15 (transfection control). 

Example 15: RNAi mediated inhibition of Myc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 pl/well, such that at the time of 
transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 pl/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 pi. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 



Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Exam ple 16: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jal/well and 

15 incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 \il Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared from each well of treated cells. The supernatants with the 

20 transfection mixtures are first removed and discarded, then the cells axe lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The triplicate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2 5 -deoxy-2'-fluoro pyrimidine nucleotides and 
30 purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
and 3 5 -terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorothioate internucleotide linkage (RPI#3 1368/31369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/31371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrrolidine and 2 5 -deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terrninal phosphorothioate internucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constructs significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inhibition of CHK-1 RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing CHK-1 RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 |xl/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jal/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 \xl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1003/3 1079) and a chemically 
modified siNA construct comprising 2'-deoxy=2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 
5 and 3 5 -terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate internucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#3 13 14/3 1325). In addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 
10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabilization 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of B ACE RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing BACE RNA expression 
15 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 p.l/well, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nl/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jlxL Each siNA transfection mixture is 
added to 3 wells for triplicate siNA treatments. Cells are incubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared from each 
well of treated cells. The supernatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared from each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a control 
gene (36B4, an RNA polymerase subunit) for normalization. The triplicate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percent reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 

Example 19: RNAi mediated inhibition of cvclin Dl RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing cyclin Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2 ' -deoxy-2 5 -fluoro p>Timidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 ' -terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31300/3130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scram 1 and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: RNAi mediated inhibition of PTP-1B RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-1B RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jul/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fil/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 \iL Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supernatants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 



132 



BNSDOCID <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

Results of this study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 101 8/3 1094) was assayed along 
with a chemically modified siNA construct comprising 2 5 -deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate internucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#3 13 18/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-1B RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21: RN Ai mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLD1 cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 cells/well, 100 ^1/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 fil/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 juL Each siNA 
transfection mixture is added to 3 wells for triplicate siNA treatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared from each well of treated cells. The supernatants with the transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared from each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed, hi a non-limiting example, siNA 
constructs comprising ribonucleotides and 3'-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3'-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 
15 Example 22: RNAi mediated i nhibition of PCN A RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ill/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ul/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ul. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
25 24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 

5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 5 -terminal phosphorothioate internucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chemistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
1 5 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fungal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D504S3.1, L3831S and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AF100308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Virus (WNV 
for example GenBank accession No. NCJ301563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza virus (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239, X02316, X01087, L24917, M16248, K02121, X01087), papillomavirus (for 
examplJ GenBank Accession No. NC_001353), Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not limited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or internal ribosome entry sites 
(IRES). siRNA molecules designed against conserved regions of various viral genomes 
10 will enable efficient inhibition of viral replication in diverse patient populations and may 
ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 
due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 
15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-limiting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 
20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HER1, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_005235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 
25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM.015620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCA1 (for example GenBank Accession No. NM_001285) , 
30 phospholamban (for example GenBank Accession No. NM_002667), PTP1B (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the invention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in clinical, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
structure of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (i.e., those that cleave 
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only wild-type forms of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules {i.e., those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant RNA are cleaved by both siNA molecules to 
demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 
products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is implicated in the development of the phenotype (i.e., 
disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared qualitatively 
or quantitatively. 

All patents and publications mentioned in the specification are indicative of the 
levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing from the 
scope and spirit of the invention. Thus, such additional embodiments are within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combinations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of ', and "consisting of 1 may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of limitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of the invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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Table II 

A. 2.5 pmol Synthesis Cycle ABI 394 Instrument 



Reagent 


tquivaients 


Amount 


Wait Time* DNA 


i ■ i^: j. -r: * n> r\ mA *u..i 

vvdu l line & -w-incuiyi 


wail i iiik; i\nn 


Phosphoramidites 


6.5 


163 pL 


45 sec ; 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 pL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 pL 


5 sec 


5 sec 


5 sec 


/V-Methyi 
Imidazole 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 pmol Synthesis Cycle ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 


Phosphoramidites 


15 


31 pL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


/V-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 pL 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C 0.2 pmol Synthesis Cycle 96 well Instrument 



Reagent 


Equivalents:DNA/ 
2'-0-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2'-0- 
methyl 


Wait Time* Ribo 














Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


1 80 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


/V-Methyl 
Imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


iodine 


6.8/6.8/6.8 


80/80/80 pL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


1 00 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



Wait time does not include contact time during delivery. 
Tandem synthesis utilizes double coupling of linker molecule 
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Table III 



Group 


Solution on 
Filter (1.0 
ML) 


Stock VEGF 
concentration 


Number 
of 

Animals 


Injectate 
(6.0 uL) 


Dose 


Cone, 
injectate 


1 


Tris-Cl pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/(xL 


5 


water 


NA 


NA 


3 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ug/^iL 


5 


Site 2340 
Stabl 
siRNA 


10 

/ 

Mg/eye 


1.67 


4 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 Mg/jiL 


5 


Site 2340 
Stabl 
siRNA 


3 

Mg/eye 


0.5 

/ T 

Mg/nE 


5 


R&D Systems 
VEGF-carrier 
free 
75 nM 


3.53 ng/^iL 


5 


Site 2340 
Stabl 
siRNA 


1 

Hg/eye 


0.167 


6 


R&D Systems 
VEGF-carrier 
free 
75 |aM 


3.53 ng/nL 


5 


Inactive 
bite Z34U 
Stabl 
siRNA 


10 
Mg/eye 


1.67 


7 


R&D Systems 

V JUVJl "LCllllCi 

free 
75 uM 


3.53 ng/|aL 


5 


Inactive 
one zortw 
Stabl 
siRNA 


3 

Mg/ eye 


0.5 
Mg/ I^L 


8 


R&D Systems 
VEGF-carrier 
free 
75 uM 


3.53 Mg/l^L 


5 


Inactive 
Site 2340 
Stabl 
siRNA 


1 

tag/ eye 


0.167 
Mg/nL 
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Table IV 



Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5'-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


- 


All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 




4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4" 


2'-fluoro 


Ribo 


5* and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 6" 


2'-OMethyl 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2 5 -deoxy 




1 at 3 '-end 


Usually AS 



5 CAP = any terminal cap, see for example Figure 10. 



All Stab 1-11 chemistries can comprise 3' -terminal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 
10 AS = antisense strand 
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Table V 



Acc# 


rip^rrintinn 


NM 002825 


Homf) sanipn's ■nlpiotroTVhin rVipnariTi Vim rimer orowfh far' tor R npiinfp ornwfh- 
x xwiiiu ocLLyiwxio tyit/ivjix vJL/iiin ^nt/Lidi in uxiiixiiig gii/wui laoiui o, iilui ut tiuwui 

promoting factor H fPTN» mRNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084 > 1 mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC8S523), mRNA 


NM 032564 


Homo samem; Hiaovlcrlvrprol O-arvltran^fpra^p Viomolocr 9 Z'mniKP^ mf~TAT9 i 

mRNA 


NM 032311 


Homo sapiens KIAA1 649 protein (KIAA1 649), mRNA 


NM 022130 


Homo Qar>i pn<i cxolcri TVhoQrVhorvrotfMTi ^ ^ rnat-nrAt<*in^ ( frOT PH^^ m*PXTA 


NM 021980 

X > J.VX ly t)v 


Homo cpr>ipn c nntinpi irin ( OPTTsA -mT?XJ A 
xxAJlliU o<xpiCllo 1111GIU 111 ^v/JT 1 xN^ 1 , rtlxXlN/A. 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
fTGFBl i mRNA 

^ X VJX i-> 1 J , 1 1 IXVX >( Xi. 


NM 020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 1 


NM 020351 


XxvjliiKJ o<ljJlCll& ollxUviLll II1U.OU1C CCil-CApi CboCU dilU iiidd opiid^t uoncxiiioneci 
mpHinm-inHiifpH rvrotpin cma cr-f\A fT Of" 1 fiR^i mP XT A 

llll^VXlUXXl JJ1 U IV^lil allI<X^~\J t T ^X-zV./V-'J / \JO\J ) ^ IIIXvxNxTl 


NM 019556 


Homo Qanipnc Vwmr*fhf : »"Hr > £i1 r\rr\tf>\-n Ai'ATXRA ^TlTzl7 / ^T^A^ mP XT A 
-lAUilltJ £>apicii£> liypLHllCllUdl piUlClll UJH / DDH yJufj H / JDnj, IIlxVLN/\. 


NM 018676 

X ^1 XVX V/ X O / 


xiuiiiv dapiciio iiviior lor ix aiibiiicrnuiaiic muici/iiic wiin iriroinDOsponQin 
module (J OC5 5901 i mRNA 


NMJ) 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
fGIOT-3 1 mRNA 

^VJXv/ X ~f J) ilXXXXN-fTk. 


NM 016531 


Homo ^anipnQ TCni'n'npl-liVp fartrvr ^ rV»Qcip^ CIC T P"^\ ml? XT A 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo ^anipnQ vpact Qf»r , ^i 1 r\ Vinmnlno fJCIA A^Qfl ^ s^ mT?7sIA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM 014706 


xiuxiiu bdpiciib bvjud.mou& C/Cix cdrcinoiTia aniigen recognised oy 1 ceils j 
(SART3 1 mRNA 


NM 014463 


TTomo ^^niPfi q T cm ^ T^mtf»i , n fT ^A./T'^^ ml? XT A 

oO-JJlt/llo J-iOlUJ JJlULClXl ^X_»01VxJJ, lliXVlN XV 


NM 014288 


Homo 'saniPriQ intporm Xpto Q HinHin o r\rr\i pin / r hf»t5»'}-f : »rtHrkr»F»Yi-n i /'TTOR^RP^ 
xiuiuu aapi&iia liiLCgiiii UCla O Ulllixlllg piUlClxl ^UCLd J-CIICIUHCAIII^ vJxjOJDx ) ? 

mRNA 


NM_0 13443 


Homo saoiens (^IS/TP-NeiiAO'njpta^-lV-arptvlaalartn^nmmirlf 1 (n\r\hnY) f\- 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo saniens t>n32 related 2 (TP32R2 1 mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM_005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRM1), mRNA 


NM_004264 


Homo saoiens SRJB7 suonressor of RNA nolvmerase B homoloe fvea^rt 
(SURB7), mRNA 


NM_003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo saniens serine nrotease inhibitor PCaT^l tvne 1 rSPTNTCI i mRTsJA 

*.x.\jx.i.i\j japiuiio ijvi liiv pi v/tvuov 111X11 \J\. \.\JL , i\.a£idl vjr \J^> X ^Ol llilVl IXXCVXNx*. 


NM 003690 


Homo ^aniens nrotein lcina«?e mterfpron-tnrhirfhl** HonVile Qtranrlprl T?XJ A 
dependent activator fPRICRA i mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLEPR-59), mRNA 


NM_033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRAL1), mRNA 


NMJ) 16222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 003681 


Homo sapiens pyridoxal (pyridoxine, yi tam [ n gg) kinase (PDXK), mRNA 
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NM_001685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 


NM 015626 


Homo sapiens SOCS box-containing WD protein SWiP-1 (WSB1), mRNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open reading frame 33 (C20orf33), mRNA 


NM 080830 


Homo sapiens cystatin 1 1 (CST1 1), mRNA 


NM 032329 


Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_130787 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Homo sapiens slingshot 1 (hSSH-1), mRNA 


NMJ06552 


Homo sapiens hypothetical protein FLJ 14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 2, mRNA 


NM„022460 


Homo sapiens hypothetical protein FLJ 14249 similar to HS1 binding protein 3 
(FLJ14249), transcript variant 1, mRNA 


NM 130446 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 


NM 020314 


Homo sapiens esophageal cancer associated protein (MGC16824), mRNA 


NM_1 30395 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2, 
mRNA 


NM_020135 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 1, 
mRNA 


NM 130388 


Homo sapiens ankyrin repeat and SOCS box-containing 12 (ASB12), mRNA 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), mRNA 


NM 007191 


Homo sapiens WNT inhibitory factor 1 (WIF1), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NM_025042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23), 
mRNA 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 3, mRNA 


NM_0S0705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 1, mRNA 


NM_0 18727 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPV1), transcript variant 2, mRNA 


NM 080879 


Homo sapiens SOCS box containing protein RAR2A (RAR2A), mRNA 


NM 080871 


Homo sapiens ankyrin repeat and SOCS box-containing 10 (ASB10), mRNA 


NM 080870 


Homo sapiens DPCR1 protein (DPCR1), mRNA 


NM 080834 


Homo sapiens chromosome 20 open reading frame 152 (C20orfl52), mRNA 


NM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 


NM 080828 


Homo sapiens chromosome 20 open reading frame 173 (C20orfl73), mRNA 


NM 080819 


Homo sapiens G protein-coupled receptor 78 (GPR78), mRNA 


NM 080752 


Homo sapiens chromosome 20 open reading frame 164 (C20orfl64), mRNA 


NM 080749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63), mRNA 


NM 080745 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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mRNA 


NM_0 12296 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 2, 
mRNA 


NMJ307247 


Homo sapiens API gamma subunit binding protein 1 (AP1GBP1), transcript 
variant 1, mRNA 


NMJ)80551 


Homo sapiens API gamma subunit binding protein 1 (Ar loJor lj, transcript 
variant 3, mRNA 


NM_080550 


Homo sapiens API gamma subunit binding protein 1 (Ar iu±>rij, transcript 
variant 2, mRNA 


NM 000982 


Homo sapiens nbosomai protein lzi ^ru^LrZij, miviN/v 


NM 003913 


Homo sapiens senne/tnreonine-proiein Kinase x ivr^ nomoiog ynssr^j, huuna 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLC1SA), mRNA 


NM 002729 


Homo sapiens nematopoieticaliy expressed nomeooox ^j3JHL±i./vj, uuvln/\ 


NM 005893 


Homo sapiens calicm (UCUN ), mKJN A 


NM 017593 


Homo sapiens homolog ot mouse iJJVLr-z inducible ianase (xiJJsJi;, mtUNiv 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mKNA 


NMJ)04051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_006576 


Homo sapiens advillin (AVIL), mRNA 


NM 013375 


Homo sapiens TATA-bmding protein-bindmg protem (AB 11), mKJN A 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (M1K3), mKJN A 


NM_05S237 


Homo sapiens HEAT-hke repeat-contaimng protein (XIAA1622), transcript 
variant 1, mRNA 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KlAAloZZj, tianscript 
variant 2. mRNA 


NM 004702 


Homo sapiens cychn E2 (CCNE2), transcript variant 3, mKJNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cychn E2 (CCNE2), transcript variant 2, mKNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZW10 homolog, centromere/kinetochore protein (Drosophila) 
(ZW10),mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NM_015084 


Homo sapiens mitochondrial nbosomai protem S27 (MRPS27), nuclear gene 
encoding mitochondnal protein, mKJN A 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondnal protein, mKNA 


NM_005830 


Homo sapiens mitochondnal nbosomai protem IS 3 1 (jVlKJrbJ i nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNM1L), transcript variant 1, mRNA 


NM_005648 


Homo sapiens transcnption elongation tactor J3 (Mil), polypeptide 1 ^idku, 
elongm C) (TCfci31), mKJNA 


NM 007070 


Homo sapiens rlvBr -associated protein (rAr4o), transcnpt vanani z, ttuvin/y 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 




Tj^mrv o nnipn c TMvT A _H<ar%pn A t*r\t Tvrotp'm lcina , sf k fiatalvtin ^iihunit-interactinff 

XXOmO SapiCIlo X-Jl\/\ — tlCL)CilU.dlt piutuui jvxiiciow KsGLiCLLy liv i3u.uruu.xAi, lmuittvwii^ 

protein 3 (K1P3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAP1), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXL1 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RB-associated ivKAr> repressor ^ivxji^cs.;, iiit^in/^ 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcnpt variant 1, itlkjna 


NM018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcnpt variant z, mKJN A 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC 14 cell division cycle 14 homolog J5 (b. cerevisiae; 
(CDC14B), transcript variant 3, mRNA 


NM 033331 


Homo sapiens CDC 14 cell division cycle 14 homolog a \p. cerevisiae; 
(CDC14B), transcript variant 2 5 mRNA 


NM_003671 


Homo sapiens CDC 14 cell division cycle 14 nomoiog xs {p. cerevisiae; 
(CDC14B), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteme protease (^Abr^j, transcnpt 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcnpt 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcnpt 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein L15 (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-nbosylation factor domam protein 1, o4kD (/kktul), 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFD1), 
transcript variant beta, mRNA 


NM_001656 


Homo sapiens ADP-nbosylation factor domain protem 1, o4KD (/oa^i 

a 1 1 TiTwT A 

transcnpt variant alpha, mRNA 


NM 021203 


Homo sapiens APMCF1 protein (ArMCr 1), mKJN A 


NMJH2095 


Homo sapiens adaptor-related protein complex 3, mu l suDunic ^at^ivii;, 
mRNA 


NM 001025 


Homo sapiens nbosomai protein oz^ ^ktozj j, tiiisj.n/\ 


NM 032989 


Homo sapiens dLLz -antagonist 01 ceil aeain \^r>i\xj), udubuipi vaiiaiiL ^, nu-vi^i-v 


NM 004322 


tt^-w.^ _ t3/-~>t o nntoirnnict r\-fr»F»ll Hf*5ttr*i ^T^ AT^^ tran^cri nt variant 1. mRNA 
_tlomo sapiens ov^i^z-aniagonisi 01 ecu ucaui yx>j-\j-sj, uanatupi vanaui, i, 


NM 014326 


Homo sapiens aeatn-associatea protein Kinase z ^i^^vris^,;, uuM^n. 


NM 012430 


Homo sapiens sec22 homolog (SEC22 A), mRNA 


NM 031216 


Homo sapiens sec 13 -like protein ^JbUiJi^j, ttikin/v 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 1 iA viti^vi^A;, mxvJNA 


NM 001730 


Homo sapiens Kruppel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucine nch repeat (in rLll) interacting protein l (LKKririj, 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (uooapasture antigen) Dinaing protein 
(COL4A3BP), transcnpt vanant z, mKJN a 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1, mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


TvTTVvl AO 1 O/M 

JNM_U3 1Z44 


Wrvmr* c5mi>nc QiTTnin Qilpnt mfltiTiff tvne information reculation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_0 12241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 
cerevisiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesm) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic nrotein-like nrotein (J ANP-T rWRTCA 


NM_016228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATE), [ 
mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 000778 


Homo sanien*? r.vtnrViromp PzlSO cnhfnmilv TV A nrkKmpr\fi^o i i /T^VD/i a i 

A -i-vyi-iiw ocipxvsxio ^_y-uwiuunit i. tjWj au.uia.iiiiij' J. v polypeptide X 1 \^ X Jr*r/\1 1 J, 

mRNA 


NM 006582 


Homo samcn<? Q^liinopoTtiPAirl mrvHnlfltnrv ^Ipm^nt K-i-nHi-nrY -rvi-/-\4-<a-i-»-i 1 / "D 1 \ 

iiuiuu oa.j_ut.iio g,iuwuuvji iiL/uiu mvjtiuiaiui y ciciiicnL Dinoing proxem x ^vjrxvi djj i J, 
transcript variant 1 , mRNA 


NM_024482 


Homo sapiens fflucocortiocvid mnrlnlatnrv plpmpnt KinHinrr T-»T-r\tp»-iT-> 1 (CZ\AT1T± 1 "\ 

j-AViiiv ju|/iwio giuvu^/vi iiwiu ihvjv~iu.ich.vji y t/ic-iiic-iit L/lilUlli^ JJIvJlCUl X ^ vJJXVJJC»J3 X J , 

transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase II, TATA box binding protein 
(TBP)-associated factor 50 kD ?TAF7L^ mRNA 


NM_005736 


Homo saDiens ARP1 actin-related nrotein 1 hnmnlna A rf»ntrs*rt-m ijlnVia f\/<aaot^ ' 
(ACTR1A), mRNA 


NM 014031 


Homo sapiens VLCS-H1 protein (VLCS-H1), mRNA 


NM_022334 


Homo saoiens intecmn cvtonla^mir HnmaiTi-pccnoiatf^rl r\rr\tf>in 1 /Tf~ , AT> i A^ 

xavuiv ou^iviiu 111 <>vgiiii tu ^id-Oiill UlJlilaill— aooU^lctLOll |J1 iJtCill 1 ^11 , /A r — 1 /A 1 

transcript variant 2, rriRNA 


NM 007036 


Homo sapiens endothelial cell-snecific molecule 1 fFSMll nYRTsJA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), inRNA 


NM_022802 


Homo sapiens C-terminal binding nrotein 0 (CTVKV?} trancrrint i/siT-iaT-i+ 9 
mRNA 


NM 001951 


Homo sapiens E2F transcrintion factor 5 nl 30-rrinrlincr fF?FS^ mPM A 


NM 022142 


Homo sapiens epididvmal snerm binding nrotein 1 TFT ^ mUXf a 


NM_0 12200 


HomO Sapiens beta- 1 3-^lllCUrOnvllTa71<;fpraQP ^ ( Crluriironr^CA/ltTQncf^T-ao^ T\ 

(B3GAT3), mRNA 


NM_022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM 004962 


Homo sapiens growth differentiation factor 10 (GDF10), rnRNA [ 


NM_007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 (RGS4), liiRNA 


NM__006083 


Homo sapiens IK cytokine, down-regulator of HLA II (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b subunit 3 130kD fSTF^FH i mP"NTA i 


NM 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), itiRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-protein signalling 3 fRGS3 i mRNA 

JT *.w^»»»iMwj. wj. v — w jji w Will ijlgllUlllllg ^IVVJDJ 111 IV \ N / 


NM_021082 


Homo sapiens solute carrier familv 1 5 rFT+/nentiHe tran Qr»nrter^ mptnKpr o 
(SLC15A2),mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 (LOC5 1773), mRNA 


NM_006671 


Homo sapiens solute carrier familv 1 ( elutamate Iran snorter i member 7 
(SLC1A7), mRNA 


NM 020650 


Homo sapiens hypothetical protein LOC57333 CLOC57333> mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088^ itiRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM 020669 


Homo sapiens uncharacterized gastric nrotein n OP5739Q^ mPTsJA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 CEIF4G3V 
mRNA 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-1), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC571 17), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT014 (HT014), mRNA 


NM 020307 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


NM_007187 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4), mRNA 


NM_005644 


Homo sapiens TAF12 RNA polymerase II, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAP 12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NM_020247 


Homo sapiens hypothetical protein, clone 
Telethon(Italy_B41) Strait02270 FL142 (LOC56997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EUROIMAGE 1977056 (LOC56965), 
mRNA 


NM 020153 


Homo sapiens hypothetical protein (LOC56912), mRNA 


NM_020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NM_020120 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGL1), 
mRNA 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 


Homo sapiens GL002 protein (GL002), mRNA 


NM 020189 


Homo sapiens DC6 protein (DC6), mRNA 


NM 020188 


Homo sapiens DC 13 protein (DC 13), mRNA 


NM_020134 


Homo sapiens collapsin response mediator protein-5; CRMP3 -associated 
molecule (CRMP5), mRNA 


NM 019893 


Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 


NM 019846 


Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


Homo sapiens hypothetical protein (PTD004), mRNA 


NM 013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NM_013347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24 186), mRNA 


NM 019011 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 


NM_0 18965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 
mRNA 


NM 019043 


Homo sapiens similar to proline-rich protein 48 (LOC54518), mRNA 


NMO 19006 


Homo sapiens protein associated with PRK1 (AWP1), mRNA 


NM_019101 


Homo sapiens apolipoprotein M (G3 A), mRNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054), mRNA 


iNivl \JlayyZ 


Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ1 1235), mRNA 


NMJH9045 


Homo sapiens similar to rabl 1 -binding protein (FLJ1 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


Homo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 
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pyropnobpiioiyidbc ^odruoxyidiiiig^ ^yrivi j, ii.ixvxN.rY 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaniinyl cyclase) (QPCT), 


MK/T 01 RR'JA 

1N1V1 U loo JO 


ITnmrt canipnc Vi"\/T»r*flipfi<'»'a1 TYrnfpin fTv/f {""VPR i TvJ A 
XXUrilO odpiCIlo liy pOLIlCHL/dl piOLClll ^1VXV_/ X OJi 1 1 11 vl > jTA. 


INIYI UXoOHj 


nomo bd.piciib 11 lggeriiig receptor CApicoocu. on inycioio ociio i ^ixvc/ivii j 3 
mRNA 

IllxvlN/A. 


NM* 0 1 R647 


TTrvmr\ cani f=»n c: tiimnr npfrnQi q fnpfnr T~pppnfor Qiinprfamilv mpmhpr 10 


"MTV/T 018664 

xNlVA v 1 OUVrt 


TTnmn Qnnipnc Tun Himpri^nfinn nrnfpin r>7 1 SN W I ' f SN h 1 i mR"MA 


"NTM 018S40 


TTnmn cnnipriQ hvnnfhpfiral nrnfpin PRCPSIl rPRO?8^1"i mRNA 

XXUillAJ OtX JJlt^llo J.A < y LUt/llV/dl IJl VJ It/ 11 1 JL JLX.W^U.J J. J.VV/^OJ X y 5 1 1 IX VX > 


NM 0186^0 


TTnmn cAnipTic Vivnnfhetiral nrnfpin PTJO?S77 rPRD7S77^ mRNA 

XXvJll LKJ oCt^JlOllo Aljr tyv/Lll^tlV/CU jJlVJLC^lll X 1\V4J / / \A lx 1 ( J ^ llllM^ii 


NM 018*577 

IN XVX V/IOJ^/ 


TTnmn «;flnipn<; hvnnthetical nrotein PR0^4^5 fPR0^4^S^ mRNA 

11U11 l\J OCl JJlC'llo ll_y x.LW*' LlV^cll VJ* It'll 1 X IVf ^T^J ^ yX IvV/Z,^ J J Ij UllVliil 


NM 01867S 


Unnm Qfmien*; VivnotrieiHral nrnfpin PR02789 fPR07789i mRNA 

X XvJll WJ oClL/lt-llo lljr UVUlvUvCU 1 f Lt- 111 X Ivy/ fa £* KJ S \X. l\-t/^ri<Uy llllvl lik 


NM 01 8S1 S 


Hnmn cani>n<? hvnnthptiral nrnfpin PRO?1 76 fPRO^I 76 1 mRNA 

xxuixiu odjJiciio i iy yjxj uiiv^ lil^cii pi u it in x i\vyz. i / \j yX lvvjZii / \j j y 1 1 ix vj. > n 


NM 01 861 S 


TInmn <?anipn<; hvnnfhefical nrnfein PR O70^ 2 fPRO20^7^ mRNA 


NM 01 8614 


Homo ^anien«; hvnothetical nrotein PRO2017 CPRO2012i mRNA 


NM 018608 


TTnmn <5anipn«; hvnnthpfipal nrnfpin PROI 90S fPROI 90S i mRNA 

X XVJ111U odLJltXlo lljr lyUlllVllUal J-/l f Lt/lll X 1 7 v J ^X 1\V/17UJ^j llllvliri. 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018S05 


Unmn QanipriQ Vivnnf hpfiral nrnfpin PR01778 fPR01778i mRNA 

XXtJlllvJ ocljJlCllo 1 ly LJV_/Liltitlv>iJl JpiULv/lll X I\t/1 / £*0 IvVJl / ^Oy 5 1 1 IX VI. ^ xx. 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 


IN IVx \J 1 oH-^tZ 


xiomo sapiens iL/jzo proiem ^jrv^^zoy, nirviN^ 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5 -2), mRNA 


1N1VI__U 1 o^fOO 


xiomo sapiens uncnaractenzeu nematopoienc siem/progenitor ecus proiem 

IVxIJoUj 1 ^IVLlJoU-J 1 ) y nxKIN/V 


KTkA fURA^ 
INivl__U 1 0*4-0 D 


xxomo sapiens uncnaracienzea nemaxopoiexic siem/progeniLor ceiis proiem 

lvrn^o^o nvrn^o^o i mRNA 


NM 0 1 8461 

XNlVx_U 1 o4DJ 


XXOIllU bapiCIlo LlIlL/Ildl dL/LCi IZ.CU IlCIIltlLUpOlCLlO a LCI 11/ pi O^CIULOI CCIlb piOLCUl 

1^17^^0^8/1^7)90981 mRNA 

XVXX_/OU^O ^IVIJL/OWZ.0 y, 1 1 1XV1 N A 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARK1), mRNA 


NM 018678 


xiomo octpiciio iipopoiy ocicciiciriLic bpct-iiiu rcbpuiioc-oo pioicm ^ivorvuo j } iiixnj-n/a. 


NM 01860S 


xT-OIIlO ocipiCIlo ClUU^ lIlLCiCtL>tlil^ piOLCUl ySZ/ISJDlJ^l-L J 9 11IX\J-N/A. 


NM 018681 


nouiu odpiciio z»inc imgcr pioicni jij i*-*ys iiixvi > 


NM 018660 


XxOIIlO odpiCIlo pdpillOIIld. VII US> ICgUIdUOiy IdCLOI x XVJT-1 ^J^WVyJ JOyJ IIJXviN/^. 


NM 018484 


WnmA CiST\ipnc cr\lnfp r»siTT , iP"r "Pnmilx/ 77 ( cwcrc\x\\c pni r\n /r* q c\x\ trnn ennrt^r^ 
nuiiiu btxpiciio owiixic Ctxiiici xaiiiny jlz* ^vjigdiii^ aiiivjii/ ccilivjii Liaiiopui ici j 9 

member 11 fSLC22Alli mRNA 


NM 018445 


Homo saniens AD-015 nrotein rLOC55S29^ mRNA 


NM 017571 


Homo saniens hvnothetical nrotein TLOC55580^ mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


Hnmn ^anipn 5 ; nnr.harfipfpri^zpH hvnnfhfllflmn^ nrnfpin HT'017 rFTT , 017i mRNA 

llulllU OUUIWHO L4.11W11C11 Uvlvl XfLiKsW 11 y V) \J Ul lei 1(11 1 1U O LJlUlwlll 11 1 U 1 w yiil \J 1 X~ J j llllMiii 


NM 018480 

X^CLVX \J I otou 


T-Tnmn ^finipn^i nnpriar^pfpri'zpH VivnnfVialflmn^ nrnfpin T7T'007 fT-TT v 007^ mRNA 
x luiiiu oapivuo ixi i^/ii cii av/iti iz^v^vj. ii_y jjwiiiciiciiiivxo Lyi \j tv^ni iiiuu/ ^iiiuu/ y ? iixlvinxx 


NM 017S81 


Hnmn <?anien<5 DTPR nrnfpin fHSA749128i mRNA 

lll/lllw Ouplvllo J-/11 X_> p/1 VJ IWlll ^llUiliLTy L^*<J X 1 IX VX >J A 


NM 017S67 


TTnmn ^anipn^i N^-ar*p , fv/1o"1iipnQami'np VinaQp fNTAfrlir^ mPNA 

XlUlllw ^api^iio x> -a.L>CtY l^llXV^^JodllllllC IVXIldaC ^l\rVVJI\. y ? 1 1 IX VI >i x^. 


ISTM 018487 


TTr\TTir\ cnnipnc Vif»t^ c» i"/^kr»p»l Inl qt - forPinr^mci-Q cenpi cxff*r\ o-n"h rtprt 117 fT-Tf^A 1 1 7 i 
XxOIIlO ocipiCllo IlCpdLOL/CIIU.Id.1 Odl^/IIIOIIId-dooOUIdLCU dllLlgCII 1 1— ^JQV./V 1 L^-Jy 

mRNA 


NM 017548 


Homo saniens hvnothetical nrotein CH41 1 mRNA 


NM 017547 


Homo saniens hvnothpfical nrotein rH17i mRNA 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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NM 017924 


Homo sapiens hypothetical protein FLJ20671 (FLJ20671), mRMA 


NM 017923 


Homo sapiens hypothetical protein FLJ2066b (rJLJzUooo), mKJNA 


NM_0 17922 


_ -, -1 i i t>t TOA/T/T/C /T7T TO A/C/C/C\ "D"KT A 

Homo sapiens hypothetical protein FLJ20666 (rlJzOooo), mKJNA 


NM 017908 


tt i , i , • -t _ , _ • TOA/CO/C /T7T T/>AAO/C\ r«P\T A 

Homo sapiens hypothetical protein FLJ2062o (Jb.LJ2Uo2o), mKJNA 


NM 017906 


t-t 1 , i , • -l i • X7T TOA/CO/1 /T?T TO A/CO/I^ *v\"D\T A 

Homo sapiens hypothetical protein FLJ20624 (^JLJ2Uoz4), mKJNA 


NM 017904 


Homo sapiens hypothetical protein FLJ20619 (FU2U619), mKJNA 


NM 017890 


■w-^ » 1 .1 »• -l j. t«t TIACOI /T7T TO A C O 0 \ -^-»T>"KT A 

Homo sapiens hypothetical protein FLJ20583 (F1J20563), mKJNA 


NM 017887 


- . -« , » i , T'T T^Af OA /T?T TOACOA\ ^.TlXI A 

Homo sapiens hypothetical protein FLJ20580 (FLJ20580), mKJNA 


NM 017886 


Homo sapiens hypothetical protein FLJ20574 (FLJ20574), mRNA 


NM 017880 


4 .-t . • 1 * tvi" Tf^ /X £* ^ O /T'T TO f\ C C Ci\ 1*> XT A 

Homo sapiens hypothetical protein FLJ20558 (FLJ2055S), mRNA 


NM 017878 


Homo sapiens HRAS-hke suppressor 2 (HRASLS2), mRNA 


NM 017877 


_ - , ■« , - i . « T'T T<^\ /\ r r r /T7T TO AC C CN ___TT> \T A 

Homo sapiens hypothetical protein FLJ20555 (FLJ20555), mRNA 


NM 017875 


Homo sapiens hypothetical protein FLJ2055 1 (FLJ2055 1), mRNA 


NM 017870 


. i .i . • i , TT TIArOA /T7T TO A C 1 C\\ —-DMA 

Homo sapiens hypothetical protein FLJ20539 (FLJ20539), mKJNA 


NM 017867 


. i , . i . T'T TOACO/1 /T?T TO ACT ^\ T> "\T A 

Homo sapiens hypothetical protein FLJ20534 (FLJ20534), mKJNA 


NM 017864 


^ _ i . i . • i , T'T TO nn A /T7T T1AC5A\ T> \T A 

Homo sapiens hypothetical protein FLJ20530 (FLJ20530), mKJNA 


NM 017857 


Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 017852 


Homo sapiens NALP2 protein (NALP2), mRNA 


NM 017850 


_ _ i . -i . ■ i , T'T Af AO /T7T TO ACAO\ ___T> \T A 

Homo sapiens hypothetical protein FLJ20508 (FLJ20508), mKJNA 


NM 017846 


Homo sapiens tRNA selenocysteme associated protein (SECP43), mRNA 


NM 017841 


_ - . i . • i , T'T MAitm /T"?T TO A /I POX ^^-Tl XT A 

Homo sapiens hypothetical protein FLJ20487 (FLJ20487), mRNA 


NM 017839 


. _ a x^T T^ i~\ A O ■% / 1 ^T TO A yl O "1 \ . _ T*> \T A 

Homo sapiens hypothetical protein FLJ20481 (FLJ20481), mRNA 


NM 017837 


i . i . - i , T'T TOA/lOO /T7T TO A /I OO \ M D\T A 

Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRJNA 


NM 017832 


•ww • t ,i , • 1 . T'T TIA^fT /T'T TO A/IT 0\ -»,D\T A 

Homo sapiens hypothetical protein FLJ20457 (FLJ20457), mRNA 


NM 017827 


__, . jti'i j T'T T^A/lf A /T7T TO A A C f\\ ___T) XI A 

Homo sapiens hypothetical protem FLJ20450 (FLJ20450), mRNA 


NM 017826 


^. _ . ■. , i . • i , T'T TO (\ A A l~\ /T7T TO (~\ A A A\ «D\T A 

Homo sapiens hypothetical protem FLJ20449 (FLJ20449), mRNA 


NM 017823 


. -| , , • -i , TT TO A A A O /T7T TO A /I /I O \ . , , T> KT A 

Homo sapiens hypothetical protem FLJ20442 (FLJ20442), mRNA 


NM 017822 


_. _ . - jl j • 1 j T'T TO A /II A /TP'T TOA/41ZT\ .-, -, T» XT A 

Homo sapiens hypothetical protein FLJ20436 (FLJ20436), mRNA 


NM 017821 


_ _ . _ , « - i • t»T T^ AylOf /T~*T TO A/1T C\ ... ,T*> XT A 

Homo sapiens hypothetical protem FLJ20435 (FLJ20435), mRNA 


NM 017815 


Homo sapiens hypothetical protein FLJ20424 (FLJ20424), mRNA 


NM 017811 


— • ■* . » • • 1 ■ * T'T A /I 1 /A /'T'T T*"l A >1 1 f \\ 1 1 \ T A 

Homo sapiens hypothetical protem FLJ20419 (FLJ20419), mRNA 


NM 017810 


. « , • Tf-i*r A "f ^7 /T'T TO A yl "1 "T> X T A 

Homo sapiens hypothetical protem FLJ20417 (FLJ20417), mRNA 


NM 017802 


__. i ,< . • i . tt TOAOA^ /TP'T TOA1A7\ . . . T> XT A 

Homo sapiens hypothetical protem FLJ20397 (FLJ20397), mRNA 


NM 017792 


_ _ > i , T'T TOAOOO /TP'T TOAOOO\ wD\T A 

Homo sapiens hypothetical protein FLJ20373 (FLJ20373), mRNA 


NM 017790 


Homo sapiens regulator of G-protem signalling 3 (ROb3), mRJNA 


NM 017786 


Homo sapiens hypothetical protem FLJ20366 (FLJ20366), mRNA 


NM 017785 


_. . . it , ' -t a -Y— «t TOAO/'vl /T'T TO A *°> /T vi \ -. T> X T A 

Homo sapiens hypothetical protein FLJ20364 (FLJ20364), mRNA 


NM 017775 


__. . ■* , -i , • i , TT TOAO/tO /T7T TAA1 /I 1 \ «»D\T A 

Homo sapiens hypothetical protem FLJ20343 (FLJ20343), mRNA 


NM 017774 


Homo sapiens hypothetical protein FLJ20342 (FLJ20342), mRNA 


NM 017772 


_ . i . i - -a • T'T T^* i*v ^ *"f /TT T<^ A O O ^7 \ .- . Tl X T A 

Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


NM_0 17770 


" " • t . • r i l * • ' ' J /• r.' | vxT 1 PCI ^O CT TT> /I /T71 ^'2 

Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-hke 2 (ELOVL2), mRNA 


NM 017762 


■w-rn- * 1 jTj'I i T'T TO AO 1 O /T'T TO AO 1 1\ T) XT A 

Homo sapiens hypothetical protein FLJ20313 (FLJ20313), mRNA 


NM 017759 


T i .1 -t a ' T'T TO A OA A /T7T TO ATAA\ m D\T A 

Homo sapiens hypothetical protein FLJ20309 (FLJ20309), mKJNA 


NM 017756 


tt 1 jJ. 1 „ : T7T TO AT C\tC /~CT TTATA^ wi'D'NTA 

Homo sapiens hypothetical protein FLJ20306 (FLJ2U3UO), mKJNA 


JNJV1 Ul / IJD 


U nrnn co-nipriQ lr\mAtV»ftir»fll rvrntpin FT T?0^00 fFT T?0^00^ mRNA 


NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hypothetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FU20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220 , >, mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FLJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ201S9 (FU20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20174 (FLJ20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP2) 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125), mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ201 13 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FLJ20094), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA 


NM_0 17636 


Homo sapiens transient receptor potential cation channel, subfamily M member " 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FLJ2003S (FLJ20038), mRNA 


NM_0 17629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM_0 17622 j 


Homo sapiens hypothetical protein FLJ20014 (FLJ20014), mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1), mRNA 


NM 018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FLJ1 1286 (FLJ1 1286), mRNA 


NM_018371 


Homo sapiens hypothetical protein FLJ1 1264 (FLJ1 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FLJ1 1240 (FLJ1 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline fPHCA). mRNA 


NM 018364 


Homo sapiens hypothetical protein FLJ1 1220 (FLJ1 1220), mRNA 


NM 018363 


Homo sapiens hypothetical protein FLJ1 1218 (FLJ1 1218), mRNA 


NM 018361 


Homo sapiens hypothetical protein FLJ1 1210 (FLJ1 1210), mRNA 


NM 018358 


Homo sapiens hypothetical protein FLJ1 1 198 (FLJ1 1 198), mRNA 


NM 018353 


Homo sapiens hypothetical protein FLJ1 1 186 (FLJ1 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FLJ1 1 184 (FLJ1 1 184), mRNA 


NM 018340 


Homo sapiens hypothetical protein FLJ1 1151 fFLJl 1151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJ1 1 149 (FLJ1 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJ1 1 136 (FLJ1 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FLJ1 1 126 (FLJ1 1 126), mRNA 


NM 018330 


Homo sapiens KLAA1598 protein (KIAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJ1 1101 (FLJ1 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ1 1088 (FLJ1 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase HI transcription initiation 
factor, BRF 1 -like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein rLJ l iOzo (rLJ i iuzoj, mtsj.N^ 


NM_0 18298 


tt_ _ „ • ^. ^ 1 ~4-T,^.+c ^.^,1 r«.^+Qi'n CT Ti i A A/C ACT T1 1 nn^^ rri"RT\TA 

Homo sapiens hypothetical protein rLJ l luuo (ru i iuuo i, iiuvinav 


NM 018287 


Homo sapiens hypothetical protein rLJ iuy / 1 (r lj iuy / 1 j, niRiNn 


NM 018286 


Homo sapiens hypothetical protein rLJ ivy /U (rLJ iuy /u;, nutiNA 


NM 018283 


TX • i j*i ^4.: __i ^^^4.-1— CT TI AQC< /CT TI AQ^/O -m"PTNJA 

Homo sapiens hypothetical protein rLJ luyz>o (rLJ luyoo), mteiN/\ 


NM 018281 


tt * 1~ .-I _-i ^4.^1^. T7T T1 AO/l O ACT T1 AO/I 0 > \ tvVPTsIA 

Homo sapiens hypothetical protein rLJ 10940 (rLJ 10948), mKJNA 


NM 018278 


tt ■ _ _ -| ii ^ +^ ^ ^ 1 _ 4-,-, *_ T7T ti noil /hct ti nci^^ t-»-»T?TsTA 

Homo sapiens hypothetical protein rLJ 10^3 J (rLJ ivyii), mKJN/v 


NM 018276 


T-r • 1 " 1 _ x O /ppTT 0\ „„T> \T A 

Homo sapiens slingshot 3 (SSH-3), mRNA 


NM 018273 


-ap> v . i «i j* i _ . • T*?T TI AAIO AT7T T1 A AOT\ •v»"DTvTA 

Homo sapiens hypothetical protein FLJ10922 (rLJ 10922), mKJNA 


NM 018272 


Homo sapiens hypothetical protein rLJ 10921 (rLJ luyzij, mKJNA 


NM 018268 


tt * 1 ,i j_ • ^—^4.~1~~ T7T TI AAA /I /"CT TI AOA/1"\ «viP\TA 

Homo sapiens hypothetical protein FLJ 10904 (rLJ 10yU4;, mKJN/v 


NM 018265 


tt i _ -I ^.^±^1^. T?T TI AAA 1 /"CT T1AQA1\ rv»"D\T A 

Homo sapiens hypothetical protein rLJ 10901 (rLJ luyui), mKJN/v 


NM 018254 


Homo sapiens hypothetical protein rLJ lOo /o (rLJ 1U6 /o;, mKJNA 


NM 018253 


Homo sapiens hypothetical protein rLJ lOo 10 (rLJ lUo / D) y mtuNA 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FLJ10874), mRNA 


NM 018245 


•r-r -i .1 a' 1 , -i—>y T1 AOf 1 /T?T TI AOC A «D\T A 

Homo sapiens hypothetical protem FLJ10851 (FLJ108M), mKJNA 


NM_0 18241 


-w-w « i ,1 a ' -t , • T^T TI /A O A a^ /' I 'T TI AO /I /TN . , , TT> XT A 

Homo sapiens hypothetical protein FLJ10846 (FLJ10846), mRNA 


NM 018239 


— . • t , i , - -i j T~«T TI /A T ^ 1 AT7T T1 ATC 1 \ . , , T~> XT A 

Homo sapiens hypothetical protem FLJ10751 (FLJ10751), mKJNA 


NM 018230 


Homo sapiens nucleoporin 1 33kD (NUP1 33), mRNA J 


NMJ) 18223 


Homo sapiens checkpoint with forkhead and ring finger domams (CHrR), 
mRNA 


NM 018219 


Homo sapiens hypothetical protein FLJ10786 (rLJ 10 /bo), mKJNA 


NM 018217 


Homo sapiens chromosome 20 open reading trame 3 1 (CzuoriJ l), mKJNA 


NM_018212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FTJ1 0773), mRNA 


NM 018211 


-r-r * 1 ,i ■ • -i ^ a • t?T TI A'nA /VTA A 1 <*7Q"\ r«D\TA 

Homo sapiens hypothetical protein FLJ 10770 (IsJAAId /V), mKJNA 


NM 018207 


Homo sapiens hypothetical protem FLJ10759 (FLJ10759), mKJNA 


NM 018205 


■rr ' t A.I a.' 1 _ . _ • T7T TI AaC1 /TTT T1 A7C 1 \ «-iD"\TA 

Homo sapiens hypothetical protem FLJ 10751 (rLJ 10 AM), mKJNA 


NM 018192 


tt i_ . ■ 1 T?T TI ATI O /TCT T1 ATI Q\ -t-*-\"DTsTA 

Homo sapiens hypothetical protem rLJ1071o (rLJlu/lo), mKJNA 


NM 018188 


tt i_ _ , -i . - -i T7T TI A*7AO /"CT T1 ATAQ\ t-rtUlvTA 

Homo sapiens hypothetical protein rLJ 10 /Oy (rLJ 1U /Uv), mKJNA 


NM 018187 


TT • -l j.1 a * _ i T7T T1 mm /'r?T J1 f\1fi1\ *mD\T A 

Homo sapiens hypothetical protem rLJ 10707 (rLJ 10/0/ ), mKJNA 


NM 018186 


Homo sapiens hypothetical protein rLJ 10 /Oo (r LJ 1U /Uoj, mKJNA 


NM 018184 


tt * -i ^ .i _ 4. _ •„ T?T T 1 AT AO ACT T 1 A'7AO\ wiUXT A 

Homo sapiens hypothetical protem r LJ 10 /Oz (rLJ 10 /U2), mKJNA 


NM 018179 


tt ' i_ „j. • ^„ 1 TTT TI A/COO ACT T 1 A /CO C\ __-,T> "XT A 

Homo sapiens hypothetical protein rLJlOooo (rLJIOooo), mKJNA 


NM 018178 


tt i 4- . 4.^ •„ TTT TI A /COT ACT T 1 A/CO T\ •Kv- t T>"KTA 

Homo sapiens hypothetical protein rLJ 10oo / (rLJ 10ob / ), mKJNA 


NM 018169 


tt 1_ _4.i _4_! ^^-1 ^^^4.^ • t?T T1 A/CCO /CT T1 A/C^O\ w»l?>vTA 

Homo sapiens hypothetical protem rLJIOcoz (rLJ lUtoz), mKJNA 


NM 018161 


tt • 1 4.1 4.; -1 + T7T TI A/C2 1 ACT TI A/C2 1 \ T> \T A 

Homo sapiens hypothetical protein rLJIOoJl (rLJIOoJl), mKJNA 


NM 018159 


tt * 1 . ■ i ^4-„ '^». T7T T T A^TOO ACT TI A/COO\ ___T3 XT A 

Homo sapiens hypothetical protein rLJlOozo (rLJIOozo), mKJNA 


NM 018147 


-r T • _ i 4.1 ^4* _ _ 1 4-~.l~, T7T T 1 ACOO /CT T 1 ACCON ^DXT A 

Homo sapiens hypothetical protein rLJ IOdoz (rLJ IUdoz), mKJNA 


NM 018142 


tt • 1 ^4-1*^4-1 a~.a^. ^/x^-i^ CT T1 /CQ /CT TI A^/^Q^ mDXTA 

Homo sapiens hypothetical protein rLJ liooy (rLJ lujoyj, mKJNA 


NM 018137 


Homo sapiens protein argmme JN-metnyltransterase o (rKJViio), mKJNA 


NM 018136 


tt ^ r ^4-\^^4-^^^, CT T1 A<1 7 /CT T 1 A^ 1 '7^ mpXTA 

Homo sapiens hypothetical protein rLJ 10d 1 / (rLJ 1 /), ncmJNA 


NM 018133 


TT • „ i , 4-1. ^^^4.^4— CT T1 A^ /I /C /CT TI A^/1/C\ ml?\TA 

Homo sapiens hypothetical protein rLJ 10d4o (rLJ iud4o), itlkjna 


NM 018122 


TT • _ — .+1-^.4.4 unfair, CT T 1 H ^ 1 /I /CT TI fl^ 1 /I ^ rnU\TA 

Homo sapiens hypothetical protem rLJ iud 14 (rLJ iud 14;, itikjna 


NM 018120 


tt ■ ^ -i^ . ... J -^4-i n . J - u -f-: CT TI A<1 1 /CT T 1 A^ 1 1\ rmT^lvTA 

Homo sapiens hypothetical protein rLJ 10M I (rLJ ius i i), mKJNA 


NM 018119 


tt • _ _ -i A-i a : i 4-^l^~ T7T T1ACAO /CT TI A^AC^ mD\T A 

Homo sapiens hypothetical protein rLJ lOSUy (rLJ liouy), mKJNA 


TvTTV if A 1 01 1 £ 

JNlVi V 1 o 1 1 O 


xiomo sapiens misato ^rLJiujUHj, irixviN av 


MM 018112 


Homo sapiens hypothetical protein FLJ10493 (FLJ10493), mRNA 


NM 01S106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ 10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ10466 (FLJ10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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KM 018097 


Homo sapiens hypothetical protein FLJ10460 (FLJ10460), mRNA 


NM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430), mRNA 


NM 018091 


Homo sapiens hypothetical protein FLJ10422 (FLJ10422), mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ 10420 (FLJ10420), mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ10407 (FLJ10407), mRNA 


NM 018086 


Homo sapiens fidgetin (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA 


NM 018076 


Homo sapiens hypothetical protein FLJ 103 76 (FLJ 103 76), mRNA 


NM 018075 


Homo sapiens hypothetical protein FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


NM 018054 


Homo sapiens homolog of ratnadrin (RJCH1), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300), mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ10290), mRNA 


NM 018043 


Homo sapiens hypothetical protein FLJ10261 (FLJ10261), mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252), mRNA 


NM 018039 


Homo sapiens hypothetical protein FLJ 10251 (FLJ 10251), mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246), mRNA 


NM 018035 


Homo sapiens hypothetical protein FLJ10241 (FLJ10241), mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233), mRNA 


NM 018033 


Homo sapiens hypothetical protein FLJ10232 (FLJ10232), mRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FIJI 0209) mRNA 


NM 018025 


Homo sapiens hypothetical protein FLJ10206 (FLJ10206), mRNA 1 


NM 018011 


Homo sapiens hypothetical protein FLJ10154 (FLJ10154) mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ10143 (FLJ10143), mRNA 


NM 018008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142), mRNA 


NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FLJ10120), mRNA 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094), mRNA 


NM 017988 


Homo sapiens hypothetical protein FLJ10074 (FLJ10074), mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing protein (Rabip4R) mRNA 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


NM_01S409 


Homo sapiens hypothetical protein DKFZp761O01 13 (DKFZr>761O01 13} 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236) mRNA 


NM_0 17606 


Homo sapiens hypothetical protein DKFZp434K1210 (DKFZp434K1210), 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharacterized bone marrow protein BM042 (BM042) mRNA 


NM 018456 


Homo sapiens uncharacterized bone marrow protein BM040 (BM040) mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein BM039 (BM039) mRNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 (BM036) mRNA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35\ mRNA 


NM 018489 


Homo sapiens hypothetical protein ASH1 (ASH1), mRNA 


NM_004227 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 3 (PSCD3} 
mRNA J ' 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase (WWP2) mRNA 


NM 017431 


Homo sapiens protein kinase, AMP-activated, gamma 3 non-catalytic subunit 
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(PRKAG3), mRNA 


NM 017426 


Homo sapiens nucleoporin 54kD (NUP54), mRNA 


NM 016950 


Homo sapiens testican 3 (HSAJ1454), mRNA 


NM 017421 


Homo sapiens methyltransferase COQ3 CCO03), mRNA 


NM_006854 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 2 (KDELR2), mRNA 


NM 015976 


Homo sapiens sorting nexin 7 (SNX7), mRNA 


NM 016577 


Homo sapiens RAB6B, member RAS oncogene tamily (RAB6B), mKJNA 


NM 016559 


Homo sapiens PXR2b protein (PXR2b), mRNA 


NM 016297 


Homo sapiens prenylcysteine lyase (PCL1), mRNA 


NM 016524 


Homo sapiens B/K protein (LOC5 1760), mRNA 


NM 016507 


Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 


Homo sapiens NAG-5 protein (LOC5 1754), mRNA 


NM 016382 


Homo sapiens natural killer cell receptor 2B4 (CD244), mRNA 


NM_016354 


Homo sapiens solute carrier family 21 (organic anion transporter), member 12 
(SLC21A12), mRNA 


NM 016298 


Homo sapiens muscle disease-related protein (LOC5 1 725), mRNA 


NM 016290 


Homo sapiens retinoid x receptor interacting protein (LOC5 1720), mRNA 


NM 016280 


Homo sapiens carboxylesterase-related protein (LOC51716), mRNA 


NM 016229 


Homo sapiens cytochrome b5 reductase b5R2 (LOC51700), mRNA 


NM 016213 


Homo sapiens thyroid hormone receptor interactor 4 (TREP4), mRNA 


NM 016169 


Homo sapiens suppressor of fused homolog (Drosophila) (SUFU), mRNA 


NM 016084 


Homo sapiens RAS, dexamethasone-induced 1 (RASD1), mRNA 


NM 016077 


Homo sapiens CGI-147 protein (LOC51651), mRNA 


NM 016023 


Homo saoiens CGI-77 protein (LOC51633), mRNA 


NM 016021 


Homo sapiens non-canonical ubquitin conjugatmg enzyme 1 (JNCUmu), iukim/v 


NM 016003 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM_015981 


Homo sapiens calcium/calmodulin-dependent protem kinase (CaM kinase) H 
alpha (CAMK2A), mRNA 


NM 015949 


Homo sapiens CGI-20 protein (LOC51608), mRNA 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LOC51316), mRNA 


NM 016598 


Homo sapiens DHHC1 protein (LOC51304), mRNA 


NM 016589 


Homo sapiens M5-14 protein (LOC51300), mRNA 


NM 016588 


Homo sapiens neuritin (LOC51299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC5 1 287), mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LOC51283), mRNA 


NM 016526 


Homo sapiens GS15 (LOC51272), mRNA 


NM 016518 


Homo sapiens pipecolic acid oxidase (PIPOX), mRNA 


NM 016495 


Homo sapiens hypothetical protein (LOC51256), mRNA 


NM 016486 


Homo sapiens hypothetical protein CLOC51249), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXP1), mRNA 


NM 016465 


Homo sapiens hypothetical protein fLOC5123S), mRNA 


NM 016456 


Homo sapiens hypothetical protein (LOC51235), mRNA 


NM 016350 


Homo sapiens ninem (Cjbis.3r> interacting proiem^ ^lnum;, iiiru>^ 


NM 016274 


Homo sapiens CK2 interacting protein 1; HQ0024c protein (LOC51177), mRNA 


NM 016261 


Homo sapiens delta-tubulin (LOC51 174), mRNA 


NM 016216 


Homo sapiens debranching enzyme homolog 1 (S. cerevisiae) (DBR1), mRNA 


NM 016208 


Homo sapiens VPS28 protein (LOC51 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mRNA 
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xnv/f n i 1 q s 

xnIVi UlOloJ 


TJT^rvirt coniPnc Vi**-mo+r*1 /"\rri r»o1 ck-nA rtPl lT*n1ncrip£l1 PYnrPCQpH 1 IttTnTI 1 TTlRrjA 

rioixxo sapienb nexnaLuiugiodx anu ncuiuiugioai cApiC'Douu x v. AiAN 1 /> iiuvi>rv 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), niRNA 


XTA/T HI A1 


TT ATTir . noniPnc 16 7 iVrl mvvfpin Pi PS 1 1 A0\ mPNA 

xiomo sapiens 10. /jsjjl proicm ^lvjuj i ih^, mr\xN/\ 


XTTV/f A1 £1 9Q 

1N1V1_U 1 D I Zl7 


xiomo sapiens \^\Jxry C/Uxioiiiixiivc pnuitJiixuipxiugciixo nuxxiuxug iuuunu t 

f Ar^nirlnnciV* /"POP 94 1 ml? MA 

^/VraDHIUpblb^ xd*-t)) xXICvINz-V ! 


INXVI UIOIZZ 


Hnmn <5cmipnc NV-RFN-SR anticrpn (1 OP51 134i mRNA 

XXL/lllW ortpiCXlo IN X XX 1 jX N ~ ^ O dll Llgt^ll yX^\~/\s~f X * — ' > ^ j llUVi^ii. 


MM 01 61 1 Q 

InIVI_U iDl 17 


Unmrt cqnipnc niitsitivp '7ir»r > finopr nrntpin antlP'en fT OPS 1 1 ^l^i 
rnRNA 

IlilXJ. Nix 


MM 01610^ 

INIVI UlUlUJ 


Uotnn <;anipn«s GTP-hindincr nrntern Sara (J.QQ51 \ 2K\ mRNA 


NN/f 0160Q0 


WoTnn cnnipnc TT^Pr , 041 r»rntpir» Or*S1 19Si mRNA 

XJ.OIHU odpiCIlo jLlOlv/vHl piLHOUl ^XjV-/V-/J 1 IZrJ IlXtvlN^V 


MM 0160Q6 


TTomn Qariipn^ TT^PPO^S nrotein fT OPS1 191 i mRNA 

XTLvJIllU OdplCllo XIOI V_^V/ J O piUlVXlI ^i_yV-/V_^^/ i. X JO-—' J) X I ULV1 > XX 


MM 016037 


T-Tomrk car»tf»nc f^OT-QA r>rnteir» OPS 1 1 1 Si mRMA 
xTLoriio odpicno y^yKj x y-r pujiciii ^x^v^v^w/ 1110^, iiixviNi^ 


MAA 0 1 60 1 4 
xn1vx UIDUIh 


TTr*TYin canipnc Cdl f\l r»rr»tpir» fl OPS 1 104^ mRMA 


MM 01 SQQ7 

INlYI U1J77/ 


TTomn ca-nipriQ (T1T-41 -nrntpi'-n (\ OPS 100^1 mRMA 


MM 01 SQ74 


PTriTYin c^ni^tiQ 1 ^mVtH a -rrvQta 11 in H OPS10R4i mRMA 


MM 01S07^ 

INIVI Ul J7 / J 


Hnmn canif^nQ era Ian in -rplaf pH npntiHp rT OPS10R1 i mRNA 
XXUlllU ocipicilo gdlcllllll -iciaicu Lfvpnut ^Ijvoj ivuj iiuvi^in 


MM 01 SQ79 
iniyi u km) y 1 & 


TTnmn ennipne PMA nnlvmprflcp T 1 f\ VDa Qiihunit C\ OP51082^ mRNA 

X1U111U oaplCUo XVXNjrt. \J\JXy XXXKsX Clot- X X KJ ISJLSCX OUUU111L ^L/VyWlUOiiyj A 1 1J_\_L > n. 


MM 01 SQS1 


T-Tr^rvirfc canipnc pM"PI^1 intpmptino" iirntpin rMOSTP l tnRNA 


MM 01 SQ3£ 
xnivx U1j7jO 


U ftrnn cqnipnc POT-04 -nrrvfp»i-n C\ OPS 1 0^*7^ mRNA 
xioiiiu bd.picnb v_vjri-u t + piuLcui ^XjV_^v_^j iv/u/ iillvin^tv. 


NA/T 01 SRQS 

XNXVI U I D O 7J 


TT/\rvir\ conipnc (tAtYiinin /^T P^P'SIOS'-l* mUMA 

xiuiiiu bd.pienc» gcrinmii ^j_fV_/v_^j x\jjjj y ixuvlnxtl 


MM Ol S9R9 


U nmft ca-mVr»Q P TPt 1i1rp S_A /T OPS 1 04R"\ mPNA 


N"M" HISSS^ 


u Arnn cori ip n n OPP H OPS 1 O^S^k mPNA 


MM 0160SO 

INXVI UXOUOU 


U nrnn onmVnQ POT-1 SO nrotpin H" OPS 1 0^1 » mRNA 
rruniu otipiciio \_/\Ji 1JU pujicui ^IjUojiujij, iixlvin^v 


MM 016078 

XNIVI KJ I UU / O 


TTnmn cprtipnc POT-1 4R nrnfpin (J OPS 1 0^0 ) mRNA 


MM 016076 

INXVI \Jx\J\J/\J 


Uaiyia car»ipn<: POT-1 4iS nrntpin (1 OPS109Qi mRNA 


MM 0160S9 

IN XVX \J X \J\J J ^ 


TTnmn Qnnipnc POT-1 1 S -nrntpin (J OPS 1 01 R l mRNA 


MM 01604Q 

XNXYX V/ I Uv*t7 


TTomn <;anipn<; POT-1 1 9 r>rntpin fT OPS 101 ft i mRNA 


MM 01SQ40 

IN XVI ulJ ^'tU 


Unmn enrtipne: POT-1 0 nrntpin (J OPS1 004^ mRNA 
xxuiiiu odpiciio v^vji lu jji wlv^hi ^ijv/V/ j i v/uty, ii ii- vi > n 


MM 016S0S 


TTrvmn ca-ni^nc VixmrvtViRtir*?*! r\rr\tpin rTT.^PP9S1^ mRNA 

XXU111D oapiCHo lljr pVJllidlW/Cll piV-FLdll ^IlOl va<J 1 ^ 11UVIi/a 


MM 0164RS 

INIYI v 1 U*tO J 


Unmn <;ani pn<; hvnnthptinal nrntpin rTTSPP99Si mRNA 

XX LU 1 lvJ odpiC/llo lljr LJvJLllv^LlOcli \Jl\J LH11 ^XXOr\-<A<^OJ, 111J.V1 Ji. 


MM 016479 


T-Tr\mn ennipne lrvmntVipripal "nrntpin /^TT^sPP9 1 0^ mRNA 

XXU111U odpiCllo lljr p*JLHCLlL«a.l piVJLt/lll ^XXOX V_/^» XXJJ^ 1 1 XI Vl > /i. 


MM 016464 


WAmn ccmii=*nc Irvmr^tn^tir^sil T^rnfpin rTT^PPI Q^»l mRNA 
XXUlllU oapiCllo xiy p^J UlCUlC/ClJ. piLlLClll ^nOiL-lyU^j lllXVlN-tV. 


MM 016469 

XNIVX U I OHOZ 


XJ /-\mr\ canipnc ViTm^th^ti ocil nTrvt^iTi ^T-TQPP1 Q4i mP "M A 

xxuiiivj adpieiib iiyp^jLiicLiivdi piLticiii ^nui i y-r iixivin^v 


MM 01r>S^S 

INIVI UIOJJJ 


TTr»mn ennipne T-TQppI CO nrntpin H-T^PPI R0"i mRNA 
xxuiiiv> odpiciio xiorL-ioy pujLcm ^noxL xoy iiixxin^a. 


MM n i 6404 


Unmn QanipnQ rivrmtriptipal nrntpin /'T-T^PPI S9^ mRNA 

XXUlllU OClL-'IC'llO XXy vjKJ Lilt- 11 CXX VJX KJ Lt^l J I ^llul V> X *JZ* Jy 1 1 IX N -iX 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


MM 01630Q 

INIVI U10J77 


TTrvmn canipnc VivnntViptipnl nrntpin /TT^sPP 1 ^9^ mRNA 
XiUxiiu odpieiio xxypuLixc lx oai pxvjLciii ^ixorv^i ji-j, ixixvin 


MM Oln^QS 

INIVI U1DJ7J 


Wr\mA canipnc V^nrvrratp-inHnr'pH tvo n c f*ri r\t 1 ^T-T^1PP191 \ mP"NJA 
XXUIXIU oapiCXlo UUty X CXLCXXXVJ.U.^/C-VX IXaXloVvXipL X ^llOl vIaX^j XXXXVXNxV 


MM 0161K7 

INIVI KJ I OJ O / 


TTrv-mrk conipnc n\mr*tViptir»^1 nrntpin ^Pf^PPHAn \ -mP 7\J A 
XXOIIIU odpXCIlo XXypULllCLXC/dl piULClIX ^XlOlT K^\Jyj\Jj 9 X X XL VI N iV 


MM 016101 
INIYI UIOIUI 


XJ/-\r>-ir\ oaniono Vw/nPktViPti r»?*1 nrntfin /T—T^PP'O'^ 1 A n^P"NTA 

xxoixiu bdpieiib xiypoLiiciiL'dx pxuLciii ^riorv/U j i ), iiixvin r\ 


NM filSQIR 
INIV1_U i Dy 1 O 


TT/myia canipnc nnmrtlrtO' t~\{* vpoct P"NJqc*» A /fP P /P TvTq c p> P nrntpin PrvnS /TPPiPS 1 

xxoixiu sapienb iiuiiHJiug ui ycaoL xxiNdoC ivxxvL /xviNddC ± piuLCxix rupj \l:\Jx J Jy 
mRNA 

XXXXVlNz*. 


NM 0169S7 

X>IXVX \J I \J£, D / 


TTnmn oanipnc Vnr>nnP5*1r»in_ liVp nrntpin 4 (\~\ PP A T 4l mP"NTA 
xrxvjimj odpxcxxo xxxjpiy*j^/«.xwxxx xxjvc px^Ftwxix *+ ^xrxx v_/jtHj*t ij iixlvxn^v 


NM 016987 


Homo ^anipns HP1-BP74 (HPl-RP74i mRNA 

XXV^lXXLI aCLLyl^/XXO 111 X XJX 1 ~T ^X XX. X XJ>X f—Tjy llXXVXN^l. 


NM 01588S 


T-Fomo ^anien 6 ; hoolcl nrotein TrTOOTCI 1 mRNA 

j.x.\jiiivj oupiviio iiwtv.1 piviwiii yiiw vyiv i jy xixx.\_inxv 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo sapiens coatomer protein complex, subunit beta (COPB), mRNA 


NM 015986 


Homo sapiens cytokine receptor-like factor 3 (CRLF3), mRNA i 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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NM 014059 
NM 014040 
NM 014039 

TvTA/T A1 A1 1 1 

-fNAVJ- V -I. I A * *. 

NM 014106 
NM 014104 


Homo sapiens RGC32 protein (RGC32), mRNA 
Homo sapiens PTD01 5 protein (PTDO 15), mRNA 
Homo sapiens PTDO 1 2 protein (PTDO 1 2), mRNA 
Womr, ranims PRO2086 orotein (PRO2086), mRNA 
Homo sapiens PR01914 protein (PR01914), mRNA 
Homo sapiens PRO1880 protein (PRO1880), mRNA 


NM 014100 
NM 014137 
NM 014127 
NM 014123 
NM 014114 
NM 014113 
NM 014048 
NM 015368 
NM 014910 


Homo sapiens PRO1770 protein (PRO1770), mRNA 
Homo sapiens PRO0650 protein (PRO0650), mRNA 
Homo sapiens PRO0456 protein (PRO0456), mRNA 

Homo sapiens PRO0246 protem (rKUUz^oj, huuna _ 

Homo sapiens PRO0097 protein (PRO0097), mRNA 

Homo sapiens PRO003b protein (rKUUU^sj, ulkin/a- 

Homo sapiens KIAA1243 protein (KJlAJ\lZ43), ituun/\ . 

Homo sapiens pannexm 1 (rAJNXl), mKJNA _ 

tt T/ T A A 1 A O A ««/x4-ai« /T/"T A A 1 AS£A\ TYll£ NT A 

Homo sapiens KJAA10o4 protein (KiAAiUo^j, m±uN/\ _ 


NM 014916 
NM 014967 


-w-T t/t a a i f\'ic\ /T/"T A A 1 AT OA ml? "NT A 

Homo sapiens KIAA1 079 protein (KJLAA 1 U / y ), mKJN/v _ 

_ . T7"\ a A 1 t\ 1 O _^»^4- A « M /T/T A A 1 A 1 C\ -r-rtl? "NT A 

Homo sapiens KIAA101 8 protein (K1AA1U 1 6 ), mtUN a 


NM 014953 


Homo sapiens mitotic control protein disi ftomoiog iisa^j^iuuo;, nusaN^ 


NM 014954 


Homo sapiens KIAA0985 protein (JClAAUyoo), mKJNA 


NM 014917 


Homo sapiens netnn Gl (KIAA0976), mRNA 


NM 014930 


_ • t/t a a nmi /VTA AA070\ -ml? "NT A 

Homo sapiens KIAA0972 protein (JvlAAuy /Z) 9 hikin a 


NM 014907 


-_~ v- • Try a a r\c\^"i /VTA Af\Q/\7\ ml? "NT A 

Homo sapiens KIAA0967 protein (lvlAAU^o misjNA 


NM 014912 


tt ' -rr~f a A f\C\ A f\ „ +^ /T/ T a A rvO/1 M\ f»-» V? NT A 

Homo sapiens KIAA0940 protein (KlAA0y4U h mKJNA _ 


NM 014021 


tt • -rrt a a r\r\^ o „__^ 4. /T./TA A AQ0 1 \ -rr-»T?"NTA 

Homo sapiens K1AA0923 protein (KlAAOyzi ), mKJNA 


NM 014899 


Homo sapiens KIAA0878 protem (JsJAAUb /»), iiikjn/\ 


NM 014951 


Homo sapiens KIAA0844 protein (J<JAAU544j, hiking 


NM 014729 


tt * TVT A A AOAO ^. — J 1 n+ /T/'T A A AQ AS\ ml? "NT A i 

Homo sapiens KIAA0808 gene product ysJAAU&us j, ituun/\ 


NM 014813 


Homo sapiens KIAA0806 gene product gsJA/vuouoj, mi^iN/\ 


NM 014829 


Homo sapiens RInA nelicase (RlAAUoui rniviN/v _ 


NM 014698 


Homo sapiens KIAA0792 gene product (Jsjaau /yz ), miuN/\ 


NM 014824 


Homo sapiens KJAAU toy gene proauct \js^u\i\\j /vy), nixva^^ 


NM 014677 


Homo sapiens KIAA075 1 gene product (K1AAU /di), mtaN/\ 


NM 014705 


Homo sapiens KlAAU/lo gene proauct (kiaau / ioj, miviNA 


NM 014861 


Homo sapiens KIAA0703 gene product (j<liaau/ujj, rrusj.N/\ 


NM 014721 


Homo sapiens KlAAOobO gene proauct ^JfUL/VAUoou mreLN/\ 


NM 014827 


Homo sapiens KIAAOooi gene product (Jsjlaauoo:) j, ibmna 


NM 014645 


Homo sapiens KIAA0635 gene product (KTAA0635), mRNA 


NM 014664 


Homo sapiens KIAA061 5 gene product (KIAA061 5), mRNA 


NM 014834 


Homo sapiens KIAA0563 gene proauct ^jsjaaudoj ), mi^iN^ 


NM 014696 


tt • t/t a a r\c i A a. i-»f/-v/li ir»f- /T^T A A A^ 1 A\ ml? "NT A 

Homo sapiens KIAA0514 gene proauct ^kjaaud w), ituun/\ 


NM 014732 


tt x/t a a Af 1 1 n ^ ~ «*/\/1n«T /"l/'T A AA^ 1^ *y^T? "NT A 

Homo sapiens KIAA05 1 3 gene proauct (K-LAAUD i 5 ), mKJNA 


NM 014710 


Homo sapiens KIAA0443 gene product (KIAA0443), mRNA 

t t t/t a a r\ A A 1 « -rti-Y-A /In /T/ TA AA/l/ll^ -*-»-» T? "NT A 


NM 014797 
NM 014819 


Homo sapiens KIAA0441 gene product (KJAAU441 ), mbaN/v 
Homo sapiens KIAA0438 gene product (JsJAAU4J5), rriKJN/v 


NM 015216 


tt -cr-T A A r\ A O O — j- — - /T/ T A A Ayl T T \ _v-,T)> "KT A 

Homo sapiens KIAA0433 protein (K1AAU433), mKJNA 




TTnmn aniens KIAA0431 protein (KIAA0431), mRNA 


NM_015185 


Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHGEF9), 
mRNA 


NM 014711 


Homo sapiens KIAA0419 gene product (KIAA0419), mRNA 


NM 015564 


Homo sapiens KIAA0416 protein (KIAA0416), mRNA 


NM 014778 


Homo sapiens KIAA0410 gene product (KIAA0410), mRNA 
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NM 014659 


Homo sapiens KIAA0377 gene product (KIAA0377), mRNA 


NM 014639 


Homo sapiens KIAA0372 gene product (KIAA0372), mRNA 


NM 014786 


Homo sapiens KIAA0337 gene product (KIAA0337), mRNA 


NM 014845 


Homo sapiens KIAA0274 gene product (KIAA0274), mRNA 


NM 014745 


Homo sapiens KIAA0233 gene product (RIAA0233), mRNA 


NM 014643 


Homo sapiens KIAA0222 gene product (KIAA0222), mRNA 


NM 014674 


Homo sapiens KIAA0212 gene product (KIAA0212), mRNA 


NM 014720 


Homo sapiens Ste20-related senne/threonme kinase (SLK), mRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KIAA0152), mRNA 


NM 014661 


Homo sapiens KIAA0I40 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens KIAA0133 gene product (KIAA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (KIAA0130), mRNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_0 14628 


Homo sapiens gene predicted from cDNA with a complete coding sequence 
(KIAA0 110), mRNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KIAA0102), mRNA 


NM 014780 


Homo sapiens KIAA0076 gene product (TCIAA0076), mRNA 


NM 014882 


Homo sapiens KIAA0053 gene product (KIAA0053), mRNA 


NM 014750 


Homo sapiens KIAA0008 gene product (KIAA000S), mRNA 


NM_0 15684 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(ATPW), mRNA 


NM 014186 


Homo sapiens HSPC 1 66 protein (HSPC1 66), mRNA 


NM 014184 


Homo sapiens HSPC 1 63 protein (HSPC 1 63), mRNA 


NM 014181 


Homo sapiens HSPC 159 protein (HSPC159), mRNA 


NM 014179 


Homo sapiens HSPC 157 protein (HSPC 1 57), mRNA 


NM 014166 


Homo sapiens HSPC 126 protein (HSPC 126), mRNA 


NM 014155 


Homo sapiens HSPC063 protein (HSPC063), mRNA 


NM 014038 


Homo sapiens HSPC028 protein (HSPC028), mRNA 


NM 014017 


Homo sapiens HSPC003 protein (HSPC003), mRNA 


NM 014053 


Homo sapiens FLVCR protein (FLVCR), mRNA 


NM 015400 


Homo sapiens DKFZP586N0721 protein (DKFZP586N0721), mRNA 


NM 015583 


Homo sapiens DKFZP586M0622 protein (DKFZP5S6M0622), mRNA 


NM 015485 


Homo sapiens DKFZP566K023 protein (DKFZP566K023), mRNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DKFZP5640123), mRNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


NM 014056 


Homo sapiens DKFZP564K247 protein (DKFZP564K247), mRNA 


NM_0 15623 


Homo sapiens putative ankyrin-repeat containing protein (DKPZP564D166), 
mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (DKFZP564B147), mRNA 


NM 015610 


Homo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 


NM 015590 


Homo sapiens DKFZP434F1735 protein (DKFZP434F1735), mRNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


NM 015396 


Homo sapiens DKFZP434A043 protein (DKFZP434A043), mRNA 


NM 014058 


Homo sapiens DESC1 protein (DESC1), mRNA 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_014580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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1 

NM 014313 ] 
NM_0 14229 ] 


nRNA 

Homo sapiens small membrane protein 1 (SMP1), mRNA 

Homo sapiens solute carrier family 6 (neurotransmitter transporter, UABA), 
member 1 1 (S T ^6A1 1), m^NA ... . 


NM 014575 


Homo sapiens schwannomin interacting protein 1 (SCH1P1), mRNA 


NM_0 14402 


Homo sapiens low molecular mass ubiquinone-bmdmg protem (9.5kL>) (l^-C), 
mRNA . -— — pr-rr — 


NM_014394 


Homo sapiens growth hormone inducible transmembrane protem (CjHIIM), 
mRNA 


NM_0 14225 

NM 014497 
NM 014399 

TvnvvT A1 
JNJVI iJl^-ooy 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 

65), alpha isoform (PPP2R1 A\ mRNA __ 

Homo sapiens nuclear protein (NF220), mRNA . 

Homo sapiens tetraspan NET-6 protein (NET-6), mRNA 

xi™™ commc mptnllrinrotease 1 (mtrilvsin family") (MP1), mRNA 


NM 014484 
NM 014447 
NM 014350 
NM_014478 


Homo sapiens molybdenum cofactor synthesis 3 (MOCS3), mRNA 

Homo sapiens arfaptin 1 (HSU52521), mRNA 

tt c^mVnr TTsTF induced nrotein (GG2-1 Y mRNA 

Homo sapiens calcitonin gene-related peptide-receptor component protem j 

(CGRP-RCP), mRNA 

TT rvrnA conipnc "hr*np mnmho genetic nrotein 10 (BMP 10), mRNA 


■KTTV Jf f \ 1 A A CI 

NM 0144b2 
NM_0 14474 


XlOmO SdpiCIlo UvJUG lliwi pnug^iiviiv ptvwm w v— ^ s_z 

Homo sapiens acid sphingomyelmase-hke phosphodiesterase (ASML3B), 
mRNA 


NM 014480 
NM_014576 


Homo sapiens zinc finger protein (AF020591), mRNA _ 

Homo sapiens Apobec-1 complementation factor; APOBEC-1 stimulating 
protein (ACF), mRNA — 


NM 005884 
NM_013434 

NM 012446 
NM 013235 


Homo sapiens p21(CDKNl A)-activated kinase 4 (PAK4), mKMA 

Homo sapiens calsenilin, presenilin binding protein, EF hand transcription tactor 

(CSEN), mRNA . — 

Homo sapiens single-stranded DNA binding protein 2 (SSBKZ), itikjna 
Homo sapiens putative ribonuclease m (RNASE3L), mRNA 


"KTfc Jf A1 /in 

NM 013349 
NM 013323 
NM 013388 
NM 013328 
NM 013370 
NM 013277 


TT Arnr . cor\ipnc Qf»prf*tf»H nrntein of unknown function (SPUF), mRNA 

Homo sapiens sorting nexin 1 1 (SNX1 1), mRNA 

Homo sapiens prolactin regulatory element binding (PREB), mRNA 
Homo sapiens pyrroline 5-carboxylate reductase isoform (P5CR2), mRNA 
Homo sapiens pregnancy-induced growth inhibitor (OKL38), mRNA 
Homo sapiens Rac GTPase activating protem 1 (RACGAP1), mRNA 


NM 013285 
NM 013320 
NM 013391 
NM 013253 
NM_013339 

NM 004120 
NM 005690 
NM 012063 
NM 012470 


Homo sapiens nucleolar GTPase (HUMAUANTIG), mRNA 
Homo sapiens host cell factor 2 (HCF-2), mRNA 

Homo sapiens dimethylglycine dehydrogenase precursor (DMCjDH), mKMA 
Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 
Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dohchylglucosyltransferase 

( ALG6), mRNA — 

Homo sapiens guanylate binding protein 2, interferon-inducible (CiBPZ), ixikNA 
Homo sapiens dynamin 1-like (DNM1L), transcript variant 3, mRNA 
Homo sapiens dynamin 1-like (DNM1L), transcnpt vanant 2, mRNA 
Homo sapiens transportin-SR (TRN-SR), mRNA 


"V TH Jf A 1 ^ O C O 

NM 012252 
NM 012250 
NM 012249 
NM 012388 
NM 012322 
NM 012316 


tt ^ cortipnc fr*oTi cr»i-if-»f^r\n ■fcmtrw T*(~^ (Trr*A, J. ITlKN A. 

rlomo sapicnb iian&cripiiuii L<x\^iyji j-»v^ v a a -*- vV -^^? . — 

Homo sapiens related RAS viral (r-ras) oncogene homolog I (RRAS2), mKJNl A 

Homo sapiens ras-like protein (TC10), mRNA 

Homo sapiens pallidin homolog (mouse) (PLDN), mKJN A 

Homo sapiens U6 snRNA-associated Sm-like protein (LSM!>), mRNA 

Homo sapiens karyopherin alpha 6 (importin alpha 7) (KPNA6), mRNA 
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NM 012189 


Homo sapiens iibrousneatnin a (ror-z ), mKJNA 


NM_0 12081 


Homo sapiens iiJLJL-xv±iJU/\ i r,D kjn/v rKji^ x ivjucj^^ojq ±i, jC/I^win-o/v i ivjin 

T? A PTHP /HET T 0\ m p\TA 

JrAUlvJK ^.tiULZj, miviN/\ 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(CjrAj), transcript variant z, mKJNA 


NM 005260 


Homo sapiens growtn ainereniianon iacior y \\j\jry )> mivi>/\ 


NM 007352 


Homo sapiens elastase 3B, pancreatic (ELA3B), mRNA 


NM 006685 


Homo sapiens proline rich 3 (rKULi), mKNA 


NMJ>07357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


NM 004133 


Homo sapiens nepatocyte nuclear i actor 4, gamma (HJNr4o), mKJNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 
alpha) (SSR1), mRNA 


NM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADH1P), transcript variant 1 , 
mRNA 


NM_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
mteractmg protein, receptor activation anchor (MAUnlrj, transcript variant z, 
mRNA 


NM 005162 


Homo sapiens angiotensin receptor-iike Z (ACjlivLZ^, itlkjn/\ 


NM_00550l 


Homo sapiens mtegrm, alpha d (^antigen L/U4VU, aipna d suounit 01 v 
receptor) (^llvjAo), uanscnpt variant d, mrUN/\ 


TvTTV/T f\f\H \ A A 

NM 007144 


Homo sapiens zinc linger protein i^t^f ^iviei-io) ^zjiNjr lhhj, uu\±vr\ 


NM 007266 


Homo sapiens synaptopouin ^isJAAiuzy), mrsiN/v 


NM 007199 


Homo sapiens interieuion-i receptor-associatea Kinase ivi ^iiv/AJs.-ivii, iijjvln^ 


NM 007283 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


X TK it* AAT^ 1 <^ 

NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-GAP/TBC-contaming ( VKJ J ), mKJNA 


NM 007027 


Homo sapiens topoisomerase (DiNA) U bmamg protein ^lUJfJtsi'i;, mKJN/\ 


NM_006938 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPD1), mRNA 


NM_J)06937 


Homo sapiens SM 1 3 suppressor oi mil two 3 nomoiog z ^yeast; ^oivi i ^nz;, 
mKJNA 


NM 00/029 


Homo sapiens statnmin-UKe z ^oiJVijNZj, tniviN/v 


TvTAyT AA7A /I ^ 

NM 007042 


Homo sapiens nbonuclease r ( 14KU) (JKJrr l^fj, mKiN/\ 


NM_006907 


Homo sapiens pyrrolme-D -carooxy late reductase l nucieai gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin factin binding protein) (KPTN), mRNA 


"KTTV yT AATA/Cft 

JNJVL OU/Uoy 


Homo sapiens HKAb-liKe suppressor d (ukaoLoj;, misiN/v 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


NM 007071 


TT TTT~ 1 T~»X 7 TT T HPT* ~~~~^l~4-l-~.~ O /TTTTT A Q \ — — T> XT A 

Homo sapiens HERV-H L i R-associatmg 3 (HHJLA3), mKJNA 


NM 007067 


Homo sapiens histone acetyltransterase (H13UA), mKJNA 


NM_007006 


Homo sapiens cleavage ana polyaaenylation specitic tactor D, zd mj suounit 

//~^T» ct T^ \ rj\T A 

(CPSF5), mRNA 


J/NlVi \J\J 1 ujj 


TTnmA cam'pnc nafiir^l v*illf*r ppll rf*ppntor lmmiinnp'lobiilin suDerfamilv member 
(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Ilbmo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), mRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (PIM2), mRNA _ 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


TsTM 003609 

XNXVJL UvJUvy 


Homo sapiens HTRA interacting protein 3 (HIRJP3), mRNA 


NM 006R20 


Homo sapiens chromosome 1 open reading frame 29 (Clorf29), mRNA 


NM 006S4S 

XNxYX vuuO~U 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosammyltransferase 
6 (B3GNT6), mRNA 


NM 006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signalling 
adaptor) (SNT-2), mRNA 


NM 00663S 


Homo sapiens ribonuclease P, 40kD subunit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene family (RAB27B), mRNA 


NM_006713 


Homo sapiens activated RNA polymerase II transcription cofactor 4 (PC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (P23), mRNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family (NET-5), mRNA 


NM 006501 


Homo sapiens myelin-associated oligodendrocyte basic protein (MOBP), mRNA 


NM 0(6612 

XNXVJ. Vv \_> v ' W i. jC-i 


Homo sapiens kinesin family member 1C (KIF1C), mRNA 


NM 006567 


Homo sapiens phenylalanine-tRNA synthetase (FARS1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 006594 

XNXVX \J\JKJ-J 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteine hydrolase-like 1 (AHCYL1), mRNA 


NM 006472 


Homo sapiens thioredoxin interacting protein (TXNIP), mRNA 


NM 006^ 8 R 

JLN1VJL uvUJOO 


Homo sapiens HIV-l Tat interactive protein, 60 kD (HTATEP), mRNA 


NM 006281 

XNXVX W/VJ^*0 1 


Homo sapiens serine/threonine kinase 3 (STE20 homolog, yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step II splicing factor SLU7 (SLU7), mRNA 


NM 006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 006328 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM 006466 


Homo sapiens polymerase (RNA) IH (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) m (DNA directed) (32kD) (RPC32), mRNA 


NM 006397 


Homo sapiens ribonuclease HI, large subunit (RNASEHI), mRNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protein 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protein kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNL1PRP1), mRNA 


"MM 006319 

XN XV J. \J\J\J ~J i. S 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatidylinositol synthase) (CDHT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3 -kinase, catalytic, beta polypeptide (PIK3CB), 
mRNA 


NTVf 006346 


Homo sapiens progesterone-induced blocking factor 1 (PIBF1), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP-associated factor 
(PCAJF)-associated factor, 65 kD (TAF6L), mRNA 


NM 006396 


Homo sapiens Sjogren f s syndrome/scleroderma autoantigen 1 (SSSCA1), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAAT1), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5A), 
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—-"DAT A 


XTA/T AA/T/I 1 n 

JNJVl__UUo4 i / 


xiomo sapiens interieron-inQUceQ, nepaims v^-dssocidieu uiicroiuDuiar aggregate 
protein {hhku j ^ivi 1 /\jt^h+ j, tiusss/\ 


JN1V1 UU041D 


xiomo sapiens uansmemorane y superidiniiy mcinucr i ^iivx^or ij 9 iruxiNrv 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 

/TV/fT f^Vt"\ mPW A 
VjMLL^JD J, irirvlN/Y 


INlvl UUOlOZ 


xiomo sapiens lyiripnoiQ-resixicLcu rriciiiuiaiic uiuicui ^x^xvivix j 7 nis\s\f\. 


INIVI UUO^OU 


xiomo sapiens XAivjLD/\-inuuciDie vrixo i j, iijxsjlnj'a. 


IN1V1 UUOjOj 


IlUlJlO odpiCnS IXdllSClipilOlldl dOUVdlAJl Ul LUC w*lUo pUJHHJLCi V— > -r J, L 1 JXVL N .Tv 


IN 1V1_UU OIjj 


xiomo sapiens capping pruicm ^auiiii iiiaiiicni^ iiiuouic z-r-iiiic, ctipua i 


INIVI UUOUOO 


nomu oapiciio tu.ou.iiii, ucta, *t kjdd*^ j 3 i i ixvi n jt\. 


r\TM" 00^7^1 
1N1V1 UUJ/Ol 


xiomo Sapiens picAiu v^i ^rivyviN^i iiuvin^v 


1N1V1 UUj /Z*t 


rionio sapiens tetraspau j ^lorniN-jjj nuvLNrv 


INIVI UUjOm-0 


IxOino sapiens A/yiv ^xxi v ) ivin^y uinuiug pivjicui i ^inJ\x)r i iiiavJlnzv 


XN1V1 VJUDuiy 


Jniorno sapiens syniaxm o v.o i-a.o^, xnixiNrv 


INlvl UUjoOO 


noTno sapiens sigma rct/cptor ^orvj i uiuuiiig pioiciii i y ^oiv jdi i j 3 iiixnjln/a. 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


INlvl UUjOZO 


xiomo sapiens splicing iacior, argimne/senne-ricn h ^ox i ivo £ fj, iritviN/v 


1N1V1 UUO / /U 


riomo sapiens sman j^j^xsjs.-ricn iactor z ^oxixvrz^, iiix\j.n^\. 


"AJA/T AA^QA^ 


riomo sapiens zoo proteasome-associaiea paai noraoiog ^x^ni ^, miviN/v 


NM 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


xttv jf f\r\co/Z(\ 

JNM_005ooy 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAG10), 

•mT) A.T A 

mKJNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA i 


JNM 005792 


Homo sapiens JV1 -phase pnospnopiotein o (MrnUornoj, miviNA 


XTA /f Af\C^AO 

JnM__005693 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 

nuviN/V 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (INADL), mRNA 


TvTA/T AA^'71'3 


xiomo sapiens collagen, type lv, aipna d ^oooapasture antigen; omamg protein 
(COL4A3BP), transcript variant 1, mRNA 


JNJV1 UUjo/o 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


XTA A AACOOO 

iNM_00563b 


Homo sapiens glycine-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


iNJV1__UUj /j4 


Homo sapiens Ras-GTPase-activating protein SH3 -domain-binding protein 
(G3BP), mRNA 


JNJV1__OOj /o4 


xiomo sapiens epitneuai protein up-reguiatea in carcinoma, memorane associatea 
protein 1 7 (DD96), mRNA 


JN JV1_U U j oy4 


xiomo sapiens / nomoiog, cytoenrome c oxiuase assemoiy protein ^yeastj 
(COX17), nuclear gene encoding mitochondrial protein, mRNA 


XTA /T AHC CC\C 

jNM_00550o 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 2 (lysosomal integral membrane protein II) (CD36L2), mRNA 


NM__005881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


IMM_005718 


liomo sapiens actm related protein 115 complex, suounit 4 (zu KUj (AxCrC4 > ), 
mRNA 


NM_0057l7 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 1 
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NM_005406 


Homo sapiens Rho-associated, coiled-coil containing protein Kinase l ^jsa^jva;, 
mRNA 


NM_005399 


Homo sapiens protein kinase, AMP-activated, beta 2 non-catalytic subunit 
(PRK AR2). mRNA 


NM 005396 


Homo sapiens pancreatic lipase-related protein 2 (PNLIPRP2), mRNA 


NM 005489 


Homo sapiens SH2 domain-containing 3C (SH2D3C), mRNA 


NM_005479 


Homo sapiens frequently rearranged in advanced T-cell lymphomas (FRAT1), 
mRNA 


NM 005154 


Homo sapiens ubiquitin specific protease 8 (USP8), mRNA 


NM_005066 


Homo sapiens splicing factor proline/glutamine rich (polypyrimidme tract 
binding protein associated) (SFPQ), mRNA 


NM_005123 


Homo sapiens nuclear receptor subfamily 1, group H, member 4 (NR1H4), 
mRNA 


NM 005046 


Homo sapiens kallikrein 7 (chymotryptic, stratum corneum) (KLK7), mRNA 


NM 005030 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA 


NM 005014 


Homo sapiens osteomodulin (OMD), mRNA 


NM_005003 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 
(8kD, SDAP) (NDUFAB1), mRNA 


NM_004941 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 
helicase) (DDX8), mRNA 


NM 004205 


Homo sapiens ubiquitin specific protease 2 (USP2), mRNA 


NM 004818 


Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K), mRNA 


NM 004275 


Homo sapiens TRF-proximal protein (TRFP), mRNA 


NM 004272 


Homo sapiens Homer, neuronal immediate early gene, IB (SYN47), mRNA 


NM 004177 


Homo sapiens syntaxin 3A (STX3A), mRNA 


NM_004719 


Homo sapiens splicing factor, arginine/serine-rich 2, interacting protem 
(SFRS2IP), mRNA 


NM_004175 


Homo sapiens small nuclear ribonucleoprotein D3 polypeptide (1 8kD) 
(SNRPD3), mRNA 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apncot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 3, 
mRNA 


NM 004875 


Homo sapiens RNA polymerase I subunit (RPA40), mRNA 


NM 004292 


Homo sapiens ras inhibitor (RJN1), mRNA 


NM 004815 


Homo sapiens PTPL1 -associated RhoGAP 1 (PARG1), mRNA 


NM 004772 


Homo sapiens P3 1 1 protein (P3 1 1), mRNA 


NM_004553 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 6 (13kD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 2 
(14.5kD, B14.5b) (NDUFC2), mRNA 


NM 004271 


Homo sapiens MD-1, RP 105 -associated (MD-1), mRNA 


NM_004672 


Homo sapiens mitogen-activated protein kinase kinase kinase 6 (MAP3K6), 
mRNA 


NM_004828 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor; NK-p44) (LY95), 
mRNA 


NM_004735 


Homo sapiens leucine rich repeat (in FLE) interacting protein 1 (LRRFIP1), 
mRNA 


NM 004811 


Homo sapiens leupaxin (LPXN), mRNA 


NM 004522 


Homo sapiens kinesin family member 5C (KIF5C), mRNA 


NM 004905 


Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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acidic calcium-independent phospholipase A2) (KIAA0106), mRNA 


NM_004770 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 
2 (KOJN132), mRNA 


JNM UU4o4o 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


XT7V/f C\C\An £L1 

JNjV1_JJU4 to 5 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-1A), 
transcript variant 1, mRNA 


JNJVl_Uu4o 14 


Homo sapiens U5 snRNr-specitic 40 kDa protein (nrrpo-binding) (HPRP8BP), 

1T1KJNA 


1N1V1 \J\JH0DZ7 


Homo sapiens Homer, neuronal immediate early gene, 2 (HOMER-2B), mRNA 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCL1), mRNA 


XTTV/i f\f\A SI") 

JNM__UU4oJ2 


Homo sapiens glutathione-S -transferase like; glutathione transferase omega 

^nCTTT nOC\ --DMA 

^vjol IJLpZoJ, mKJNA 


in lYl UU44 o O 


Homo sapiens golgi autoantigen, golgin subfamily a, 2 (GOLGA2), mRNA 


NM_004125 


Homo sapiens guanine nucleotide binding protein 10 (GNG10), mRNA 


IN IV1_U U 44 o D 


Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


XTA/f (\C\AH£H 

JNJVL UU4 /O / 


Homo sapiens enaotnelm type b receptor-like protein 2 (ET(B)R-LP-2), rnRNA 


XTA/f C\C\A A Af\ 

JNJML UU444U 


Homo sapiens h,pnA7 (±iPHA7), mRNA 


JNJVL_UU4/j / 


Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyte -activating) (bCYJbl), mRNA 


NMJ)04427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 
mKNA 


JNIVL UU44ZZ 


Homo sapiens dishevellea, ash nomolog 2 (Drosophila) (DVL2), mRNA 


JNiVl UU441o 


Homo sapiens deltex nomolog 1 (Drosophila) (DTX1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 


XTA/T C\C\A1£LC 

JNIV1_UU4jo:> 


Homo sapiens centrin, EF-hand protein, 3 (CDC3 1 homolog, yeast) (CETN3), 

■»-»-»T> XT A 

mKJNA 


XTA/f HA/KCH 
1NIV1 UU405U 


Homo sapiens chromodomain protein, Y chromosome, 1 (CDY1), mRNA 


XTA/f nn/iooi 


Homo sapiens cocaine- and amphetamine-regulated transcript (CART), mRNA 


XTA/f fin/HIA 


Homo sapiens BCLz/adeno virus blB 19kD mteractmg protein 2 (BNIP2), 
mRNA 


xjA/f nnAfiO/i 

INlVl UU4UZH 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


xta/t nni i 7*7 

XNIVI UU 11// 


Homo sapiens ADP-ribosylation factor-like 1 (ARL1), mRNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICT1), mRNA 


xjA/f nni 

1N1V1 UUIjjj 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


xjA/f nfil^HQ 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
\\jrjs.D), transcnpi vananx i, mtviN/\ t 


iNlYl \J\J 


riomo sapiens aspairy i-usjn a syntnetase (^UAKoj, mKJNA 


JN1V1 


Homo sapiens C-terminal binding protein 2 (CTBP2), transcript variant 1, 

nVRT\TA 

IIiI\J.N/\ 


"NTTVT 0000K"> 

1N1VJL wvuO^ 


aoino sapiens L^ocKayne synarome i ^ciassicai^ ^v^jnJNI^, mKJNA 


NM_001277 


Homo sapiens choline kinase (CHK), mRNA 


XTA/T 0010R7 


Homo sapiens angio-associated, migratory cell protein (AAMP), mRNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


XJlV/f OO^QOA 
IN 1V1 \J\J J y\JH 


Homo sapiens zinc finger protein 259 (ZNF259), mRNA 


NM 0033S5 


Homo sapiens visinin-like 1 (VSNL1), mRNA 


NM 003348 


Homo sanien«; iihioiiitin-coniuffatinff enTvmp F^TsT fTrRf >, 1'3 Vir^mnlno- vmcA 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating enzyme E2E 1 (UBC4/5 homolog, yeast) 1 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA ' ! 
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NM 003115 


Homo sapiens UDP-N-acteylglucosamine pyrophosphorylase 1 (UAPl),mRNA 


NM_003305 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 (TRPC3), mRNA 


NM 003596 


Homo sapiens tyr^sylprotein sulfotransferase 1 ( 1 PS 1 1 ), mKJNA 


NM_003747 


Homo sapiens tankyrase, TRF1 -interacting ankyrm-related ADP-nbose 
polymerase (TNKS), mRNA _ 


NM 003569 


Homo sapiens syntaxin 7 (STX7), mRNA 


NM 003164 


Homo sapiens syntaxin 5A (STX5A), mRNA 


NM 003764 


Homo sapiens syntaxin 1 1 (STX1 1), mRNA 


NM 003133 


Homo sapiens signal recognition particle 9kL> (SRP9), mRNA 


NM 003136 


Homo sapiens signal recognition particle 54kD (;SKJP;>4), mRNA 


NM_003131 


Homo sapiens serum response factor (c-fos serum response element-binding 
transcription factor) (SRF), mRNA 


NM 003795 


Homo sapiens sorting nexin 3 (SNX3), mRNA 


NM 003096 


Homo sapiens small nuclear ribonucleoprotein polypeptide G (SNRPCj), mKJNA 


NM 003093 


Homo sapiens small nuclear ribonucleoprotein polypeptide C (SNRPC), mRNA 


NM_003080 


Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 
sphingomyelinase) (SMPD2), mRNA 


NM_003059 


Homo sapiens solute carrier family 22 (organic cation transporter), member 4 
(SLC22A4), mRNA 


NM_003033 


Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4A), mRNA 


NM_003952 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6KB2), 
mRNA 


NM 003729 


Homo sapiens RTC domain containing 1 (RTCD1), mRNA 


NM 002937 


Homo sapiens ribonuclease, RNase A family, 4 (RNASE4), mRNA 


NM_003804 


Homo sapiens receptor (TNFRSF)-interacting serine-threonine kinase 1 
(RIPK1), mRNA 


NM_002898 


Homo sapiens RNA binding motif, single stranded interacting protein 2 
(RBMS2), mRNA 


NM 002886 


Homo sapiens RAP2B, member of RAS oncogene family (RAP2B), mRNA 


NM 003953 


Homo sapiens myelin protein zero-like 1 (MPZL1), mRNA 


NM_002809 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
(PSMD3), mRNA 


NM 002771 


Homo sapiens protease, serine, 3 (trypsin 3) (PRSS3), mRNA 


NM 002757 


Homo sapiens mitogen-activated protein kinase kinase 5 (MAP2K5), mKNA 


NM 002754 


Homo sapiens mitogen-activated protein kinase 13 (MAPK13), mRNA 


NM_003668 


Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAPKAPK5), mRNA 


NM_002718 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B" (PR 
72), alpha isoform and (PR 130), beta isoform (PPP2R3), mRNA 


NM_003622 


Homo sapiens PTPRF interacting protein, binding protein 1 (hprm beta 1) 
(PPFffiPl),mRNA 


NM_003626 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (hprm), alpha 1 (PPFIA1), mRNA 


NM 002689 


Homo sapiens polymerase (DNA-directed), alpha (70kD) (POLA2), mRNA 


NM_002685 


lioiTio sapiens poiymyosixis/scierooeriiia duiuaiiLigc-ii — v 1 ^j^j^-*-^ j v A «auvua*; 3 
mRNA 


NM 003876 


Homo sapiens putative receptor protein (PMI), mRNA 


NM 002670 


Homo sapiens plastin 1 (I isoform) (PLS1), mRNA 


NM 002664 


Homo sapiens pleckstrin (PLEK), mRNA 


NM 003559 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type II, beta 
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rDTP^TTOT^^ mT?7sI A 
LtDJvZJD J;, mivIN/Y 




riomo Sapiens piiOopnuinoMiiuco-KJiiasc, icguianjiy suuLiiiiij puiypcpuu-c J \JJJJ, 

gdlLQIld J JJVJIV-) HUUN/\ 


in jyi_u uz o^ry 


U/rmA c^nipnc T»Vir\cnVirf^iTir\C'i'Hr1p»_'^_ViTi5< pafpilvf if* cxJlTlTmn T>rklAmf a ni"iHp 
XnUIIlU odpiCllo pilL>opilAJllltJol L11J.C J -JEVJ.iiaot>, v^aiaij Liv.*, gauiiua puijrpt/LJ uuw 

(PIK3CG), mRNA 


1N1V1 UUZOZ4 


riomo sapiens preioium d yrrurnj ), iiiivln/-v 


JN1VI UUjohO 


riorno sapiens peroxisomal uiogenesis iacior 1 ijd ^jtjj«-a.i iiiivin/a. 


JNJVl UUZOl / 


riomo sapiens peroxisome Diogenesis iacior iu ^rr/Aiuj, mrviN/^ 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


"kta a aaaooq 
JNM_UUUyZJ 


xiomo sapiens pnospnoaiesterase 4Ur, c/\ivir-specmc yjnospnouiesierase hi 
dunce homolog, Drosophila) (PDE4C), mRNA 


jnm uuz!>yy 


Homo sapiens pnospnoaiesterase z/\, c^iVLr-stimuiatea \ < rxjc/.j\) i mxvxN/v 


xnvyr aai^A/1 


riomo sapiens nuciear transenpnon iacior, jv-oox oinamg i ^inj7-a.i j 9 rnjxiN/\ 


JNJVMJUZ4oZ 


Jtiomo sapiens nuciear auxoanxigenic sperm proxem ^nistone-uinamg^ ^in/vojt^, 
mRNA 


JNM_UU3oZo 


riomo sapiens iN-eLnyimaieimiae-sensiiive iacior auacnmeni proxem, gamma 
(NAPG), mRNA 


JNM UUZ4CO 


Homo sapiens myosin binding protein C, slow type (MYBPC1), mRNA 


JNJVl UUZ4ol 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


XT7V A f\f\1/Z.H/Z 

JNM_UU3o /o 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 

/T^pf^Q\ mT?TsTA 
I^UiiUo J, m±vLN/\ 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 

m"RXTA 

rnxviN/\ 


1N1V1 UUZZ / 1 


xiomo sapiens Karyopneon ^lmponin^ ueia j ^is^lind jj, rrLiviN^Y 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


JNJVL (JUzzl4 


xiomo sapiens mtegnn, beta o (llvjtSoj, mKJNA 


JNM_U0zzU4 


Homo sapiens mtegnn, alpna 3 (^antigen ^JJ4yu, aipna 5 suounit 01 v ju/v-j 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (EL13RA1), mRNA 


"KT"\ A AA1 1 £L1 

NJVL_UUzlo3 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBP1), 
mRNA 


JNJVl UUZlOO 


riomo sapiens neat snocK oujkjl/ pro tern i ^cnaperomn^ ^norui j, nirviN/\ 


xtaa hao 1 /I Q 


riomo sapiens mppocaicm-iiKe i ^rix i^/vl- i j, nirvLN/\ 


NMJ303947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 
mrsJN/V 


NM_003665 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 3 (Hakata 

o-M±irr<ar^ fT*f^TsJ'Z'\ mP\TA 

ant i gen j {r v^-in ^ ^ , mrviN j\ 


IN Ivl U UU O 4Z 


riomo sapiens giuiamaxe receptor, metauorropic d ^vjrvivi j ^, iijulvln/\ 


IN ivl_u U Z U -> j 


riomo sapiens guanyiate omarngprotem i, lnierieron-muuciuic, o/ku ^udi i 
mRNA 


IN 1V1_UU 1 4 o Z 


riomo sapiens glycine amiumotransierase ^1^-argininc.giyL'ine 
amidinotransferase) (GATM), mRNA 


1N1V1 UUZU44 


riomo sapiens gaiactoicmase z ^o/\jurvz ^, mtsJ.N/\ 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EEF4B), mRNA 


InM_UUJ / Do 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 
(^Jbir Jol J, nirvIN/\ 


MM 001404 


T-Tomo QJiniPTiQ pnV?lTvr»'Hr , tra n q1 ?i ti oti plAncatiAn factor 1 ffamma TT^PT^I (~r\ 

mRNA 


NM_001960 


Homo sapiens eukaiyotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEF1D), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDF1), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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NM 003586 


Homo sapiens double C2-hke domains, alpha (DOC2A), mRNA 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CRHR2), mKJNA 


NM 001873 


Homo sapiens carboxypeptidase E (CPE), mRNA _ 


NM 001782 


Homo saniens CD72 antieen (CD72\ mRNA 


NM_001762 


Homo sapiens chaperonin containing TCP1, subunit 6 A (zeta 1) (CCT6A), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protein for secretion (CADPS), mRNA 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 
butyrobetaine hydroxylase) 1 (BBOX1), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protein 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPF1), mRNA 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), mRNA 


NM 025194 


Homo sapiens inositol 1,4,5-trisphosphate 3-kmase C (ITPKC), mRNA 


NM_014203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subunit (AP2A1), 
mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotein (A1BG), mRNA 


NM 031482 


Homo sapiens hypothetical protem DKFZpS 86104 18 (DKFZP5 86104 18), mRNA 


NM 015419 


Homo sapiens adlican (DKFZp564I1922), mRNA 


NM 015683 


-w-r • 1 .I . • i i / y — * TT IT' <^ A f\ A C\ T>°X.T A 

Homo sapiens hypothetical protein (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA 


NM 080737 


Homo sapiens synaptotagmm-hke 4 (granuphihn-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RJKEN cDNA 2610036L13 (MGC163S6), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RJKEN cDNA 0610006H10 gene (MGC9740), mRNA 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RJKEN cDNA 1810038N03 gene (MGC9890), mRNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC14798), mRNA 


NM 080604 


Homo sapiens tight junction protem 4 (peripheral) (TJP4), mRNA 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQP10), mRNA 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (KIAA0442), mRNA 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 
(FLJ10416), mRNA 


NM_030658 


Homo sapiens putative ankynn-repeat containing protein (DKFZP564D166), 
mRNA 


NM 058229 


Homo sapiens F-box only protem 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orf67), mRNA 


-v TTV AT AT O 1 on 

NM 058187 


Homo sapiens chromosome 21 open reading frame 63 (C21orf63), mRNA 


NM 058171 


Homo sapiens INGl-like tumor suppressor protein (INGl-like), mRNA 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 


NM 054114 


Homo sapiens hypothetical protein FLJ32631 (FLJ32631), mRNA 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA 
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NM 054108 


Homo saniens H-revl 07-Hlce nrotein 5 flTRLP5\ mRNA 


NM 020794 


Homo saniens densin-180 0<CIAA1365i mRNA 


NM 054012 

1>11YA \J *}"-T\J ~J 


Homo saniens G nrotein-counled receDtor MRGX4 (MRGX4\ mRNA 


NM 054011 


Homo ^anien^ G nrotein-counled recentor MRGX3 (MRGX3^ mRNA 


NM 054010 

INIVX UJtUJv 


Homo saniens G nrotein-counled recentor MRGX2 CMRGX2^ mRNA 


NM 054021 


Hnmn <?ar»ipn<; 1 1 tern crlnhin -related nrotein 1 rUGRRl^ mRNA 

A XVJlllvy OCLLJlt^llO UlVlUgiUUUl l^lGLV^Vl piUL^lll A ^uvjxvi X /J lAiivi^i i 


NM 054024 

1NIYJL V/ J*-rV/Z,"~r 


Homo ^anien«; melanoma irihihitorv activitv nrotein 2 fIVnA2^ rnRNA 

X 1U1 llw aa|JlW10 11 1^< Id 11VJ111CL 111111 L/ 1 IVJl J uvU V X Ly l A i -t-< ^irixi r L 


NM 011946 

1N1VJL \J J 1.7*TVJ 


Tfnmf* Qarnen^ eentaurin cramma 1 ( GPN ' 1 % G"1 i iTlRNfA 

X X.\J Xi i\J oa^Jlwlld wUUlUl J^clllllllcl J ^Vj'JUJL i A — ' J 5 iinviir \ 


NM 059860 

1>1YX V/JZtOvPVy 


Rnmn c aniens kninriel-Hlve Tine finder nrotein TZNFIOO^ mRNA 

X XU1 11VJ OU|Jlv>ilO Ivl Ll|JL-'wl 1 IXVV^ ZjI 11\_> XXXXf^KsX piUlvlli ytji ~ — ' vy \J J y lili-Vl ^ x x 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


NM 05^051 

IN 1V1 UJJv/JJ 


Unmn Qanien<5 ^sPTl -a <?<;npi a ted fartor 42 fSTAF42^ mRNA 


NM 05104R 


Hnmn QaniVriQ Vivnofhetipal nrotein MGG1 61 rMGPl 6184 i mRNA 


lNlVI UJjU'f / 


tr nrnn ccj-nipnc Vw/rtntnetiVQl nrntf*in M^Or^l 6061 rMGGI 6061 1 mPM A 


M\/f n^^OAO 


TTrkmrk cc»t-ii^tic PMA<5-19^ (1 008509^ rnRNA 


\nvyf fi^n^Q 


TTnmn canipn c T 1T>P al vp acvI tr^Ti cfpra qp 9 familv "nn>lvnentide H2S rTTGT9fl2R^ 
mRNA 


NM 051001 

1>U.VA V/J.JW/1 


Hnmo QflnipnQ fiHH-^lvHrvnpH-related 9 A nrotein TOSR2^ mRNA 


NM 052997 


Unmn cnnieriQ hreaQt eanrer anticren NV-RT^-1 OvTY^-Tl R - 1 ^ mRNA 


"NTM 052971 


Homo «ianienc: liver-exnre^^ed antimicroriial nentide 2 rLEAP-2^ mRNA 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACS1), mRNA 


NM 059949 


T-Trvmrk conipnc cr\izfn\r\citf* Viinrlino - nrntpin 5 ^G-RP5 i ml? 7\T A 
XTXUlilvJ oa^lClla gtlCUljf 1« UillVJ.111^ |^1ULwX11 J ^VJJJX — '/j lllXXJ-^iii. 


MM OS9Q31 


Wrtmn oanipnc o /-♦fi^/ci ti *n rr l\JTv^ Trf^Cf^r^trw C\£ A T Ti mT?l^JA 
JTOIIIU odpiCllb dUll Vdllllg, l^JlV ICL/CpLUl ^IV/TJLyX^, 1 1 ii VI N 


MM 059S70 

INIVx uJZO / -7 


TTr\TY*ir\ conipnc r> _A/Tt%1 l-\i-n Hin n r\mtpin CX (~\(~~* 1 1 ^951^ rnT? TSl A 
XjLOIIIU bdpiCllb V/-lVXpi UlUU-lilg piUlClil ^1jV/V»/ I iJiv' 1 y ? IllXViNiTA. 


MA/T n^HQ9Q 

iNivi ujuyzo 


T-Tatha caniAnc T^^TA t"^v\1 ipati r\n r\r~ { € ^ 1 iT 1 i tyiT? T\I A 

nomu sapienb ivina rcpiit/auun lat/ioi ^v_,i^i iiuxin/tu 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 


INivi yj id i /y 


iJ nrnn CQn ; pn c xf t a A 0600 nrnfpin Hv^TA A 06Q0 i mRNA 


MM 011696 


XJ/-^tyi/^ cQnipn c TA/f 1 1 nrntpin /'TA/f 1 1 *\ rnT? T\T A 
XHJIIlvJ odpiCIio J1V11 1 piUlClil yJlVXl L J, i ILTvlNxv 


MM 0997^ S 


XJ/-k-»-n r\ QCjT\if*Tio rrf"\1 rri nn r\cnViP\n7*of"f : »in 1 i (rtlT PH 1 i mRNA 


MM 011547 


Rnmn <;anien«: hvnothetiral aene MGP1 6711 similar to CGI 21 11 (TvIGC167331 
mRNA 

11 11 V_L > J\. 


NM 012968 

J. > 1VX U J Jl. — vo 


Hnmn «;anien«i nerve lniurv aene 9.81 rNTNf281^ mRNA 


NM 016167 

xy ivx \j L\j ivj / 


TTnmn ^anien^ retinm'e aeid renre^^ihle nrotein fR ARG-1^ mRNA 


NM 011414 


Homo ^aniens hvnothetical nrotein MGC17552 rMGC17552 > ) rnRNA 

X. X\J XVWJ OUplL-liO lljr LllwllwCll ^/l L^slll lVlVJV*rl 1 *J ^1Y1\J\^»1 / *J 4* J 1 llilMl^l. 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBE1), rnRNA 


MM 011117 


Homo <5anien<; hvnothetiral aene 7D59F10 r7D5?F10^ mRNA 


NM 011266 

xNiVx \JDJZ.\J\J 


Hfvmn QanipnQ Th"P fr» nnplpiiQ Qicmallincr 9 /'FPTnT9^ mP T*\T A 

JLJ.U111U oupiUllO JU1V LVJ llU.V/lC'tld olglld.11111^ — ^IjIVI > ^ J y X X UL Vl. ^ xi- 


MM 0^1955 

xNIVx V/J137JJ 


Rnmn ^anieriQ NVTj-^sP19 nrntein fNTYD-SP 1 2^ mRNA 

AiVJlllW odJJlV^llO 1^1 X L/ Ul 1^. JJl VJ L^lll ^1 > A JL-/ UX X 4* J y X X J_LN_L ^x. 


NM 011210 


Homo ^anien«? hvnnthetical nrotein FT T14855 fFT J14855"i mRNA 

xxv-/iii\j oupiuiio xxy vj\JK,LX\^ix\sCix yjx vj Lv^iii x ju>*i nujj y^x x->*» nujj^ iiixvx'xxt. 


NM 01121 1 


Homo saniens hvnothetical aene sunnorted bv AF038182* BC009203 
(LOC90355) mRNA 


NM 011194 

X^llVX V/.J ~J X 


Homo saniens small heat shock -nrotein B9 (TIsn"B9^ mRNA 


NM 012122 


Homo saniens dvstrohrevin hindina nrotein 1 fDTNBPl^ mRNA 


NM 020405 


Homo sapiens tumor endothelial marker 7 precursor (TEM7), mRNA 


"NTM 0111 1 5 


Homo saniens nvnothetiral nrotein TS/TGG1 61 69 flVTGCI 61 60 i mRNA 


NM 0111 1 7 


Homo saniens nvnothetiral nrotein lvfGG2714 CMGG2714 > k mRNA 

11VJ111V OuJJl&lio XXy \J\Ji.XX\^\.l\^CiL ^JX \J Lt/11 1 lYlvJV-^ / — ' » ^1 YlVJ V-A. / J*T^j 11 1AV1 > il. 


NM 033103 


Homo sapiens rhophilin-like protein (LOC85415), mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), mRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), rnRNA 
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NM 032932 


Homo sapiens hypothetical protein MGC1 1316 (MGC1 1316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGC13040 (MGC13040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hypothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1S70 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC 15482 (MGC 15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFC1), 
mRNA 


NMJ)32871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 
(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FLJ14904 (FLJ14904), mRNA 


NMJ>32852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTL1), 
mRNA 


NM 032S48 


Homo sapiens hypothetical protein FLJ14827 (FIJI 4827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FLJ14816 (FLJ14816), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLJ14761 (FLJ14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ14681 (FLJ14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FLJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ14547 (FLJ14547), mRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FLJ1443 1), mRNA 


NM 032766 


Homo sapiens hypothetical protein MGC16179 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC 12760 (MGC12760), mRNA 


NM 032720 


Homo sapiens hypothetical protein MGC 10724 (MGC 10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC13170 (MGC13170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC 13090 (MGC 13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


JNJVL \)5ZWd 


Homo sapiens nypothetical protein MGC 10646 (MGC10646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGC 10977 (MGC 10977), mRNA 


NM 032678 


Homo sapiens hypothetical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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"NTM 0^9631 


Wnmn Qnnipn<; h-v/nntrtptinal nrnfpin "MTV? 641 CbACiC Kr )f*A\ 1 mPTSJA 

XxOlliO odpiCUo HypOUlCUCdi pi OlClll XVXVJv^l.U^ X ^IVX V_J v^Z,U*-r X J 3 iilxVlN/A. 


J. N XVX UJiiUU 1 


T-Tnmn cotm" 0 TnF k tn"\/lTn'a 1 nnAfl C~*r\ A pnimPi'S cp fA/Tf^T-JP 1 mRM A 
IXUIilU oa|JlC110 HK^llly HUdLKJliy 1 ^-/OzV. t/iyiXlXwl aot ^XVXv^XJ/X_/ 1, lilXVX> /Tw 


T\TIVT 012S96 

1NJ.VX UJ^J7U 


Unmn QsmipnQ tpctpq Hpx/plnnmpnt-rplatprl T\TVTi-.^P99 rNTVTi- < sP99 » ml? TSTA 

XXOIiXO odpiCIIo IC0IC0 UCVC10piiiCIll"-I CldlCLl IN IL/"Or ^TN Ix/"Or^ZJ, IIlxvl x.rY 


XN1.VX V/ J^JJr J 


Wnmn Q^nipriQ PTfPT-1 -rented T17T nrntpin rRTT-1 7 1 mftTsJA ! 

XXC111U oapidlo 1 JVV-X- 1 -IClaLCU XXX X piULCxll \XXX X I / J, lllXVXNxv 


MM 012*586 

X N X V JL UJZ/JOv 


T-Tnmn canipnc tactic "h"5iTicr*Tir\t "V 55 f" 1 " 1 "VR 1 TnT? T^TA 

XXU111U DapiCllo VV^ollo LI alloV/1 1LJI X O ^ X X X O J 5 lAXXVX 


TMM 017582 


T-Tnmn canipnc nn.innitin cn£*r»i fi c nrntpncp fAvTY^_T? Th Tvl_^\0 1 mT?TsXA 
XXOllHJ adpiClla UUlljUlUU opCClXlC piOLCdoC' I^IN X -X\JC/XN-t)V/y ? IlxXVlN-tv 


NM 012SR0 


T-fnmr> ^?inipn<; ViaiTv anr! pnVianrpr n*F Qr»lit 7 fTjrn cnnViil a 1 fTTInQTi mP TsTA 

11U1X1U aapiCilo Hall y dllLX C-I IXlallU^l vl opilL / y±^/L\Jo\JjJ±l.lLCLJ ^IIXjO / J 9 liXCv-lNxx 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


TsTM 0175SR 


xxumu sapienb n3rpoLneiicai proiein r'lwj ih/jj ^pjlj ih- /dd) 9 xtlx\j.n/\ 


xNxvr UjZjj / 


jtiomo sapiens xiJr < -+j> .ojnj_/ protein ^jtix^j.oxsj.^^, niixJLN/\ 


XN1VX Uj^JJj 


nomo sapiens puiauve purinergic receptor yrjs^yj imvLN/v 


TSJIVT 

INlYl UOZjHO 


xiomo sapiens cryptic gene ^Kir iiL/ 1 , nuviN/Y 


"NTX/f 090Qn^ 


rioTno sapiens ivioviu, ivioioney ieuK.enna virus iu, nomoiog (jnousej ^xVivjv 

111XVXN.TA. 


MM" 019599 

X N XVX yjiJLL 


xxuiinj odpiciio xiypotncLiuai proLeiix rvixjK^z.yyz.y y\yi\j\^>z,\jz.y nixviN/v 


TsTM" 012507 

X^IXVX \JJ£*—'\s 1 


XXOlllw adpiCIlo I^ClCUrai pUJlClIl-H ^XX \J> v_^i_/X ~*t- y 5 I IlXVi > zA. 


ISTIVr 0124Q9 

x>xvx \j u z*—rs y 


xxuiinj bd.piciit> iiypuuieLiuai piOLCiii xxxx i ih ^xxxx x ih^ 3 iiixVIN/a. 


TsJM 012494 

XNXVX V/«JZ''TJ'*T 


XxVJIIHJ oapiCixo Z/HIL' XlllgCI piULClIl ^XjVJv>OHJz,4 J ? IIlXvxN/x. 


TSTM 0124Q9 

x >xvx w j^*"ry^. 


Unmn co-nipnQ "hvnntVipfioal -nrAfpin 01 000 (CZ\ OOQ^ mPTSTA 
xxijiiiu bapiciib nypuiiicLiC/d.i proiein \jL^vj\jy \\jju\7\jy ) 9 iiusjrsx\ 


MM 0194R7 

IN XVX V^5Z,*tO / 


xxuriio sapiens acim reiaxeu protein ivii ^/\iNJrxVxi j, lixxviN/v 


Tsnvr 019486 

XNJLVX \JDjL*-tO\) 




TSJIVT 019445 

XNXVX v/-3Z.*t*tJ 


xxuiTiu sapiens iviii^jrjr x x protein ^lvixivjjr i i J, itlxvIN/v 


TsTM 010RQR 

XNXVX UJUO7O 


xioino sapiens n3^potneticai protein J7J-rJZio/j ^rx^jzio/jj, iiixviN/\ 


Tsnvr 01941 9 

XXxVX V/ J^'-r 1 JL 


xxuiiiu oapiciib puiative uuticdi protein v^xvr i-x i xwH'j7 ^v^xvr l-x^i-.'Ty^, lrixviN/v 


Tsnvr 01941 1 

X^XvX V/JZ('t1 1 


xxuiihj bapieiib coopnagcai cancer reiatea gene h protein ^x^v^ivvj^r nxiviN/\ 


TsJTVT 015947 

J. > 1VX V/ 1 -J ^— ^ / 


xxuiii«j oapiciio cyiiiiui uinattji>iL> ^turuan lumor syntxruine^ ^v_^ xjuLJjy nirviNA 


TsJM 012110 


Womn <iflr>ipix<; I*i\mnt1-iptir , a1 tirntpin "IVlOt^l 9S^6 HVff^f'M 9*>^6 1 mT?TsIA 

XJHJI11U odpiCllo lly pUtllCLll/dl piDLClIl XVXVJ\w-lZ JDKJ ^XVXVJV^ LjL O jDjj Illx\J.N/Tc 


MM" 032384 


TTnmo sjarvipn^ hvnntixptiral nrntpin FT T9^1S^ (VI T9^1R^i mPTsTA 

XXV/XllV^ OCipit/llo JXjf p*JUllt^ UXOo.1 JJ1ULCI11 X 3-jJjL,J> lOJ \x. JL/JZ, J lOJ ^ ? 1 1 1XVJ. > / V 


NM 012177 

x>ixvx \j -J jl> *j 1 4. 


xxijiiiu odpiciio iiy pu tiicticai piutciii xvivj^/toxoo ^ivjujv^ioioo^/, il ix\J. n /\ 


NM 032367 

x^ixvx yj^jjL^jyji 


Wnmn ^nipnd hvnnthpfiral Tirntpin '\ACiC l '\ ^4^S nVTfrPI S4^^ i mPTSTA 

XXV^llUX OCipidlo lljrpV*LXlwtlL/CLl piULVsixl 1V1VJ 1 J*T J J ^lVlVJV^lJM'J J J, XllXVXN^v 


NM 017154 

XNlVX UJi-J 


xxuiinj oapieiib nyputneiicai protein iYivjk-/iv/ ^ivivj^iu/^+hj, rnixiN/\ 


TsIM 012147 

x>xvx V/»J^w?*-r / 


xioiiio oapieiio nypoincticai protein ivik_rv_^i jzju yiyiyjK^LDADV), itixsJlN/\ 


NM 017144 


xxoiiio sapiens nypotncticai protein ivxvji^iouh-j ^iviov^i dkjhd ), irxrviN/v 


NM 012142 


Wr\i-nn conipnc KAmntVi<=»rir»Ql nrr*t<^iT-» lV/lf"!/"' 1 9QQ9 /^/f/Tir" 1 ! 9QQ9 » -rv»"PT\TA 

xxoino sapiens nypotneiicai protein ivxvjrv^i zyyz ^ivivjv^i z^yzj, itixviN/a 


NM 012140 

X ^1 XVX V/JZiJT'U 


jnoxiio oapiciio iiypotiicticai protein xvxvjv^i*+oj> j \jyi\j\^iHoo j ^, rrixviN/A 


NM 012118 

X t XVX UJZtJJO 


ixoiTio sapiens nypotneiicai protein ivivjk_> i*toi / \^vi.vj\_, l h o i / ) s itlkin/v 


NM 032333 

X ^ XVX UJiiJJJ 


TTnmn «;nTiipn<; rivnnthptir'fil nrntpin A/Trjf~ 1 494R (\AC^CA0ASI i mPTsTA 


NM 017397 


Hnmn «?anipn«: rivnotriptiral nrntpin IVf Of"^ 0Q^ rX/ri~¥r > 9QQ'^ i mPTsTA 


NM 032325 


Wnmn <sani pnq hvnnthptiral nrntpin AACIC^I 1 1 09 rN/ff^r , *1 1 109 i mPTsTA 

XXOIIIO bapiCilb Iiy pOLUCLlV^dl piOLClxl 1VXVJV-/1 1 lOZ ^XVXVJV-'I 1 1UZ^, IIlXvlNxx 


NM 032324 


T-Tnmn <3?mipn<? nvnntnptiral nrntpin TVTOr^l ^ 1 £6 ^\A^^C^^ *\ 1 mPTs! A 

XXlxxllU odpiwlxo IXjrp^xLllCiUl-fClX px*JLCxxi 1V1VJ V_/ 1 J 1 O U ^IVXVJV_/ 1 J 1 OU'j lllXviNxv 


NM 019121 

X > XVX UJAJiJ 


TJnmn cnnipnc Vi\/nntViptipn1 nrr\tp»i-n A/fOf -1 1 ^ 1 09 /A^TJP 1 "X 1 A9"\ -nil? XT A 

xxoiiio bdpiciib nypotiicttcdi pxoicm ivxov^ i o i oz ^ivivji-xi j iuz^, nrxviN/v 


NM 012120 

X ^ XVX \JJ£*J£*\J 


Unmn cjinipnc n\/nntnprir'^1 nrntpin A/irif^l 7009 fA/Tr^f^l ^009^ rvi"PXTA 
xxuiiio ddpieiio iiypotiicticdi ptotctn ivx\j\-'i jvv / ^IVxvjv^IjUv/ / ) 9 inxviN/\ 


NM 012118 

X^CXVX V/ 1 0 


TJAmn cQnipnc Irxrrtntliptii^sil nrntpin A/Tr^ir^l 9QA^ f~\A(~±C^ 1 OQ/1 i-»-i"DXTA 

nomo sapiens nypotncticai protein ivioL. izy^o ^iviv > js_/izy^f3j, niKJN/\. ; 


NM 032117 

X ^* XVX \J -J ^-_» x / 


T-Tnmn C5»nip»nc lr\rr>ntnptir»^1 nrntpin A^TIPI r\ACXC^'\ 9QA^ i -rv»T>XTA 

rxomo bapienb nypotncticai protein lvxvjv^i Zi/H d ^xvxvjv-xizy^^j, rrxJt\JN/v 


NM_032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


NM 032'?0 < 5 

X XVX \J*J£.*J\J^) 


T-Tnmn canipn c n\mr\tViF»t"i r* Q 1 nrntpin A/fr^J01900 CWACZr^liriCW mT?XTA 

xiomo sapiens nypotneiicai protein xvxvjv-,ozul/ \v/L\j\^z>Z\j\j) 9 rrixxJNA 


NM 032293 


Homo sapiens hypothetical protein DKFZp761J1523 (DKFZp761J1523), mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221) s mRNA 


NM_032290 


Homo sapiens hypothetical protein DKFZp761C121 (DICFZp761C12n j mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514) 3 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924) 3 
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mRNA 


NM 032299 


Homo sapiens hypothetical protein MGC2714 (MGC2714), mRNA 


NM 032267 


Homo sapiens hypothetical protein DKrZp434Jbloy (lJKrz,p4i4Jiioyj 5 m*uN/\ 


NM 032264 


Homo sapiens hypothetical protein DKFZp434D177 (DKFZp434D177), mRNA 


NM_032261 


Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 
mRNA 


NM_032258 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 
mRNA 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (DKFZp434G0920), 
mRNA 


NM 032250 


Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434Ai /I), mKJNA 


NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZP434F1819;, 
mRNA 


NM_032248 


Homo sapiens hypothetical protein DKFZp434F 1/19 (DKJ<Zp4:54r l / iy), 
mRNA 


NM 032246 


Homo sapiens hypothetical protein DKrZp434Juol / ^JJJs^zp434JUoi / ), niMNA 


NM 032245 


Homo sapiens hypothetical protein L>KrZp4341iy lo ^uis^zp^^ii^io;, hituna 


NM 032223 


tt • i ii i ■ „ i .„4-^J_ T7T TO O /I OO /nCT TOO/1 T7*\ tyiT?"MA 

Homo sapiens hypothetical protein FU224Z / (FUZZ4Z mKJN/\ 


NM 032209 


tt i ji_ , ■ i j ■ t->t T0 1 T7*7 /TCT TO 1 TT1\ -t-n"P"MA 

Homo sapiens hypothetical protein FLJ21777 (rLJzl / / /), mKJNA 


NM 032193 


Homo sapiens hypothetical protein FLJ20974 (FLJ20974), mRNA 


NM 032177 


„ ^. - ,t • 1 . -t->"T T1 O 1 r\"> /T7T T1 1 1 ___T> 7vT A 

Homo sapiens hypothetical protein FLJ13193 (FLJ13193), mKNA 


NM 032167 


Homo sapiens hypothetical protein FLJ12363 (FLJ12363), mRNA 


NM 032161 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032154 


Homo sapiens MBLR protein (MBLR), mRNA 


NM_032151 


' ~ - . , . , T\T7-pi7 r f s"\7* i C\ A f /T\T/"T ir 7'n C Z7 /TTr*" 1 A /I /C\ 

Homo sapiens hypothetical protein DKFZp566K1946 (DKFZP566K1946), 
mRNA 


NM_03214S 


Homo sapiens hypothetical protein DKFZp434K0427 (DKFZP434KU42 / ), 
mRNA 


NM_032139 


Homo sapiens hypothetical protein DKFZp434L0718 (DKFZP434L071}>), 
mRNA 


NM_032138 


Homo sapiens hypothetical protein DKFZp434E23 1 8 (DKl-ZP4341i2i 18), 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 
mRNA 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (DKFZP564D04/6), 
mRNA 


NM_032120 


•w-r ' -l .i , ' t , r\T7'PT C £ A 0 1 /T~\T r '"C r 7 r T>C!/£/!/"\A^OO\ 

Homo sapiens hypothetical protein DKFZp564O0523 (DKFZP564O0523), 
mRNA 


NM 020921 


T-r * * * /riot/in _• i. .. j .r. j- m fMT\T\ w\D\TA 

Homo sapiens mnem (GSK3B interacting protein) (JNUNJ, iiikjn/v 


NM 020441 


Homo sapiens hypothetical protein DKr Zp/o211oo (JJKr Z,r /oziiooj, mKJN/v 


NM_018719 


Homo sapiens hypothetical protein DKFZp762L03 1 1 (UKFZp /o21^U3 1 1), 
mRNA 


NM 015630 


Homo sapiens DKFZP566F2124 protein (JJKFZ,rDooFzlz4j, mKJNA 


NM 015621 


tt * r\T/"C'7'D/l'3 ^f^+oin (TWfX<7Y>A 'XAC* \T\\ mPTsJ A 

Homo sapiens JJKJrAr4.34Cl / I protein ^isj^zj^to^^i / ij, mi\iN/Y 


NM 015595 


rlomo sapiens lJJ^rZ.Jr4j4JJi4o proxem ^jL^jsj/^jr i toHi^iH-o > >, iiusj.Ni M t j 


NM 015496 


T-i- • -pvT/" T7 r7T) /I 0 /I T 1 1 *C •t-ki-/-^Tia'i-n /"Pll^'T77P^l'^zlT1 1 -mT?*MA 

Homo sapiens DKFZr43411 lo protein vJjjsJ H z,r4^4ii ioj, mKiN/\ 




Homo ^aniens DKFZP56601646 protein (DC8), mRNA 


NM 015453 


Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 


NM 015023 


Homo sapiens KJAA1037 protein (KIAA1037), mRNA 


NM 014972 


Homo sapiens KJAA1049 protein (KJAA1049), mRNA 


NM 032042 


Homo sapiens hypothetical protein DKFZp564D172 (DKPZP564D172), mRNA 


NM 032036 


Homo sapiens TLH29 protein precursor (TLH29), mRNA 
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xtn/t 079070 




"khm" 07909a 


u nmn canien<; <5erine/thrennine kinase FKSG81 fFKSGSl") mRNA 


Miu 07909s 


TTmno ^aniens CDA02 nrotein (CD A 02 » mRNA 


Tsjivr 0^9091 


TTrm-in csmiem AD011 nrotein (AD011 l mRNA 


MM 0^1044 


Uatyia cflnipn«i lVfix-lilce homeoho">c nrotein 1 rMJLDl ; iTlRNA 


Mivr 0^1 090 


UArnn Qflnipnq ARGQQ nrotein (AT£frQ9i mRNA 

XJLVJIllW OCl[JltilO rU.VVJ7 7 pxUl&Ul \^v£VJ. VVJ ^/ Sr J j lllAVX^XX 


NA/T Oil 480 


TTnmn Qflnien^ nvnotheriral nrotein AD0^4 f ADO 3 4 1 iTlRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


xnv/f 07 1 477 

INiVl Uj 1*+ / / 


jnLorno Sapieno iiypuLiicLiocii pruLciii lvivjrv^ i wjuw ^ivxvj lujuuj, iiuvin^v 


xnv/r n7 i A7A 


TT/-vT-n/\ cor»ip-nc Vi\n^r*tV«^fir»a1 T^rrkt^in "Ti"K r T77 r Ti474T^044 rTjl^i : r7P474i : l044 1 mP 7\F A 

riomo Sapiens nypotnecicai protein zjphdhl>\jhh yuissr Zji^ohjdu'+hj, nixxiNrv 


xnv/r 07 i A79 


xiOTno sapiens nypoLnencai protein ivj.vj\_^i 1 idh ^lvivjrv^i x ldhj, iii±\±\f\ 


XTlVyf 071A71 


riomo sapiens nypotneticai protein ivi\jrv-/iuyoo ^ivivjr^iuyoo j, iTLtviN/A. 


XTK/f 0714^7 


nomo bapiens inciiiDranc-bpaiiriiiig H-u-oiiiaiiib, buuidiiuiy r\, iiiciiiuci oj_> 


xnvr 07i4^0 

iNlYJL UO HJU 




NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


xnv/f 071A7Q 


riomo sapiens nypoxneucai protein j_yisjrz-»p /0111 yxjs\j: AjV / 0111 /zj, inixiN/v 


xnv/r 07 i A74 


riomo sapiens nypotneticai protein ivkyjy^DHH^. ^ivivjv_^z>'t'+z^, nirsj.N/\ 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


XTA/T A1 C/in7 

INIVL Ulj4y/ 


xiomo sapiens ijisj*z,ioo4-ozuzz protein (^iJrvJ^Zvr jo^vjzuzz j, niKiN/\ 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 

m T)\l A 


"M"\/f 0719Q^ 


riomo sapiens nypotneticai protein Jrx tzzo {rr izzoj, mx\JN/v 


iN1V1_Uj izy 1 


riomo sapiens nypotneticai protein i^jsj^Zvp^j^tiN izjj ^i^is^rzvr'tjHiN izj d), 
mRNA 


XPA/f 07 19QA 


riomo sapiens nypotneticai protein iJis^z J p^j*tivi 1 /z v ^js^z,rHo*tivi i /z^, 

m DMA 
iXLtvlN/A 


iNiVl UJ1Z/U 


nomo sapiens rAVjiDyo protein v rrv\^i->!70^ 5 itiivin/\. 


xnVif 0719^r 


nomo sapiens rJvuuHDi protein v ^xvvyu 6 t , oi j 9 hiivln/-y 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKFZP434G2226), 

mPTSJA 


xnv/r oi77^£ 

INIVl UijjJO 


nomo sapiens pepLiciyiargmine Qeimiiiat»e type i \i\xr r\xj-\uK)i\ji\y iv/i, iiitn-in/y 


"WlVf 0700RO 


nomo bapicnb nypouncLicai protein rbj izu / j. \r i^.u/ i ^ 5 iijjvin/a. 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 


xnv/r 0700^7 


nomo sapiens nypotneticai protein uisjrzjp /o inz 1 1 u ^i-/isj7Zvr / o i jcz 1 iuj, 


KPA/f 070041 


nomo ocipicno eAoinici.c<ioe iNj3r-op ^l»woo 107 1 }, iiixvix jtv 


"MM" 070Q7Q 


"PTrtmrk CQnipnc "h\/r\rktV»f*tir 5»1 nrnfpin "PT T19^1Q fPT T 1 9 ^ 1 mPTSJA 

nomo bapieiio riypumciiL»d.i proLcin rL«j izoi7 ^ri^j i-6ui7j, iitrviN^v 


XTN/T O7O07S 


nomo sapiens iiKeiy ortnoiog 01 rat vacuole memora-iic proiem i ^ vivrr i 

mPTVl A 


>JM 070079 


tlr*i-rtr* cunipnc rli dnhonr\i i c Vir^m/^lr^fr 7 rT^roc/wViili^^ ( I YT APT-T7^ niPM A 
nomo adpicnb LLia.piid.nuuo noiiivJiug o ^ryiUbL/piiiia-7 ^j-^jltvl xu iiixviN-rv 


NM 070Q97 


Wnmo Q«nien«; hvnntVieHral nrntein IVTCtPI 1 (^sAC\C\ 13S2"i mRNA 




TTrvmn Qpnienc VivrintVipHral nrnfpin PT T19S77 CF1 T19S77j mPlSJ A 


TsTM 010Q1R 


T-Tr»mn cflniVnQ VivnofTif^tif^nl r^mtein A/Tv0 1 4 nVTV014i mRNA 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 


"NTM 070R00 


TTnmn cnnienQ VivnntV»f*tira1 r^rntpin FT T9^407 rfHRT T2^407i mRNA 
nomo odpiciio iiy poincLivdi piutciii jri^jz-jtv// \*. / ^> iijjxin^v 


NM 018657 


Homo saniens mvoneurin rMYNNi mRNA 


NM 030818 


Homo sapiens hypothetical protein MGC 10471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mRNA 1 


NM 030802 


Homo sapiens C/EBP-mduced protein (LOC8 155b), mKJNA 


NM_O30800 


Homo sapiens hypothetical protein DKFZp564(Jlo64 (JJKrz,rDo4U 1004;, 
rnRNA .... 1 


NM 030799 


Homo sapiens hypothetical protein Ar l4v2Z5 (At iwzzd), itikjn a 


NM 030793 


Homo sapiens hypothetical protein SP329 (ISF329), mKJNA 


NM 030792 


Homo sapiens hypothetical protein PPlooS (rr loco), mKJNA 


NM 030780 


Homo sapiens folate transporter/carrier (LOC8 1034), mRNA I 


NM 030674 


Homo sapiens solute carrier family 38, member 1 (bLC36Al), mKJNA 


NM 030672 


Homo sapiens hypothetical protem FLJ103 12 (FLJ103 12), mRNA 


NM 024947 


Homo sapiens hypothetical protem FLJ12729 (FLJ12729), mKJNA 


NM 024963 


Homo sapiens hypothetical protem FLJl 1467 (FLJ1146/), mKJNA 


NM_0 17600 


Homo sapiens hypothetical protein DKFZp434M033 1 (DKl<Zp434MU33 1), j 
mRNA J 


NM 030652 


Homo sapiens NG3 protein (NG3), mRNA J 


NM 030651 


Homo sapiens chromosome 6 open reading irame 3 1 (Coorii l), mKJNA 


NM 020444 


Homo sapiens KIAA1191 protein (KIAA1 191), mRNA 


NM 024055 


Homo sapiens hypothetical protem MGC5499 (MGC5499), mKJNA 


NM 025154 


Homo sapiens KIAA08 1 0 protem (KIAA08 1 0), mKJNA 


NM 017515 


Homo sapiens novel protein (HSNOV1), mRNA 1 


NM 024924 


Homo sapiens hypothetical protein FLJ12985 (FLJ12985), mRNA 


NM_030579 


Homo sapiens cytochrome b5 outer mitochondrial membrane precursor (CYB5- j 
M), mRNA 


NM 022068 


Homo sapiens hypothetical protein FLJ23403 (hLJ23403), mKJNA 


NM 025179 


-ww 1 ' A s\ /"W~\T "V 7~K T A O \ T> TV T A I 

Homo sapiens plexin A2 (PLXNA2), mRNA 


NM 014033 


Homo sapiens DKFZP5S6A0522 protein (DKFZr55oAU^2Z), mKJNA 


NM 006468 


Homo sapiens polymerase (RNA) III (DMA directed) (02kU) (KT^oz;, mKJNA 


NM 025263 


Homo sapiens CATS 6 protem (CAT56), mRNA 


NM 025262 


Homo sapiens G5C protein (G5C), mRNA 


NM 025261 


Homo sapiens G6C protein (G6C), mRNA 


NM 025260 


Homo sapiens G6B protein (CjotJ), mKJNA 


NM 025259 


Homo sapiens NG23 protein (NG23), mKJNA 


NM 025258 


Homo sapiens NG37 protein (G7C), mKJNA 


NM 025231 


Homo sapiens hypothetical protein FLJ22191 (rLJziiyij, mKJNA 


NM 025226 


Homo sapiens MSTP032 protem (MSTP032), mKJNA 


NM 025211 


Homo sapiens protein kinase anchoring protem GKAK42 ^ssJ\r^Z) 9 itikjn a 


NM 025201 


T — . i ,i , • i , _ • Tvr»i /too /Dt>1 /COC\ t-v»T>T\.T A ! 

Homo sapiens hypothetical protein PP162S (Frlo2b), mKJNA 


NM 025192 


Homo sapiens hypothetical protein FLJ2307 1 (r LJ23U / 1 ), niKJN A 


NM 025188 


Homo sapiens hypothetical protein r JLJ 13151 (rJLJliioij, mKJN/\ 


NM 025174 


Homo sapiens hypothetical protem FLJ23040 (rLJ23U4U), mKJNA 


NM 025165 


Homo sapiens hypothetical protein FLJ 22637 (r JLJ 2203 /), mKJNA 


NM 025160 


■r-r i , i j * 1 _ ■ T?T TO 1 A 1 dZ. /T7T TO 1 A 1 mT?~NJA 1 

Homo sapiens hypothetical protem i 4 LJ21016 (± < l^J2luloj > itikjna 


NM 025153 


Homo sapiens hypothetical protein FL J2 1477 (FLJ214/ /), mKJN A 


NM 025151 


-r-r • 1 ,t . • -1 . • T7T TOO /COO /T7T TOO/^00^ »-k-iT>TvTA 1 

Homo sapiens hypothetical protein FLJ22622 (bLSZzoZZ), mKJNA 


NM 025149 


tt i- - ■ -i . ■ t?t TO AAO A rCT TOHQOA^ ml? "NT A 1 

Homo sapiens hypothetical protem FLJ2U92U (tLJZWZv), mKJNA 


NM 025144 


tt • 1 . i , • -j , ' T7T TOO/COA /T?T TOO/aOA^ mP"MA 1 

Homo sapiens hypothetical protein FLJ 22670 (r JLJ22o /uj, mKJNA 


T\T\/f CtO ^ 1 T 9 
JN1VI UZD1J5 


Wattia cj»Aif*n<: rvvnnfhetiral nrntein FT.T 12661 fFLJ 12661), mRNA ! 


NM 025126 


Homo sapiens ring finger protein 34 (RNF34), mRNA 


NM 025125 


Homo sapiens hypothetical protein FLJl 3263 (FLJl 3263), mRNA 


NM 025124 


Homo sapiens hypothetical protein FLJ21749 (FLJ21749), mRNA 


NM 025109 


Homo sapiens hypothetical protein FLJ22865 (FLJ22865), mRNA 


NM 025099 


Homo sapiens hypothetical protein FLJ22170 (FLJ22170), mRNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 (FLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FLJ2 1 1 06 (FLJ2 1 1 06), mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558), mRNA 


NM 025086 


Homo sapiens hypothetical protein FLJ22596 (FLJ22596;, mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ22316 (FLJ22316), mRNA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 (FLJ23231), mRNA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (FLJ13949), mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 (FLJ23591), mRNA 


NM 025072 


Homo sapiens chromosome 9 ODen readme frame 1 S fPQnrfl 5\ mT?MA 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 (FLJ22242), mRNA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 (FLJ23229), mRNA 


NM 025055 


Homo sapiens hypothetical protein FLJ23168 (FLJ23168), mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 (FLJ22476), mRNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 fFLJ22404 . mRNA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 fFT T221 73 , mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 fFT T21 ^90 , mRNA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 fFT T?1 27? ■ mRNA 


NM 025029 


Homo sapiens hvnothetical nrotein FT T1 4346 fFT Tlzl.^461 mRNA 


NM 025005 


Homo sapiens hypothetical nrotein FT Tl 33 1 S fFT Tl ^ i ^ ■ m"RixT a 


NM 024998 


Homo sapiens hypothetical nrotein FT T1 7704 fFT Tl . mPKTA 


NM 024994 


Homo sapiens hypothetical nrotein FT Tl fFT Tl ■ mRNA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 fFT Tl 2078^ mRNA 

w u "^»viiu Vr U1 |^XV^LV*XXX X J — 'J X jL,\J / O \^X X_/J L £*\J f O J j 1 1 1 IX IN 


NM 024976 


Homo sapiens hypothetical protein FLJ1 1 996 fFT Tl 1 9Q6^ nVRTxTA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 fFT T2337S^ TsJA 


NM 024944 


Homo sapiens chromosome 21 onen readincr frame fiR fP?l nrffiR i mT?>JA 


NM 024942 


Homo sapiens hypothetical protein FLJ1 3490 fFT Tl 34Q0^ mTJlsTA 


NM 024941 


Homo sapiens hypothetical nrotein FT Tl 361 1 fFT Tl 161 mPKTA 


NM 024938 


Homo sapiens hypothetical protein FLJ1 1383 fFT Tl 1 383^ mRTsTA 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 fFT Tl 3687 . mPlsJA 


NM 024920 


Homo sapiens hypothetical nrotein FT T14281 fFT T149R1 1 mPMA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 fFLJ2261 5 • mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 fFLJ12687 1 mRNA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 (FLJ13262), mRNA 


NM 024911 


Homo sapiens hypothetical protein FLJ23091 (FLJ23091), mRNA 


NM 024909 


Homo sapiens hypothetical protein FLJ13158 (FLJ13158), mRNA 


NM_024908 


Homo sapiens hypothetical protein FLJ12973 fFLJ12973 1 mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ2103^ TFT T21032 1 mRNA n 


NM 024S97 


Homo sapiens hypothetical protein FLJP2672 fFLJ22672 1 mRN A 


NM 024889 


Homo sapiens hypothetical nrotein FLJ23537 TFT T23S37. mRNA 


NM 024886 


Homo sapiens hypothetical nrotein FLJ14280 fFT T14?80i mRNA 


NM 024882 


Homo sapiens hypothetical protein FLJ13 1 89 fFLJl 3 1 89 1 mRNA 


NM 024880 


Homo sapiens hypothetical nrotein FLJ23556 fFT r?3SS6, mRNA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 fFI T22S78 1 mRNA ~" 


NM__024853 


Homo sapiens hypothetical nrotein FLJ13385 fFLTl 338S i mRNA 


NM 024848 


Homo sapiens hypothetical nrotein FLJ13941 fFT T13941 . mRNA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240), mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213), mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638), mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472), mRNA 


NM 024835 


Homo sapiens C3HC4-type zinc finger protein (LZK1), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494), mRNA 
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NM 024813 
NM 024811 


Homo sapiens hypothetical protein FLJ13150 (FLJ13150), mRNA 
Homo sapiens hypothetical protein FLJ12529 (FLJ12529), mRNA 


NM 024810 
NM 024809 
NM 024808 


Homo sapiens hypothetical protein FLJ23018 (FLJ2301S), mRNA 
Homo sapiens hypothetical protein FLJ12975 (FLJ 12975), mRNA 
Homo sapiens hypothetical protein tLiZzozH trLJxzozHj, ims^N.^. 


NM 024807 
NM 024806 
NM 024799 
NM 024796 
NM 024789 


Homo sapiens hypothetical protein FLJ13693 (FLJ13693), mRNA 

Homo sapiens hypothetical protein FLJ23554 (FLJ23554), mRNA 
Homo sapiens hypothetical protein FIJI 3224 (FLJ13224), mRNA 
Homo sapiens hypothetical protein FLJ22639 (FLJ22639). mRNA 
Homo sapiens hypothetical protein FLJ22529 (FLJ22529), mRNA 


NM 024784 
NM 024780 
NM 024773 
NM 024772 
NM 024771 
NM 024763 
NM 024754 
NM 024749 
NM 024746 
NM 024732 


Homo sapiens hypothetical protein FLJ23392 (FLJ23392), mRNA 
Homo sapiens hypothetical protein FLJ13593 (FLJ13593), mRNA 
Homo sapiens hypothetical protein FLJ13798 (FLJ13798), mRNA 
Homo sapiens hypothetical protein FLJ23 1 5 1 (FLJ23 151), mRNA 
Homo sapiens hypothetical protein FLJ 13646 (tu i miUNA 
Homo sapiens hypothetical protein FLJ23 129 (FLJ23 129). mRNA 
Homo sapiens hypothetical protein FLJ12598 (FLJ12598), mRNA 
Homo sapiens hypothetical protein FLJ12505 (FLJ12505), mRNA 
Homo sapiens hypothetical protein FLJ13840 (FLJ13840), mRNA 
Homo sapiens hypothetical protein FLJ14351 (FLJ14351), mRNA 


NM 024731 
NM 024727 
NM 024722 
NM 024717 
NM 024715 
NM 024709 


Homo sapiens chromosome 16 open reading frame 44 (C16orf44), mRNA 
Homo sapiens hypothetical protein FLJ23259 (FLJ23259), mRNA 

Homo sapiens hypothetical protein rU 13 jzz <r i^j i^zz;, huvim^ — _ 

Homo sapiens hypothetical protein ruzz:)^ (rLJzzj^j, uu^un^ 

— r~ : T ZZZ+ZZZ T?T T99£9^ H?T T99fi9S^ mRNA 

Homo sapiens hypothetical protein rJLJZZozo ir j-jzzo^j;, ituvln^ 

Homo sapiens hypothetical protein 14140 iri^i i*hwj, nuvrN/^ 

— — : ; ,j i T?T ti o/roQ npT T1 0"\ mR "NT A 


NM 024705 
NM 024703 


Homo sapiens hypothetical protein JrU lio 3^ (r J-J ijooy;, gjg£!!£± 

Homo sapiens hypothetical protein rUiLoyi ^ljzzj^j;, huvin^ 


NM 024701 


Homo sapiens ankyrm repeat ana outo Dox-conuunmg lj 1AXXV1> ^ v 


NM 024700 


Homo sapiens Smad nuclear interacting protein laiNir 1 j, iiuvin/^ 


NM 024695 


tt • i,,^^ a +^oi wa +a^ T7T T1 100^ fPT T1 3993^ mRNA 
Homo sapiens hypothetical protein rL>j ijyyo i^yyjj, mixi^-Tv 


NM 024693 


Homo sapiens hypothetical protein ruzuyuy iruzuyuyj, miu>in 


NM 024688 


Homo sapiens hypothetical protein FLJ13031 (FLJ13031), mRNA 


NM 024686 


Homo sapiens hypothetical protein FLJ23033 (FLJ23033), mRNA 


NM 024678 


Homo sapiens hypothetical protein ruzj^i tr i^jz,j*rHij, uuviNrv 


NM 024675 


Homo sapiens hypothetical protein FLJ21816 (FLJ21816), mRNA 


NM 024672 


Homo sapiens hypothetical protein FLJ23320 (FLJ23320), mRNA 


NM 024666 


Homo sapiens hypothetical protein jpjlj i ouo {rx^j i ijvoj, iiuvln^ 


NM 024654 
NM 024650 


Homo sapiens hypothetical protein FLJ23323 (FLJ23323), mRNA 
Homo sapiens hypothetical protein vLjzzd 3 1 ^ljzzdj 1;, iiuvxn/^ 


NM 024649 


Homo sapiens hypothetical protein rUZJ^yu LJZJDyv), tiikj.n/y 

• i_ ,i _i ^^f a ;», T7T T119R7 H7T Tl ^9R7^ mRNA 


NM 024647 
NM 024640 


Homo sapiens hypothetical protein r LJ 13Z5 / i jzo / mivi>j/^ 
Homo sapiens hypothetical protein rLJZ34/o ^ljzj^ /o;, husj-n^ 


NM_024636 


Homo sapiens likely ortholog 01 mouse tumor necrosis-aipna-muuccu ctuipuac 

i . j a • /T?T TOHC5) •v»T)\TA 

related protein (r LJ23 153), mKJN A ^ . 


inivi u-foz.o 


TTr^mn aniens hvDOthetical nrotein FLJ23188 (FLJ23188), mRNA 


NM 024627 


Homo sapiens hypothetical protein FLJ21125 (FLJ21125), mRNA 


NM 024626 


Homo sapiens hypothetical protein FLJ22418 (FLJ22418), mRNA 


NM 024624 


Homo sapiens hypothetical protein FLJ221 16 (FLJ221 16), mRNA 


NM 024616 


Homo sapiens hypothetical protein FU23186 (FLJ23186), mRNA 


NM 024615 


Homo sapiens hypothetical protein FLJ21308 (FU21308), mRNA 
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NM 024613 


Homo sapiens phafin 2 (FLJ13187), mRNA 


NM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJ1 1756 (FLJ1 1756), mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hvoothetical nrotein FLJ21 156 fFLT21 1 rnRTMA 


NM 024595 


Homo sapiens hypothetical protein FLJ12666 (FLJ12666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160 (FLJ22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJ13646 (FLJ 13646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJ 13 1 19 (FLJ 13 1 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJ1 1712 flFLJl 1712) mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJ141 66 (FLJ14166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJ12089 (FLJ12089), mRNA 


NM 024546 


Homo sapiens hypothetical protein FLJ 13449 (FLJ 13449), mRNA 


NM 024534 


Homo sapiens hvoothetical protein FLJ12684 (FLJ12684 > > mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 fFLX?2724"> mRNA 


NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJ12650 fFLJ1^650^ mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 fMGC4663^ mRNA 


NM 024507 


Homo sapiens hypothetical protein MGC 10791 (MGC 107911 mRNA 


NM 01528S 


Homo sapiens KIAA0239 protein fKIAA0239^ mRNA 


NM 024419 


Homo saoiens PhosDhatidvlfflvceronhosiYhate Svnfha<?p rPG*s11 mPTsTA 


NM 024345 


Homo sapiens hypothetical protein MGC 10765 (MGC 10765"* mRNA 


NM 024340 


Homo sapiens hypothetical protein MGC41 79 (MGC41 791 nYR"NFA 


NM 024330 


Homo sapiens hypothetical nrotein MGC4365 TMGP4365^ mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC1 1279 (MGC 1 1279), mRNA 


NM 024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM_024307 


Homo sapiens hypothetical protein MGC4171 (MGC4171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM_020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55S71), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM_024099 


Homo sapiens hypothetical protein MGC2477 CMGC2477^ mRNA 


NM 024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM 024084 


Homo sapiens hypothetical protein MGC3196 (MGC3196) ? mRNA 


NM_024072 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM 024067 


Homo sapiens hypothetical protein MGC271 R (MGC? 71 mRTsFA 

J^v/ j. v ^ ^^1; wx x j,^ |^ \/ viiv vx w*j. 1"^ vwxxi ATX VJ \m/X^ / X \j y^lVl V _1 / I Ijl j 2 Eli 1\I ^ Xx 


NM 024063 


Homo sapiens hypothetical protein MGC5347 (MGC5347^ mRNA 


NM_024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), mRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POT1), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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NM 014045 


Homo sapiens DKFZP564C1940 protein (DJsJbZ.F!>o4Ciy4U), mRNA 


NM 015533 


Homo sapiens DKFZP586B1621 protein (DKFZP566B1621), mRNA 


NM 023927 


Homo sapiens hypothetical protein FLJ21313 (FLJ21313), mRNA 


NM 023923 


Homo sapiens hypothetical protein FIJI 3171 (FLJ1 3 1 7 1 h mRNA 


NM 019054 


Homo sapiens hypothetical protein MGC5560 (MGC5560), mRNA 


NM 023070 


Homo sapiens hypothetical protein (LOC65243), mRNA 


NM 023015 


Homo sapiens hypothetical protein FLJ21919 (FLJ21919), mRNA 


NM_022899 


Homo sapiens likely ortholog of mouse actin-related protein 8 homolog (S. 
cerevisiae) (FLJ12934), mRNA 


NM_022836 


Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLRE1B), mRNA 


NM 022831 


Homo sapiens hypothetical protem FLJ12806 (FLJ12806), mRNA 


NM 022828 


Homo sapiens hypothetical protein FLJ21940 (FLJ21940), mRNA 


NM_022822 


Homo sapiens hypothetical protein FLJ12387 similar to kinesin light chain 
(FLJ 123 87), mRNA 


NM 022784 


Homo sapiens hypothetical protein FLJ12476 (FLJ 12476), mKJNA 


NM 022783 


t t 1 . i , • i j. T?T T 1 OJIO /T7T T 1 1/110\ „^T> XT A 

Homo sapiens hypothetical protem FLJ1242& (FLJ 12425), mKJNA 


NM 022774 


Homo sapiens hypothetical protem FLJ21 144 (rLJzl 144), mKJNA 


NM 022765 


tt 1 j i j* i , T7T T1 1 OT7 /T7T T1 1 C\1 "7\ tv»"D\TA 

Homo sapiens hypothetical protein FLJ1 1937 (FLJ 1 1937), mKJNA 


NM 022764 


Homo sapiens hypothetical protem FLJ12998 (FLJ1299B), mKJNA j 


NM 022758 


Homo sapiens hypothetical protem FLJ22195 (FLJ22195), mRNA 


NM 022753 


Homo sapiens hypothetical protein FLJ12903 (FLJ12903), mRNA 


NM_022749 


Homo sapiens retinoic acid induced 16 (RAI16), mRNA 


NM 022746 


Homo sapiens hypothetical protein FLJ22390 (FLJ22390), mRNA 


NM 022728 


• 1 * " i ' S~ /~v TI 'T TT> — \T~^V S~\ TT "X T A 

Homo sapiens neurogenic differentiation 6 (NEUROD6), mRNA 


NM 022496 


Homo sapiens hypothetical protein FLJ13433 (FLJ13433), mRNA 


NM_022490 


Homo sapiens hypothetical protein FLJ13390 similar to PAF53 (FLJ13390), 
mRNA 


NM 022484 


Homo sapiens hypothetical protein FLJ13576 (FLJ13576), mRNA 


NM 022483 


Homo sapiens hypothetical protein FLJ21657 (FLJ21657), mRNA 


NM 022473 


Homo sapiens zinc finger protein 106 (ZFP106), mRNA 


NM_022471 


Homo sapiens hypothetical protein FLJ 13 05 7 similar to germ cell-less 
(FLJ1 3057), mRNA 


NM 022463 


Homo sapiens nucleoredoxin 1 (NXN), mRNA 


NM_022462 


Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 


NM_022461 


Homo sapiens hypothetical protein FLJ21939 similar to 5-azacytidine induced 
gene 2 (FLJ21939), mRNA 


NM 022453 


Homo sapiens ring finger protein 25 (RNF25), mRNA 


NM_022374 


Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 


NM 022371 


Homo sapiens ATP-dependant interferon responsive (ADIR), mRNA 


NM_022369 


Homo sapiens hypothetical protein FLJ12541 similar to Stra6 (FLJ12541), 
mRNA 


NM_022367 


Homo sapiens hypothetical protein FLJ 122 87 similar to semaphorms 
(FLJ12287), mRNA 


NM U2235y 


riomo sapiens similar xo rat myomegann ^Luuo'tiozj, mrsj.N/\ 


NM 022356 


Homo sapiens growth suppressor 1 (GROS1), mRNA 


NM 022354 


Homo sapiens spermatogenesis associated 1 (SPATA1), mRNA 


NM 022347 


Homo sapiens IFRG15 protem (IFRG15), mRNA 


NM 022341 


Homo sapiens peptide deformylase-like protein (LOC64146), mRNA 


NM 022164 


Homo sapiens P3ECSL (LBECG3), mRNA 



210 



BNSDOCID <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



"MM* H77147 

XN1Y1 Ui^lH/ 


TTrvrr»/*\ ecs t~\i f*T) Q 7 R k"Tl irkt&r^f^mn Tpcr\/vnci vp rvrntpin f 1 FR 1x7 Si TnR"NA 

AXOIHvJ odpit'li.O x« OIYJL-' XIXICI XCI UI1 I CopUXloi Vt JJIUlt^ill \^XX l\.\J^.O IIXXV1 >/V 


NM 022140 


Homo sapiens erythrocyte protein band 4.1-like 4 (EPB41L4), mRNA 


XTTV/f 077 1'3'} 
XN1V1 KJZZLjj 


xiomo sapiens sornngnexin 10 ^oiNjYioj, nutviN/\. 


KnV/T n7717£ 
xNxVl_UZZ 1 ZD 


nomo sapiens pnospnoiysine pnospnoixisnaine lnorgdnio pyropnospnate 

piXUbpXldldibC ^l^XlX x ) y IIllVlN/\ 


MM 077007 


JTDII1U odpXCXXo ncpdlUlsdlUlal ^di wlllUIlla allLlgCIl gCIlC ^l/V/v^OJ7iiOJ, IlxiviNjrV 


NM 025004 


Unmn cani<=»nQ "h\mnthpi~irn1 -nrntpin FT T70R71 Qimilflr tn "P^\P77 rPT T70S71^ 
mRNA 

1 1 XX VX N A 


NM 0^2090 


Rnmn <;flnien^ tra n «;nn<snTi-HprivpH TiiiQtpr'^ tranQ-nn^aQp-liVf* (\ 0(^6*^070 1 mPT\T A 


NM 027074 

X^lXYX V/^-^vS /*T 


Unmn cariipnc *hvnntVif*Hr?i1 r^rntpin FT T77704 rPT T77704i mPTsJ A 


NM 022071 

X > 1YX \J £*JL* \J § X 


TTnmn cflnipnQ TivnntViPtiral nrntein FT T70067 fFT T70Q67 i m"R>JA 


NM 02706^ 

XNXVX \J *-Z~\J\J ~J 


TTnmn QanienQ "hvnnthptiral rirnfpin FT T1^1 RR rFT T1 ^1 RR^ mP>JA 


NM_022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


"NTM 0770^4 

IN XYA \J AtAXj D'-x 


X1UI11U odpicilo CoLTUgCIl IC^lxlalCU gCIlC 1 ^J_,x\A_J- 1 j 9 IIlxvlN/\ 


TJM 07 1 Q4<\ 

XNXVX Uil7HJ 


TTr\mr* c^tmf^tic V» \rr»r\tVi*» final nrntpin FT T77174 fFT T7717A*\ mP\TA 


NM 071044 

XNXVX V/Z» 1 27 t 1 


tfnmn QanipriQ Irvmntl-ipfirnl r^mtpin FT T171S4 /'FT T171^4^ mT?MA 
xxUXXHJ odpiCIlo XiypUtllCLlwal pXULCXXX l/X-fJ XZ. X J't ^X7l_«J X^l JHJ, I1xX\J.N/\ 


NM 071041 

XnxVX 1/^127^+1 


pAmn cQr\ipnc Vi\mrk+lTP>tin!a1 nrntpi-n FT T7 1 ^74 /T7T T7 1 7/1 A ml? XT A 
XTIOXIXU odpiCXXb lXypOUxCUUd.1 pXOLCXIX l?X-»JZ.X0Zr*+ \rX^JjLlDZ,H) y IIli\J.N/\ 


NM 071Q7R 

xNXVX v/Z.Ij7^0 


l-Ti^-f-v-i /-\ compile Ttv rr^rti"ri^*'f'l oo 1 r<f rttpin Ih'T \/ / r\A_ Q cimilor +/~\ cirmni ■f^^-M+i o c *a 

xtuxixv) oapxcxxd nypuLixcuwai. pxuicxii i/jL^jz.z.D*t!7 oxiTixxar to signal pepnuase 
SPP77/7^ TFT T7 76401 rnRNA 


NM 071077 

XNXVX \JZ*i.Z?£*l 


UfiTnn canipnQ TixmotViptiVal nrntpin FT T1^770 /'FT T1^7701 m~R~M A 

XTXUXXXLI odpiCXXb Iiy pULIlCLlL/dl pXULCXXX rJLJ 1 JZ>Z>U ^rLJl JZZWJ, IXLIVlN/\ 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


"NA/T 071 R7^ 


xiomo sapiens nypoineLicai protein lvluouzj ^xVLijoUZD j 5 itxxvxn/y 


■mm n i^^77 

IN IVl U 1 J OZZ 


nomo sapiens v^vji-^ j proiem ^jLtvjv^d iozzj, mrsJN/v 


"NTM 071^^0 
inxyi vjx, i co y 


xiomo sapiens nypoineiicai proiem oJriyz ^or lyzj, rnxsJ.N/v 


"NM 071^7 

XN1V1 l/^ X DO / 


xiomo sapiens nypoinencai proiem JrJbJ l^fuo^f ^jtjlj i^fUoH-j, irix\JN/\ 


NMJ)21614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
cndniiei, suuianxiiy in, memuer J. ^ivv»/iNiNzj, ixirvxN/\ 


>JM 071 1 £7 


nomo sapiens minor msiocompatiDiiiiy anngen xxd-i ^xi_t5~ i ) y mJtvTN/v 


"NTM 07 1 1 70 


xiuniu bdpxcnb Dxijuri idt/Lux nes^i- ^lulj / qui ^, itijl\JLN/\ 


"NM 071 1 4£ 

IN 1Y1 1 1 H-O 


xiomo sapiens angiopoiexm-iiKe iactor ^l^jl' i o) 9 mjtvtN j\ 


"NM 00S14£ 

1NXVX \J\JJ X HO 


riomo sapiens squamous ceu carcinoma antigen recognised oy 1 cens (oAivi x ), 
mRNA 

1IXI.NJL> xx 


NM 021079 

XNXVA \J X- x \J / 


TTnmn ccitiiptic 1ST— tttv/t"! cfrw/1 fr^Ti cF<=»tcj o a 1 fTvTA/fnT 1 \ t-nT?TsIA 

XXVJllHw' DCtpXCXXO 1^1 XXl^I loLVJjrl tX tflXloXCX doC X ^XNIVX X X J 3 XXXTViNxT. 


NM 021046 


Homo saniens TJTTS KerR (J OC^lRlft} mRNA 


NM 02101S 


Hnmo ^anipti^ TT^ Vii^itonp fhmilv mpmKpr T fT-T^FT^ mRTNJA 

XXVI11VJ oapiV/llO J.1J liloLvfll^ Idllllljr'j XXXwlXXL/k/X ± \XXJX X^ 5 1 1 IX V_L > £\. 


NM 006643 


TTnmo sametis ^ernlopicallv Hpfinpd pnlnn mnrpr anticrpn ^ f5sF)tT^Afr^ mPTsIA 


NM 017569 


TTnmo ^aTiipn^i tran^ririntinTi fapfor fr>^R intprapfinor r>Totpi*n^ ^F^RTP^ mP ISlA 


NM 015239 


Homo saniens KIAA1035 r>rotein fKTAAIOl^^ mRNA 


NM 014077 


TTnmo Qanipn*; 1<CTA A 0670 Tvrntpin/apirmQ HiTTA A0670^ mRTsJA 

11U1HU ddjJitllo IvXTuxuU / \J JJl UICXXX/ dWlXllXo ^JN-X/TlxYV/VJ f\JJ) XXXXVLN-fA. 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 

XN1VA V ItU llf 


TTnmo Qnnipn<5 TCTA A00RR nrntpin ffcTTA AOORR^ mRMA 

XxUlIIvJ odpiC'XXo J\JL£\J^AJ\J O O piULCXIl \L\JLJ\x\\J\J O O ) ^ IXXXSJLN.TY. 


NM 01 SSI 6 


XXUXXXvJ bdpXwXXo XXjT pULlXClXUdl pXULCXXX, CblXdU101~lllUU.L/CU. ^X3-i.AVJH^ 5 UXxVIN/tl 


NM 01 S^RS 


TTnmo cQrti>nc Fjl<rF7P^^P74^ nrnfpin rDTf F7P^^^*r , 74^'\ -ml? XT A 

xxornu bdpxcxit* x_yxNjr z-iZ j oov_,z.mo protein ^JL^JSJrz^x jooL/Z'tj ^, iixxviN/\. 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM 014400 

IN XVA X) X H*-T\jy 


xiomo sapiciia i/vTj-iiive xvln/\ polymerase ii, p^uu/^mr-associaiea iactor 
rPPAFVacQoriatpH fnrtrw VFi /"TAF^T "\ mPXT A 

^IVyAx /-dc»oL^V^I<XLtv_l XdL/lUX, OJ XvL/ \^ x .rNJT JLj, IiXlvlN/A. 


NM 014368 


Homo sapiens LIM homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3-GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), niRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protein, 1 A (COROIA), mRNA 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 
sialvtransferase) (SIAT4B), mRNA _ 


NM 006861 


Homo sapiens RAB35, member RAS oncogene tanuly (KAB3^) 5 mRNA | 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA j 


NM 005710 


Homo sapiens polvdutamine binding protein 1 (PQBP1), mRNA I 


NM 005168 


Homo sapiens ras homolog gene family, member b, (AK±i_b), hikjn a 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA 1 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 1 


NM_004492 


Homo sapiens general transcription factor HA, 2 (12kD subumt) (GTF2A2), j 
mRNA — J 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiquitin-conjugating enzyme E2M (UBC12 homolog, yeast) | 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 3 A (glycogen I 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEX1 1 A), mRNA 


NM_002004 


Homo sapiens farnesyl diphosphate synthase (farnesyl pyrophosphate synthetase, 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class II, DR alpha (HLA- j 
DRA), mRNA — — J 


NM_002120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class II, DM beta (HLA- 
DMB), mRNA J 


NM_002125 


Homo sapiens major histocompatibility complex, class n, DR beta 5 (HLA- j 
DRB5), mRNA J 


NM_021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HLA- j 
DRB4), mRNA -J 


NM_022555 


Homo sapiens major histocompatibility complex, class 11, UK oeta j ^lla- i 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 1 , mRNA 1 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXI1), transcript variant 2, mRNA j 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript j 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript | 
variant 3, mRNA . . . 


NM 080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript | 
variant 2, mRNA 


NM_130386 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant 1, 1 
mRNA 


NM_030781 


Homo sapiens collectin sub-family member 12 (COLEC12), transcript variant 11, 
mRNA 


NM_1 30778 


Homo sapiens collagen, type XVII, alpha 1 (COL17A1), transcript variant short, 
mRNA " 


NM_000494 


Homo sapiens collagen, type XV 11, alpna l (v-un iranscnpt vandiiL 
mRNA .. 1 


NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


NM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 


NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA 


NM 002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 
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variant 1, mRNA 


NM 130390 


Ffomo ^anipn^ trinartitp mntif-contairnnp "34. fTR TTV/f ~^A\ francm-int irariinf 1 

OCl^riV^l J>3 Ul|^ai Lilt CUllUUllUlg ~J ^ \_ M. ±^\JL±V±J'^J i U 011001 1DI Vdndlll -J j 

mRNA 


NM_1 30389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2, 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1, 
mRNA 


NM 030950 


Homo sapiens ret fincrpr nrnfpin fRPP i tranQrnnt v^ri^nf Vw»tc» mPXTA 


NM 130785 


Homo ^anien*; TPT1-? and PXPlSj VinmolocmiiQ inr\citr\1 liV»ir1 n^Acn^oroc^ /TPn^ 

A -»-VAiivy jopioiio x j. iju £11 ill i x JL/J.N llUlllvJlvsgVJLla UlUollUl 11JJ1U pnUopJuLaulSc ^Xx JLt ), 

mRNA 


NM_130784 


Homo sapiens hvoothetical ffene supported hv AV097R07* AV0775\OR 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein sienalline 18 fRGS18i mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens S100Z protein (S100Z), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cvtosolic acetvl-CoA hvdrolase (C* APTT-1 i mT?TsIA 


NM 130773 


Homo sapiens casnr5 protein fcasor5^ mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens maior hi stocomnatihi Htv rnmnlpy place TT TYP niwhu 1 /T-tt a 

a v^ai .iw vj«j^xv-aj.ij iiiuj a xiiOLV/vv/lilLJOllU/lilLjr v/VJlllJ_Jlt A., vldoo JU'X dl Ullu. 1 1 n 1 . (~\ — 

DPA1), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM 032035 


Homo saniens MSTP031 protein fN/TSTPOl 1 i rnRTJA 


NM_017882 


Homo sapiens ceitiid-linnrnQpiririQic npiirnnal f\ 1 atf» in-fa-nt-ilo i^n'onf /pT XT/CN 

x oapiww w&iuiu ixpuiuav^iiiuoio, iicunjiidi u, idic ini<inu.ie, variant (i— j_/INOj, 
mRNA 


NM 006983 


Homo saniens matrix metallonroteinase 7^*R rM~MT > ?'*"R i mR*WA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metallonroteinase 2^ A (MMP?1A i m"R>JA 


NM_025091 


Homo sapiens hypothetical protein FLJ13330 CFJ Tl nYR>JA 


NM 130759 


Homo sapiens immunitv associated protein 1 mvTAP'n mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel ^nhfamilv V mpmhpr 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase ("aldose reductase^ like 6 CAT F)RT fil mRKTA 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-nrotein ^ianallina \A fRf^U.^ mT?>JA 


NM 013357 


Homo sapiens purine -rich element hindincr nrntein d fPTfRfTv mT?XT A 


NM_016155 


Homo sapiens matrix metallonroteinase 17 ('mpmhranp-inQprtpH'i nv/TN/TPi 7^ 
mRNA 


NM_002813 


Homo sapiens proteasome fprosome macronain^ 26S snhimit nnn-ATP^Qp 0 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical nrotein FLJ21 127 fiFLJ21 \ mRNA 


NM_130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 fEP400\ mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM_0 15530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASPS 5 
(GRASP55), mRNA 
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NM 005873 
NM 130469 


Homo sapiens regulator of G-protein signalling 19 (KObiy), mKJNA 
Homo sapiens Jun dimenzation protein 2 (idp2), mKJNA 


NM 130468 


Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1), mRNA 


NM 130467 


Homo sapiens PA«F-5 protem (PACjJi-5), mKJNA 


NM_130463 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
(ATP6G), mRNA 


NM 130459 


Homo sapiens torsin family 2, member A (TUKZA), mKJNA 


NM_021070 


Homo sapiens latent transforming growth tactor beta binding protein 3 

mRNA — 


NM_020865 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDXJo), 
mRNA 


NM 016304 


Homo sapiens 60S nbosomal protem L30 isolog (LULD Ho/J, mtaN/v 


NM 130443 


Homo sapiens dipeptidylpeptidase HI (DFrJ), transcript vananx z, huuna 


NM 005700 


Homo sapiens dipeptidylpeptidase III (Drri), transcript variant i, m*uN/\ 


NM 018152 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 


NM 006027 


Homo sapiens exonuclease 1 (EXOl), transcript variant 1, mKJNA 


NM 003686 


Homo sapiens exonuclease 1 (EXOl), transcript variant 3, mRNA 


NM 130398 


Homo sapiens exonuclease 1 (EXOl), transcript vanant 2, mRNA 


NM 002837 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 


NM_000775 


Homo sapiens cytochrome P450, subfamily ID (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRAD1 parathyroid adenomatosis 1) (CCND1), 
mRNA 


NM_0 12090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACF1), transcript 
variant 1 , mRNA — 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_015839 


Homo sapiens ficolin (collagen/fibnnogen domain containing lectin) 2 (hucohn) 
(FCN2), transcript variant S V3 , mRNA 


NM_015838 


Homo sapiens ficolin (collagen/fibrinogen domam containing lectin) 2 (hucohn) 
(FCN2), transcript variant SV2, mRNA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucohn) 
(FCN2), transcript variant SV1 , mRNA 


NM 002003 


Homo sapiens ficolin (collagen/fibrinogen domain containing) 1 (FCN1), mKMA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPB1), mKNA 


NM_016328 


Homo sapiens GTF2I repeat domain containing 1 (GTF2IRD1), transcnpt 
variant 1, mRNA 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containing lectin) 2 (hucohn) 
(FCN2), transcript variant SV0, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mKJNA 


NM_1 30396 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcnpt 
variant 2, mRNA 


NM_003880 


Homo sapiens WNT1 inducible signaling pathway protein 3 (WISP3), transcript 
variant l,mRNA 


NM 003881 


Homo sapiens WNT1 inducible signaling pathway protein 2 (WISP2), mRNA 


NM_080838 


Homo sapiens WNT1 inducible signaling pathway protein 1 (WISP1), transcript 
variant 2, mRNA 


NM_003882 


tt * ™~; a ^o \xtxtti i*«/i,ir.^io cirmQlina -nafhwav nrotein 1 fWTSPl^ transcript 
Homo sapiens wjni i mauciDie signaling pduiwajr pi^^"* i \' vwi v> utUiOW x y 

variant 1, mRNA - 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CR1), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVI1), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRV11), transcript 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MX1), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLP0L), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPL10L), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FLJ 14440), mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5S6I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOV1), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containine 1 fSCANDH tran<?crint variant ? 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCAND1), transcript variant 1 
mRNA 


NM_01543S 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FX YD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYD1), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transport regulator 5 (FXYD5) 
mRNA 


NM_002463 


Homo sapiens myxovirus (influenza virus) resistance 2 (moused nviX2^ mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRD1), mRNA 


NMJ321004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TCI 0 (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44), mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARD1 homolog, S. cerevisiae) (NATS) 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45), mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-bindiru? fNONOY nVRTsTA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRC1), mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMG1), mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (R1N2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA) 
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transcript variant 2, mRNA 


NM_002S36 


Homo sapiens protein tyrosine phosphatase, receptor type, A (FlrKAJ, 
transcript variant 1, mRNA 


NM 024832 


TTnmo saniens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 (GPR87), mRNA 


NM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHC1), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


NM 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


NM 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPB1), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein 1-like (HSPA1L), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fucosyltransferase 8 (alpha (1,6) fucosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class II, DQ alpha 1 (HLA- 
DQA1), mRNA 


NM_006442 


Homo sapiens DR1 -associated protein 1 (negative cofactor 2 alpha) (DRAP1), 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcript variant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type XUI, alpha 1 (COL13A1), transcript variant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 14, 
mRNA 


NM_080809 


Homo sapiens collagen, type XIH, alpha 1 (COL 13 A 1), transcript variant i3, 
mRNA 


NM_080808 


Homo sapiens collagen, type XIH, alpha 1 (COL13A1), transcript variant 12, 
mRNA 


NM_080807 


Homo sapiens collagen, type XUI, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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IN 1VI__U oUoUO 


nomo sapiens coiiagen, type Xlll, alpha 1 (CClLljAl ), transcript variant 10, 
mRNA 


xnv/r r\Qf\Qfi< 
iNj\a_jJoUoUj 


±lomo sapiens collagen, type XU1, alpha 1 (C(J.L13A1_), transcript variant 9, 
mRNA 


IN JV1__U 8 Uo U4 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 8, 
mRNA ...... [ 


IN JVi_U o\) o U J 


Homo sapiens collagen, type XTTT, alpha 1 (COL13A1), transcript variant 7, 
mRNA 


IN iVl_U o u o uz 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 6, 
mRNA 


iNivi_uoUou l 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 5, 
mRNA 


XTX/T {\Qf\Qf\f\ 

IN ivl_U oU o UU 


Homo sapiens collagen, type XIII, alpha l (COL13 Al), transcript variant 4, 
mRNA 


jNivi_uc>u/yy 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 3, 

niKJNA 


1N1V1__U oU / y o 


Homo sapiens collagen, type XIII, alpha 1 (COL13A1), transcript variant 2, 
mRNA 


1N1VI UUjZUj 


Homo sapiens collagen, type XTIT, alpha 1 (COL13A1), transcript variant 1, 
mRNA 


XJiVyr OOil^Q^ 
lNlvl UlHOiO 


nomo sapiens arebrin 1 (JDBJN 1), transcript variant 1, mRNA 


NM 080881 


Homo sapiens drebrin 1 (DBN1), transcript variant 2, mRNA 


lNlVJL__UoU / yZ 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 
activation motifs (BIT), mRNA 


JNJYl_UoUo 10 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 

-»-»-. T> XT A 
mKJNA 


IN JYI_U IojOO 


Homo sapiens signal -regulatory protein beta 2 (SIRPB2), transcript variant 1, 


MM" 0007R7 


Homo sapiens dopamine beta-hydroxylase (dopamine beta-monooxygenase) 
(DBH), mRNA 


1STM 0R04?fi 


nomo sapiens uinao complex locus ^vjin/vo )> transcript variant z, mKJN A 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


IN1V1 UUUD 1 0 


Homo sapiens GNAS complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


in ivi_u o \)y z o 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOC96610), mRNA 


IN IVi U o u y Z 4 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA. 


xjNyf nsnoo^ 

IN1V1 UoUVZZ> 


Homo sapiens hypothetical protein similar to topoisomerase (DNA) HI beta (H. 
sapiens) (LOCI 29020), mRNA 


J.N 1VI_U ouy 1 H 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 


iNivi__uoUy 1 d 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 

•ml? XT A 




riomo sapiens asialoglycoprotein receptor z (AovjKzJ, transcript variant Hz , 

m-RXT A 


NM_001181 


Homo sapiens asialoelvcor>rotein recentor 2 (ASGR2^ transcrint variant 1 
mRNA 


NM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGR1), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SEL1L), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTD1), mRNA 
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NM 052868 


Homo sapiens immunoglobulin superfamily, member 8 (IGSF8), mRNA 


NM 032782 


Homo sapiens hypothetical protein FLJ14428 (TIM3), mRNA 


NM 032309 


Homo sapiens chromosome 2 open reading frame 9 (C2orf9), mRNA 


NM_021625 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
4 (TRPV4), mRNA 


NM 020960 


Homo sapiens G protein-coupled receptor 107 (GPR107), mRNA 


NM_024503 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 3 
(HIVEP3), mRNA 


NM 024112 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 


NM_015192 


Homo sapiens phospholipase C, beta 1 (phosphoinosmde-specific) (PLCB1), 
mRNA 


NM_022481 


Homo sapiens ARF-GAP, RHO-GAP, ankyrin repeat and plekstrin homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-containing G protem-coupled receptor 7 
(LGR7), mRNA 


NM_013305 


Homo sapiens sialyltransferase 8E (alpha-2, 8-polysialytransferase) (SIAT8E), 
mRNA 


NM 019069 


Homo sapiens WD repeat domain 5B (WDR5B), mRNA 


NM_016179 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
4 (TRPC4), mRNA 


NM 016592 


Homo sapiens GNAS complex locus (GNAS), transcript variant 4, mRNA 


NM 014007 


Homo sapiens zinc finger protein 297B (ZNF297B), mRNA 


NM_012471 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
5 (TRPC5), mRNA 


NM_012459 


Homo sapiens translocase of inner mitochondrial membrane 8 homolog B (yeast) 
(TIMMSB), mRNA 


NM_004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPC1), mRNA 


NM_002124 


Homo sapiens major histocompatibility complex, class H, DRbeta 1 (HLA- 
DRB1), mRNA 


NM 000972 


Homo sapiens ribosomal protein L7a (RPL7A), mRNA 


NM_130384 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 6, 
mRNA 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 2, 
mRNA 


NM_032166 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 5, 
mRNA 


NM 024996 


Homo sapiens mitochondrial elongation factor G (EFG1), mRNA 


NM_033629 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 4, 
mRNA 


NM_033628 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 3, 
mRNA 


NM_016381 


Homo sapiens three prime repair exonuclease 1 (TREX1), transcript variant 1, 
mRNA 


NM 031892 


Homo sapiens SH3-domain kinase binding protein 1 (SH3KBP1), mRNA 


NM 003960 


Homo sapiens N-acetyltransferase 8 (camello like) (NAT8), mRNA 


NM 021093 


Homo sapiens peptide YY, 2 (seminalplasmin) (PYY2), mRNA 


NM 021092 


Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA 


NM 021190 


Homo sapiens polypyrimidine tract binding protein 2 (PTBP2), mRNA 


NM 013998 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TAC1), transcript variant delta, mRNA 


1N1V±__U 1 D yy 1 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 , 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gdriimcij ^ i jtsx^ i transcript variant gamma, irixviN/\ 


NM 013996 


jiumu oapicnb tacnyKinm, precursor i ^suostance jv, suostance .r, neuroKimn 1 , 
iic/ui wruLiiiii z,, iicui umcuiii iicuxojKjriiii dipiia, neuropeptide iv, neuropeptide 
gamma) (TAC1), transcript variant alpha, mRNA 


NM 016235 


xiwiiiu 5>apiciii> vj pro icin-co up lea receptor, iamiiy v-., group i, memDer JL5 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SF1), mRNA 


1>1VX \J\J\JjLD\J 


rtomo sapiens leptm (poesity nomolog, mouse) (JLliP), mRNA 


NM 00^1 RS 

•LNAVJL WW J 1 OJ 


nomo sapiens i/vr^f kjn/\ polymerase u, 1A1A box binding protein (IBP)- 
associated factor, 135 kD (TAF4), mRNA 




Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 , 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gdiixuid.^ ^ l i ), transenpr variant Deia, rnx\JN/\ 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


NM 


xiomo sapiens zinc metaiioproteinase (^o 1 xi24 nomolog, yeast) (ZMPSTE24), 
mRNA 


J.N1V1 _Uv/Q 1 Uj 


riomo sapiens WAr iour-aisulliae core domain 2 (WFDC2), transcript variant 1, 
mRNA 


"MM 0R07^6 

J.NXVX WOW / D\J 


womo sapiens WAr iour-disuitiae core domain 2 (WbDCz), transcript variant 2, 
mRNA 


NM 08073 S 

-L>J.Vi WOW / 


xiomo sapiens w/vr iour-aisuinae core domain z ( WrlJCz), transcript variant 5, 
mRNA 


NM 080734 


nviiiu oapiciia vv/vr lour-uisuiiiue core oomam z uuzj, transcript variant 4, 
mRNA 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 
mRNA 


NM 021197 


xxuiiiu cxipiciia vv at iour-aisuinae core oomam i ( k Wr , jLJL^l ), rriJKJN A 


NM 007128 




NM 006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


NM 003105 


xiuniu icipiciii bui niin-reiaiea recepior, jL{i/LJtv ciass j a repeats-contammg 
fSORLH mRNA 


NM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


NM 05^918 


Homo Qam Pn<N VPS 10 flnmain r^o^Titrkr T»rrvt#»i-n QHPPC 1 / r Cn'DPC1\ ^DXTA 

iiuuiu oapicua ▼ i: o iv uuiiiain receptor protein ovjxvv^o i ^oUKLolJ, mJvINA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 

frari cr*T"1T^t a/qtH ant O ml? "MA 


NM 004843 


Homo sapiens class I cytokine receptor (WSX1), mRNA 




nomo sapiens o/\v^z suppressoi or actin mutations z-iike (yeast) (SACM2L), 
transcript variant 1, mRNA 


NM 00671 1 

±NJLY± WWW /ll 


nomo sapiens i\in/\ Dinamg protem ISl, senne-ricn domain (RNPSl), transcript 
variant l, mRNA 


NM 080594 


xauinu &apien& xvin^v. omaing protein oi, senne-ncn oomam (KJNPol), transcript 
variant 2, mRNA 


NM_1 00486 


Homo sapiens WW domain-containine adapter with a coiled-coil region rWAH 
transcript variant 3, mRNA 


NM_100264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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NM 005701 1 
NM 014810 ] 
NM 013325 ] 
NM 020235 ] 
NM 019118 
NM UlO-Slz 
NM 018706 
NM_080599 


Homo sapiens RNA, U transporter 1 (RNUT1), mRNA 

Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 

Homo sapiens KIAA0943 protein (Apg4B), mRNA _ 

Homo sapiens bobby sox homolog (Drosophila) (BBX), mKJN A . 

Homo sapiens hypothetical protein RP4-622L5 (RP4-622L*), mKWA 

Hnmn — iniPTis WW dom^ hinding protein 1 1 fWBPll), mRNA 

Homo sapiens KIAA1630 protein (KIAA1630), mRNA 

Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcnpt vanant 1, 
mRNA ■ — 


NM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcnpt vanant 2, 
mRNA 


NM 002911 
NM_002833 


Homo sapiens regulator of nonsense transcripts 1 (RUN 1 1 ), mRNA . 

Homo sapiens protein tyrosine phosphatase, non-receptor type y (PlFlsy;, 

roRNA ■ 1 — i i nrrrrJT^ 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (PI FN l), 
transcript vanant 3, mRNA . _ . 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (F1FN l), 
transcript variant 2, mRNA , P tp>J7^ 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 (F 1 FN / ), 
transcript variant 1 , mRNA n>TPN?n 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (FlFN/iJ, 
mRNA _ — 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (bram-denved) 
(PTPN18), mRNA ^TITPTPNI^ 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 <F 1 FN 14), i 
. : ; — TTZTTTTTwrvT^vr^ 


NM_002835 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (F 1 FN iZj, 
roRNA — — , . _ -» o / a T>r^ 1 /rno^ 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-l/ClJys 
(FasVassociated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type l J <Aru-i/<~i^ 
(TasVassociated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APU-l/Cuys 
(TP««ya«*nciBted phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 <F1FN1 1), 
transcript variant 2, mRNA _ — 


NM_UUzsjH- 


Wnmn 5nnien<; nrotein tyrosine phosphatase, non-receptor type 1 1 (F 1FN 1 1), 
transcript variant 1 , mRNA — _ 


NM_006399 


Homo sapiens basic leucine zipper transcnption tactor, Alt-like (BAir), 
mRNA : r— 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BATS), transcript vanant 
NG36/G9a, mRNA 


NM 033177 
NM_004639 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 

Homo sapiens HLA-B associated transcript 3 (BAT3), transcnpt variant 1, 

mRNA _ — : ; — — 


NM_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant i, 

mKN A ■ 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA — : ; — 


NM_004638 
NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcnpt vanant 2, 

mRNA 

Homo sapiens HLA-B associated transcript 2 (BAT2), transcript vanant 1 , 
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mRNA 


NM_004640 


Homo sapiens HLA-JB associated transcript i (aj\ 1 1 ), transcript variant 1 , 
mRNA 


NM_080598 


Homo sapiens HLA-B associated transcript i (o/vi i ), transcript variant z, 
mRNA 


NM_080797 


Homo sapiens deatn associated transcnption iacxor i (jJAir 1 j, transcript vanam 
3, mKJNA 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

O -»-D XT A 

2, mKJNA j 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATF1), transcript variant 

1 *~^T>XT A 

1, mKJNA 


NM__021080 


Homo sapiens disabled homolog 1 (Drosophila) (DAB1), mRNA 


NM_080760 


Homo sapiens dachshund homolog (Urosophiiaj (\J/\^ti), transcript variant z, 
mRNA 


NM_080759 


Homo sapiens dachshund, homolog (L)rosoplula) (DAUJti), transcnpt variant i, 
mRNA 


NM_004392 


Homo sapiens dachshund homolog (Drosophila) (DACH), transcript variant 3, 
mRNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 
mKJNA 


NM_0 16569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

T> XT A 

mRNA 


NM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NMJ380701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TRJBX2), transcript variant 3, 
mRNA 


NM_080699 


Homo sapiens three prime repair exonuclease l KbAzj, transcnpt variant z, 
mRNA 


NM_0l75l8 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


"VTA jT r\AT*>AC 

NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


NM Uc>0o32 


rlomo sapiens similar to yeast upij, variant r> {\JrrDr>), transcnpi variani i 3 
mRNA 


JNM_02301U 


rlomo sapiens simiiai to yeast upij, variant r> {vrrm), transcnpi variani z, 
mRNA 


"V TTV jf AOA/TO'7 

NM_080687 


Homo sapiens similar to yeast upto, variant A (VrriA), transcnpt vanant z, 
mRNA 


NM_023011 


Homo sapiens similar to yeast upti, vanant A ^UJrriAj, transcript vanant 1, 
mRNA 


NM_080630 


Homo sapiens collagen, type XI, alpha 1 (COL1 1 Al), transcript variant C, 

„D XT A 

mKJNA 


NM_0oUo2y 


xiomo sapiens conagen, type at, aipna 1 ^\^aj.li i/yi^, transcnpi vdridjii jd, 




tlAmA oanipnc r«/%11orr^*T^ hmp <j l-r\Vio 1 (C~*CW 1 1 A W \r">T\ Q.C*T~\T\\ vanflnt A 

jnuixiD aapiciib coiiagcn, iypc -aj., aipnd. 1 ^\^v^jl<i i a i udiiounpL vaiiaiiL z-v, 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (APCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 
NM_0 14481 


Homo sapiens apical protein-like (Xenopus laevis) ( APXL), mRNA 

Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 

gene encoding mitochondrial protein, mRNA 


NM_080649 


r A -rvr-'XT - Ti , i +-i -fT^ -fi o 1 TYNJA rpr>snr pri7vrnp^ ( APEX.). 

Homo sapiens APEX nuclease (mululuncuonai ujn j\ repair enzyme j 

transcript variant 3, mRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 2, mRNA . : — — 


NM__001641 


ty c« a'dtjv' mipipcjcp A-rmlti-fi motional DNA repair enzyme) (AJPliX), 

Homo sapiens J\srC/J\. nuclease ^rnuiuiuii^tiunai ±^x^jn. ^^^^^ v " 

transcript variant 1, mRNA 


NM 080839 
NMJ>80927 

NM 030969 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mKJNA 
Homo sapiens endothelial and smooth muscle cell-derived neuropilm-lilce 

protein (ESDN), mRNA 

Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 

Homo sapiens gamma-glutamyltransferase-hke activity 4 (GGTLA4), mRNA 


NM 080920 
NM 021168 
NM__080842 


tt , t> at? n? aq ii'V#» (TTPASH^ like fRARL^ mRNA 

Homo sapiens KAK (KAq liKe vj i rno-cj hkc yjvrvxv^/, uuva ^ v _ — 

Homo sapiens hypothetical gene similar to gamma-glutamyltransferase-lilte 
activity 1 (LOC129026), mRNA 


NM_031460 
NM 033056 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 

OCCNK17), mRNA . - 

Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 
NM 03351S 
NM 021160 
NM 002279 


Homo sapiens dermcidin (DCD), mRNA 

Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 
Homo sapiens HLA-B associated transcript 5 (BAT5), mRNA 
Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 
NM__016310 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3A), mRNA 

Homo sapiens polymerase (RNA) m (DNA directed) polypeptide K (12.3 kD) 

(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
3, mRNA : 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBP1), transcript variant 
1, mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcription factor SOX17 (SOX17), 
mRNA 


NMJ)04652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1 , mRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domams, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloprotemase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 
mRNA . ■ — — 


NM__006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, tungal)- 
like (SC5DL), mRNA — 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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i^i rv-rivi l j, misJN/\ 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM__UUo/D5 


rr-^- j-, TTOrDXITT9\ email niiplpar T?7sJ A anvil larv "fartnr 1 fTT9 Ar*1^ 

xromo sapiens uz^ivlnijzj sman nuc-iccn jvin-tv. dUAiuaiy lduiui i ^uz.ru x^, 
mRNA 


NM_006264 


homo sapiens protein tyrosine pnospnaiase, iioii-rcL/cpior type u vnrvj i/^.l^-' 

/UftoA nppr,/>inf ctA ^l^r^or^Viotoc^^ /"PTT^W 1 tran cprint variant 9 TnT^Tsf A 
^.ras)-associateQ pnospnaiasej ^ririN uaubi/iipi vaiidm. z,, uixvi^iT. 


XTTV/T ftA^ACC 

NM_OUoUDz> 


Homo sapiens i^anv^ lantiDiotic syninciaoc ouiiipoxiciii v^-nr^c; ± ^uauicnaiy 
(LANCLl), iriRNA 


NM__UUj / 16 


U^ni-v*^ nnionn -r-a/t-i ll ofrvr r\-f Tvrr\tf»i n CI OTl 5»1 1 in O - 10 intPraPtin C m'Ofpin 1 

riomo sapiens reguiaior 01 vj-procem Mgimiiiiig iy uiicidLaing piutom ± 
(RGS19IP1), mRNA 


JNM Ulljl4y 


riomo sapiens i-dox iy \tm±Lyj, iiu\±^s\. 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (A7T6S 1 4), mRNA 


xnv/r AAnnc 

NM_000275 


riomo sapiens oculocutaneous aioinism jjl ^pmiv-cyc uimuuu uunwiug, uxuuo^ 
(OCA2), mRNA 


\TK >r AA1 OO/I 

NM_0013b4 


riomo sapiens uiptnena toxm resistance proicm requueu iui u-ipm-iiaiiiiuc 
biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM000062 


riomo sapiens seririe ^or cysteine^ proteinase inniuiior ? oiduc vj uiiiiuiiui^, 
memoer l, ^angioeaema, nereauary; ^or^ivriiNvji^, hjjvin/\ 


JNM_uUJ3U / 


riomo sapiens transieni receptor poLciiiia.i ^atiuii ^liaijui&i, auuiflmuY - lvj -j uiwuiuvi 
z ^ l JKJriviz ), mrviN/Y 


JNM_UUJoU / 


nomo sapiens xuinor necrosib idoioi ^iigaiiu; aupciiamiiy, iiitmuvi a-t 


IN lVx_UUZ :* 


TTomo csioiptiq Qmnll inHiirihlp rvtokine A4 TSC!YA4^ mRNA 


INlYl UUZ1UO 


ir Arnn cQnipriQ TT9 A ViiQtonp familv member X TH2AFXi mRNA 


1NIV1 UUjjj I 


Wnmr\ o5»rki^nc ripmocyloHin tVipffl 1 ^T-TROI^ TTlRT^JA 


"Mivd" ooo^r 


TTnrv>/-* conipnc Vip»mrkCr1 oHiTi o 1-nVia 1 f T-TR A 1 ^ "mRT^JA 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


JNJVl UlZZoZ 


Tj nrnA corvipno liPnaran culfatf* 9-O-ciilfotrflncfprflCP 1 H-TS^STl^ TTlRNA 

riomo sapiens neparan ouiiaic ^-v^-buiiuuctiiaicia.oC' i a xj 9 ixixvj.^x^. 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


JNM UioyoU 


jtiomo sapiens glycine rN-meinyiiTansierase ^vji^j-vj-a iiixxin^ 


JNJVL Ui/oU/ 


riomo sapiens w-siaiogiycoproiem cnuopcptiucibc ^vouci j, jiixn-i^-tx 


xjrV/T 01#£'719 
JN1VI__U1D/ jZ 


TTz-vrYirx conipnc PTvJA T\inHiTicr rrrotpiTT ( snitoanTl opnir, HnRNr^-aS^OCiated with 

riomo sapiens rviN/\ oinoing piotwiii ^dLiLvjciiiLigc/niv^, muvixi aoaui/iaiwu " itu 
1/^tKol -\r^11o\xA r& AT \ r \ rrancnrir»t variant 1 mT^ T\T A 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 

ml? "MA 


XTA/f 019^90 


Rattia cor»i pne K/co-nViocoVinli'nacp ^ (J YT^T A mRNA 


xnv/r oooi 94 

IN ivl UUU 1 o4 


TTatyia ca-rnpnc Vif»mr\cr1 oV>in craTTTma (^r Ct-\ M(^f9'\ mRNA 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBE1), mRNA 


JNJV1_UU /jO/ 


TJftwirt o oi-i-i <a« o DMA Vvi-M/^inrr YATot^iri ( QntAdntifTpniP hTiTx , "MP-a CCOPiatPfl With 

nomo sapiens ivin/\ oiriQiiig pioLcm ^duiodiiLigciiivv, ijuix\j.Ni doov/vviciLv^va. wnu 
Iptlial \/p11ow^ ^P AT V^i rrancrriTit variant 9 mR T\JA 


xja/t nns^^9 

1N1V1. UV/J J jZ. 


PnmA cciTiip-nc Vipmoclonin 7Pta C\\ W 7\ mR T^JA 


1N1Y1 \J\JDHjO 


TTnmo c^nipnc FO^-IiVp anricrpn 1 ^FOSlT W mRTVA 


KTM 0001 

lNlVx__OUO 1 JO 


Unmn ennipne alupsin C\ 4-alnha-^ hratinhmcr en7 r vme 1 T&1vco2fen branchins 

n.\lXI10 odjJICllO gltlWdll ^1 j*T CLljJUCX J) Utdllv^IIllig, \slL£jy llll* J. VO V O WLMiiviiui^ 

pnTvrrip Anrlprcpn Hicpa^e fflvcoffen storage disease tvoe IV^ TGBE1 K mRNA 


nm 000559 


Homo sapiens hemoglobin, gamma A (HBG1), mRNA 


xrr; 000007 


TTnmrA canipnc rrpnAmip V*pta crl nbifl fPOlATl /~H~RTi^/7)"\ ATI chrOTTlOSOme 1 


NG 000006 


Homo sapiens genomic alpha globin region (HB A@) on cliromosome 1 6 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), iitRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (TJSP9Y), mRNA 


NM 018518 


Homo sapiens MCM10 minichromosome maintenance deficient 10 (S. 
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NM_0 18593 
NM 018240 


cerevisiae) (MCM10), mRNA 

Homo sapiens solute carrier family 16 (monocarboxyhc acid transporters), 
member 10 (SLC16A10), mRNA 

Homo sanietis Vm of IRRE like (Drosophila) (KIRREL), mKNA 
Homo sapiens chromosome 20 open reading frame 9 (C20orf9), mRNA 


NM 016004 
>JTv/I 006841 
NM_003725 

NG 000009 
NM 080878 
NM 080876 


Homo sapiens solute carrier family 38, member 3 (SLC38A3), mRNA 

Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retmol 

dehydrogenase; 3-hydroxysteroid epimerase (RODH), mRNA 

Homo sapiens genomic small histone family cluster (HFS<S}) on chromosome b 

Homo sapiens endothelial lectin HL-2 (HL-2), mRNA 

Homo sapiens protein phosphatase (SKRP1), mRNA 

Homo sapiens ankyrin repeat and SOCS box-containing 5 (ASB5), mRNA 


NM 080874 
NM 080873 
NM 080872 
NM 080867 
NM 080864 


Homo sapiens ankyrin repeat and SOCS box-containing 1 1 ( ASB 1 1), mRNA 

—————————— . VY* T ^ "f A \ "T*% "V T A 

Homo sapiens KIAA1 777 protein (Unc5h4), mRNA 

Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 

Homo sapiens relaxin 3 (H3) (RLN3), mRNA 

tlnmn aniens ankvrin reoeat and SOCS box-containmg 16 (ASB 16), mKNA 


INJLVL UoUoOj 

NM_080862 


Homo sapiens SPRY domain-containing SOCS box protein SSB-4 (SSB-4), 
mRNA — 


NM_080861 

IN1V1 UoUOOU 


Homo sapiens SPRY domain-containing SOCS box protein (SSts-J), 

mRNA ■ 

Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mRNA 


NM 016150 
NM 016127 

"K.TTV Jf AA A 1 Hf\ 

NM_JJU41 /U 


Homo sapiens ankyrin repeat and SOCS box-containing 2 (ASB2), mRNA 
Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 
Womo Qimipns solute carrier family 1 (neuronal/epithelial high affinity glutamate 
transporter, system Xag), member 1 (SLC1 Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 

IN iVl_U_. JZZU 


Homo sapiens hypothetical protein DKFZp762A227 (DKi«Zp /62A2Z /), mRNA 
Homo saoiens a disintegrin and metalloproteinase domain 33 (ADAM33), 
mRNA 


NM 018548 

JN 1V1__U o yj I *t \) 


Homo sapiens down-regulated in lung cancer (HLCDGrl), mKJNA 
Homo sapiens similar to Ovis aries Y chromosome repeat region OY1L1 
D'OYl 1.1), mRNA 


NM 012163 


Homo sapiens F-box and leucine-nch repeat protein y (tBXl.^h mKJNA. 
Homo sapiens F-box and leucine-nch repeat protein 7 (FBXL7), mRNA 


NM 012304 
NM 012160 


Homo sapiens F-box and leucme-nch repeat protein 4 w*^<*), iiuun a 


NM 012159 


Homo sapiens F-box and leucine-nch repeat protein 3B (FBXL3B), mRNA 


NM 012158 
NM 012157 


Homo sapiens F-box and leucme-nch repeat protein 3 A (FBXL3A), mKJNA 
Homo sapiens F-box and leucine-nch repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-nch repeat protein 6 (J-BXL6 ), transcnpt 
variant 2, mRNA . . - 


JNIVl_U 1 Z 1 OZ 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcnpt 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protein 5 (FBXL5), transcnpt 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucine-nch repeat protein 5 (FBXL5), transcnpt 
vanant i, uiivin/^ 


NM 002278 
NMJ333285 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 

Homo sapiens tumor protein p5 3 inducible nuclear protem 1 (TP531NP1), 

mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHA1), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 


lNJYL_U.3ZyD4 


UrkTWA contPTic "\A7i11 -ia-mc "R*»iiff»r» c\mHmniP nhrOTTlOSOmP TPcrion 14 rWBSC]R14). 
JrlOrnO SapicnS WllllaXnb JjCUrcil byilUIUiliC' oiuvmuowiut- icgiuii at ^ yv jjLj^xvi-ryj 

transcript variant 4, mRNA 


"MTV/T AlOQ^^ 


UrtmA corvionc \X7i1liamc T^f*iTTf*n c\mrlrAmp rhrnmo^nmp rpgi on 14 fWH S C^R 1 4 ) . 

XlOTnO SapiCnS Wllliaillo DClll CIl byillll.Ul.llw ^/lll Ulilvouniu ivgiun a"t ^ rruuv^ivi-r;) 

transcript variant 3, mRNA 


JNJVL_UJzyjZ 


UrvmA onniflnc "VXT^II-io-mo T^p»iiT/=n cTmHrnmp pVirrnTincnTYiP rpcrion 14 /"\^RSC~^R.14 ) 

riomo sapiens wiiiiains jDcurcn byiiuiuiiic uiaiuiiiuouiuc; icgiun i*t ^ vy jjuv^ivn;} 
uanbcripi vdriaiiL z., iiuvln-tv 


1SIM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
traiiboripL vdiidiii i, iiia\j.n/-y 


IN *jr__UU UU U o 


TJr\rr»^ canipnc rrprnmip pvtArhrnmp P450 snhfamilv TTA fnhenobarbital- 

XlOmO odpiCIlo iiCllUllAlL> Ksy LUwlUUillG X *tJV) oi*LJAC*AiAAijf r aj-t^. ypuuiivuiu i/iiui 

i-nrhip-i IYIp^ /i" v VP9 A^ on chromosome 19 


xnvr o^oaoo 

IN1VL \JD\JO\)y 


T-Trvmr* cani^nc nVirnmnQnmp 19 nnen readint? frame 22 rC12orf22\ mRNA 


"MTV/T 00449 6 

IN 1V1 UuHHZU 


unmA c?mipns parlv Hpvplonment regulator 1 (nolvhomeotic 1 homolos) CEDR1), 
mRNA 


TsjA/f 090944 


tiftmn Qflnien<? choline nhosnhotransferase 1 fCHPTl\ mRNA 


TsJM 019074 


TTnmo saniens delta-like 4 fDrosoohila^ (DLL4f iTlRNA 


MU 01RQQ0 


Pnmn santens chromosome X onen readine frame 9 fCXorf9), mRNA 


NM 017R^ 


KnTnn ^aniens chromosome 21 onen readins frame 55 fC21orf55), mRNA 


NM 018955 


TTomo saoiens eloneator nrotein 2 fELP2V mRNA 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


"NTM 014097 


Unmn sam'pns ennnpetor enhancer of TCSR2 ( CNTC2 ? mRNA 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


JNM U 1ZZ4 / 


riomo sapiens seienium aonor proLein ^orj;, iiuvin*"*. 


JNJVL UlZlCO 


riomo sapiens jt-dox ana wu-w uoiiiam piuicin d v^x j->w w iiiivin/-*. 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
nix\j.N/\ 


NM_006011 


Homo sapiens sialyltransferase 8B (alpha-2 ? 8-sialytxansferase) (SIAT8B), 
mRNA _j 


JNJVl UlOO/4 


riomo sapiens zinc linger protein zj7 ^iNr^j7j 5 iiuxj.n*^v, 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


JNM_uUUo4o 


riomo sapiens amyio-i, o-giucosiuase, H-dipna-giuvauuLiaiiDicia&c ^gAjr^-^gdi 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


JNM_UUUo4-> 


riomo sapiens amyio-i, o-giucosiaase, ^-aipna-giuodnoLrctiibicicibc ^giywu^cii 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
5, mRNA 


JN 1V1__U U U 0 44 


TJ/\rvirt pom'anc otyix t\ 1 £±—cr\\\r-c\<2.\{\a cp 4_«alT\Via-cr1i lPi^TiolTanSiPTacP I clvCOO^Pn 
JtxOmO Sapiens ailiyiO- , l, O-glUL/UolUaoC, H— d.ipila-^1 uuanuu aii3J.^i a.^^ ^gijfwgwii 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


JN JVL__UUUo4 J 


XxOmO Sapiens ainyiO-1, O-glliuUblUaoC, H--d.ipila-glUvailulia.iioxc;ia&C' v& 1 J v ^ w o^ li 

debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


JNM_UUUo4z 


riomo sapiens amyio-i, o-giucosiaase, H—aipna-giucanoLi<iiioicr<ise vgiywugcn 
QeDrancmng enzyine, glycogen biurdgc u.iacabc ty|jc m. j \r-^K-n-,j 3 uaiio^/iipi v<zia<*aau 

1 mPMA 

i , rniviN/v 


NM_000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orfB7), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM 017662 I 
( 


lomo sapiens transient receptor potential cation channel, subWUy M, memoer 
-■> (TRPM6), mRNA -r-77 


-x-rn jt r\or\'~l A A 1 

NM_0 80744 J 

< 


j mn coniens scavenger receptor cysteine nch domain containing, group a [f* 
ir.m a inc^ fSRCRB4D), mRNA — - — — — 


NM_000493 1 
i 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia; 
'COLIOAD mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 3, | 
Homo sapiens ras homolog gene faimlv. member u lARHD), mRNA 


NM 014578 
NM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter; memoer 

5 CSLC12A5), mRNA — 

Homo samens ribosomal protein L26-like 1 (RPLZ6H), mRNA 


NM oiouyj 
NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript variant 2, 
mRNA 


NM_022820 
NM 052969 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3A43), transcript vanam 1 , 

mRNA 

Homo sapiens ribosomal protein L39-like (RPL39L), miUNA 


NM 052970 
NM 052865 
NM 021029 


Homo sapiens chromosome 20 open reading irame ou ^20orlbU>, uiKJNA 

H ™ R5 mi P .ns chromosome 20 open readme frame 72 (CzUori /z;, mRNA 

Homo sapiens ribosomal protein L36a (RPL36A), mKMA J 

Homo sapiens rmosomal protein L36a-hke (RPL36AL), mKMA _ 


NM 001001 
NM_033645 


ens F-box and WD-40 domain protein IB (FBXW IB), transcript 
variant 1, mRNA . -—— - — 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXW its J, transcript 
variant Z, mKJN/v — : 


NM_012300 


Homo sapiens F-box and WD-40 domain protein IB (FBXW IV), transcript 

variant 3 , mRNA 

Homo sapiens chromosome 20 open reading frame 81 (liOortsi), mKNA 


NM 022760 
NM_014958 


Homo sapiens Rho guanine nucleotide exchange tactor (tibf ) id (ARHGEF15), 
mRNA ■ ■ \ 


NM 021810 
JNM_UoU5 /O 


Homo sapiens cadherin-like 26 (CDH26), mRNA 

Homo sapiens olfactory receptor, family 5, sublamily V, member 1 (OKb V 1), 
mRNA ; — z — Tl 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, tamiiy A, member 1 
binding protein (APBA2BP"), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, tamiiy a, member 2 

binding protein (APBA2BP), transcript variant 1 , mRNA J 

Homo sapiens G protein-coupled receptor 81 (GPRS1), mRNA 


NM 032554 
NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 1, mRNA _ ; 


NM_031229 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 2, mRNA . — — -— — 


NM_031228 


Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 
variant 3 , mRNA 


NM_031227 
NM 0314z4 


™ Homo sapiens chromosome 20 open reading frame 18 (C20orfl8), transcript 

variant 4, mRNA _ — — — — 

Tj^r-™ Coptic r^rnmn^me 20 onen reading frame 55 (C20orf55), mRNA 


NM 000518 
NM_030959 

NM 018661 
NM 022487 


Homo sapiens hemoglobin, beta (HBB), mRNA 

Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 

mRNA 

Homo sapiens defensin, beta 3 (DEFB3), mRNA _ 

Homo sapiens DNA cross-link repair 1C (PSQ2 homolog, S. cerevisiae) . 
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(JLJ^LJKjil^J, mxsiN/\ 


JNJVL \jZl\)yy 


nomo sapiens cnromosomc zu open reaamg it dine ji ^luuiui;, uuvrN-^v 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADH1B), 


INM KjliyHD 


riomo sapiens testis expressed sequence z / ^ 1 j^-a^ / j, iiusj-n^v 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


NM 021215 


Homo sapiens cnromosome zu open reaamg name / / v^zuon/ /j, mtsJN/\ 


\T» jf A1 11 /II 

NM_0 12141 


Homo sapiens UbAJJ/rl (Asp-vjlu-Ala-Asp/riisj oox poiypepnae zo ^ui-^^vzo;, 
mRNA 


NM 021225 


Homo sapiens prolme-ricn 1 (JrKUl^l), mKJNA 


*KTTV Jf AA^CAO 

NM_006508 


Homo sapiens regenerating islet-derived-like, pancreatic stone protein-like, 
pancreatic ttxreaa protein-nice (^rat^ ^K-bOJ^j, mKJNA 


NM 02035o 


Homo sapiens cnromosome zu open reaamg rrarae jz ^i^zuonjz-j, mxs_LN/\ 


"XT7V Jf AAA*5 ZTA 

NM 020369 


Homo sapiens fascin homolog 3, actin-bundling protein, testicular 
^otrongyiocentrotus purpurarus^ ^rov^iN^j, mi\iN/\. 


1N1V1 UZUihO 


xiomo sapiens orij-aomain oxvdz-iikc enuopnnm dz y&±iD\ji->Dz.}, iiirvi>rv 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


XTTVyT A1AAOC 

NM 019025 


Homo sapiens cnromosome zu open reaamg irame 10 ^zuornoj, mr^iN/\ 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCP 11), mRNA 


NM 017589 


Homo sapiens H-ceil translocation gene 4 (t5i<jr4j, mKJN/v 


"KTTV Jf A "1 O /TAO 

NM 018692 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mKNA 


NM_0 18697 


Homo sapiens LanC lantibiotic syntnetase component c-iiKe z ^Dactenai; 
(LANLLz), mKNA 


NM_0 18677 


rlomo sapiens acetyi-uoenzyme A syntnetase z \j\xjr iormmgj ^a^aozj, 

m TJ\T A 


XTTV/f ft 1 8/1'} 1 


riomo sapiens cnromosome zu open reaaing udinc iou ^v^z,vjuiiiou^, uiiun/\ 


XTTV/T A1 C77 ^ 

JNJV1 U1o/Zj 


xiomo sapiens mteneuKin i /r> receptor ^ul-i /joxvj, mrsj.N/\ 


XTTV/f ftl 8/1 7^1 
INIVI 0154/^ 


riomo sapiens cnromosome zu open reaamg irduic xy ^z-i/uni^jj iiirsj.>.r j v 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


NM 017874 


Homo sapiens cnromosome 20 open reading irame z / (uzuoriz/;, mutUNA 


\tx * /-\ 1 Torn 

NM 017859 


Homo sapiens uridine kdnase-like 1 (URKL1), mRNA 


-v TTV Jf f\ 1 T7AO 

NM 017798 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


XTA Jf AmOA 

NM_0 17789 


Homo sapiens sema domain, immunoglobulin domain (Ig), transmembrane 
domain ^iivij ana snort cytoplasmic oomain, ^semapnorm^ h-^ ^oriivi/v^T^^, 
mrvIN/v 


iNivi u i / / m 


T-I"/"\*"r"» odT^i^nc pnrAmncATMP 7li <™*t\^ti Y"f*Q fi iti rr TT*5i'mf a J ■< / ( 7( lOTTl 1 1 TTlK N A 
XlOmO oapiCIlo CIll IJIlUJoOIIlC ZA) UJJCH ICd-UHlg, lldlllC/ U y\^Z.UUi ilJ^j iiiXVJ.>i^. 


KT\A ft 1 7£7 1 
IN1V1 U 1 /O / 1 


xiomo Sapiciib oiiromot>oiiie zsj open rcduirig xiciiiic m-^ ^z,yuiiti/ } nirviN^. 


XTM" A1 S^Sid. 


tTrti-nr* car^i f=»"n c immune occAfiotprl m tpl^Atirlf* A. lik"P 1 rtnnil^f*^ TTAT^4T W TTlr^"N^A 


INIVI Wloj 


T4V\ym/"\ oonipnc r^lifArtiACATTi^ 7M at\<*ti tpqHimo fir^mp ^ It /I)nrf4ni tyiR A 
XlOmO odpiCIlo Olll UIIIUoLflllC L>pCIl ICaUlXl^ lldlllt- *t\J y\^s+*\j\jL L'-tKJJ) xillvl^i^v 


INIVI U 1 oj^t 1 


nomo sapieixb wu oixiobome zo open redoing xidiiic z« ^z,v/uiil7^ iijlxvi^i^v 


TvTN/f ft1 C177 


xiomo sapiens cnromosome zo open reaamg name _>o ^z,uuiijo^, iiiivi>r\ 


XTK/T ftl 8087 
INIVI UloZoZ 


riomo sapiens pardspecivie protein i \r ori mrviN^v 


XJN/T ftl S77ft 
INIVI UloZ/U 


T-Irt-rv-iz-k corMPn c /»lirAmACAmp O A s^Y\<=*y~\ rpd/linn' -ft-o tn p> / C\ ( 1^7 0 AT*!/ 0 i ttiT? T\J A 

nomo sapiciib oiii uinosome zo open reaamg lidiiic ^A-uuuiv/j, iiuxxn-ty 


XTN/I ftl 87^7 
INIVI U 1 OZ3 / 


xiomo sapiens t/nroinosome zu open reaamg iidinc ^z,uuuju;, iiixvi >/v 


xnv/T ni 8i 07 
iNivi uioiv/ 


riomo sapiens zinu linger protein o*+ nomoiog ^muuj>cj v*^ 1 x u ^/? 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBLl), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15 ! -dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 



NM 016407 



NM 016319 



NM 015985 
NM 015834 



NM 015833 



NM 014036 



NM 014012 



NM 014841 



NM 014795 



NM 015313 



H omo sapiens cnrumuw^ ^ ° — tr ^t\^AX\ mRNA 

n^j^ .hrn ^o^O^n^dm j frame 43 (C20orf43 mRNA 



Homo sapie ns cnrornosomc z.u v^v.i ^"""^ - r- — 

Homo sapiens COP9 constitutive photom^rphogenic homolog subumt 7A 
(Arabidopsis^ (COPS7A), mRNA 



TTnmn -npi-r* araio pgigtin 47ANGPT4), mRNA 

Homo sapiens adenos i ne deaminase, RNA-specmc , Bl (REP1 homolog 
( AD ARB \\ transcript variant DRAD A2c, mRNA 



I CADARBl), tran script variant DRABA2b, mRNA r 

Homo sapiens BC -M-like membrane pro tei n pr ecursor (BLAME), mRNA _ 

S— _ . ~ ^ . ^ i — ™ A rznnDKi^rlino- fPFMY mRNA 



xxuniu o H v _ , • Q1 vniiomoloff f mouse 



jHLomo sapiens iv^vo yivnx/ ^^^/ - — — — — - 

Homo sapiens synaptosomal-associated protein, 91 kU homolog (mouse) 

(SNAP91),mRNA 



Homo sapiens zinc fi nger homeobox lb (Z^iB) mRNA _— ^^r- 
Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGEHZ), 
mRNA 



£o^ Tsapiens Rho g ul^n^leotide exchange f^tor (GEF) 11 (ARHGEF1 
mRNA 



NM_014784 




NM_013348 



NM 013279 



NM_012418 



£L» ga p iV. ns chromosome 11 open readme frame 9 (CllorQ), mRNA: 
— . r • i i i ^^«-j^_v>i inHlincr r»rotein. retinal 



KM 012201 



NM 000519 



NM 006999 



NM_006719 



NM 002313 



NM 007238 



NM 007184 



Jbiomo sapiens uuuiu»°w">- * * "r-" * ° — * : — — 

Homo sapiens fascin homolog 2, achn-bundling protein, retinal 
(Strongylocentrotus purpuratus) (FS CN2), mRNA 

1 fGLGl\ n 



^ IIUIIKYIIJ^I/IIU-^^ pr^x^^ / y t_, 

Homo sapiens golgi apparatus protein 1 (GLG1), mR NA 

— — ; j^i^ rrraTY* ^VPXTA 



niuim jup^ uu ~r- 1 i ■ 

Homo sapiens hemoglobin, delta (H BP), mRNA — 

M»rr,o sapiens polymerase (DNA directed) sig ma (POLS), mRNA 
. r - .. , ■ .thj /-art nv/n transcript vara 



Homo sapiens polymerase i^ina uucqicu; v- — . . apt t\x m 

H^oliie^s actin binding LIM protein (ABLTM), transcript variant ABLIM-m, 

mRNA 



NM_006720 



f omo sapiens actin binding LIM protein (ABLIM), transcript variant ABL1M-C 

^r^sapiens pero xisomal membrane p rotein 4 (24kD) (PXMP4), mRNA 
Ho mo sapiens nischarin (NISCH), mRNA 



NM 007026 



NM 006837 



NM 006614 



Homo sapiens actin binding LIM protein (ABLIM), transcript variant 
mRNA 



ABLIM-s, 



H omo sapiens dual specificity phosphatase 14 (DUSP14) , mRNA 
Homo sapiens COP9 constitutive photomorphogemc homolog subumt 5 
(Arabidopsis) (COPS5), mRNA 



( Arapiaopsis; "i"'" —————— - ~i_„ 

Homo sapiens cell adhesion molecule^fe homologv to L1CAM (closehomolog_ 
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of LI) (CHLl), mKNA 


NM 006410 


Homo sapiens HIV-1 Tat interactive protein 2, 30 kD (HTATIP2), mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


NM 006348 


Homo sapiens golgi transport complex 1 (90 kD subunit) (GOLTC1), mRNA 


NM 006408 


Homo sapiens anterior gradient 2 homolog (Xenepus laevis) (AGR2), mRNA 


NM 006106 


Homo sapiens Yes-associated protein 1, 65 kD (YAP1), mRNA 


NM 006096 


Homo sapiens N-myc downstream regulated gene 1 (NDRG1), mRNA 


NM_006071 


Homo sapiens polycystic kidney disease (polycystin) and REJ (spemi receptor 
for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


NM 006092 


Homo sapiens caspase recruitment domain family, member 4 (CARD4), mRNA 


NM 005748 


Homo sapiens YY1 associated factor 2 (YAF2), mRNA 


NM 005715 


Homo sapiens uronyl-2-sulfotransferase (UST), mRNA 


NM 005622 


Homo sapiens S A hypertension-associated homolog (rat) (SAH), mRNA 


NM_005733 


Homo sapiens RAB6 interacting, kinesin-like (rabkinesin6) (RAB6KIFL), 
mRNA 


NM_005668 


Homo sapiens sialyltransferase SD (alpha-2, 8-polysialytransferase) (SIAT8D), 
mRNA 


NM 005606 


Homo sapiens legumain (LGMN), mRNA 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


NM 005469 


Homo sapiens peroxisomal acyl-CoA thioesterase (PTE1), mRNA 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMI1), mRNA 


NM 005108 


Homo sapiens xylulokinase homolog (H. influenzae) (XYLB), mRNA 


NM 004610 


Homo sapiens t-complex 10 (mouse) (TCP10), mRNA 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 
(MAP4K2), mRNA 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
(COCH),mRNA 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 


NM_004902 


Homo sapiens RNA-binding region (RNP1, RRM) containing 2 (RNPC2), 
mRNA 


NM_004353 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINH1), mRNA 


NM_004317 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 
(ASNA1), mRNA 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
function) (ENTPD6), mRNA 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 
mRNA 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBP1), mRNA 


NM_003098 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
acidic component) (SNTA1), mRNA 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
sialytransferase, GD3 synthase) (SIAT8A), mRNA 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 
(SHB), mRNA 


NM 003579 


Homo sapiens RAD54-like (S. cerevisiae) (RAD54L), mRNA 


NM_002669 


Homo sapiens pleiotropic regulator 1 (PRLlhomolog, Arabidopsis) (PLRG1), 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLK1), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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NM 000083 



NM_000691 
NM 001112 



NM 080645 



NM 080681 



NM 080680 



NM__080679 



NM 003593 



NM_000638 



mRNA 



CLaF iens adenosine deamaMM^ NA-Bpecifio, Bl^EDl homolog rat) 

TADARBn transcript var iant DRADA2a, mRNA — 

^^e^iiain, type XII, alpha 1 (COL12A1), transcnpt 

mRNA 



^^Tens collagen, type XII, alphal (COL12A1), transcript variant short, ' 

go^sapiens coll een, type XI, alpha 2 (COL1 1 A2), transcript variant^ 

^sapiens collagen, type XI, alpha 2 (COL1 1 A2), transcnpt variant T, 
mRNA 



NM_080682 



NM 001078 



NM 006115 
NM 000175 



Some sapiens colla gen, type XI, alpha 2 (COLiTa2), transcript varia^ 

mRNA . - — — — — ~ 

TTnmn iott' wmp^-helixnude (WHIST), mRNA . — —- 

S^s^e^Cserum spreading factoT^tomedm B, complement 

S-protein) (VTN), mRNA 



i f mo^sapiens vascular cell adhesion molecule 1 ( VCAM1), transcript variant 1, 
mRNA 



NM 020526 



^^^^^ 

— . ; i T._ t „ ;„„^,^oc» rnvvs mRNA 



Homo sapiens glucose phosphate isomerase (GPI), mRNA 



NM 002109 
NM 012208 



NM 004608 



NM 080758 



NM 080718 



NM 080717 



Homo sapiens EphAS (EPHA8), mRNA 



u nmn sapie ns histidvl-tRNA sy nthetase CHARS), mRNA 



~Z- 7^ZZ^Vs^\ ! " * ,r„-i~;o«+ 1 -mT?TSJ A 



nom u aapi^no xno^ jr* j — — =Fovt a 

Ho mo sapiens T-box 6 (TBX6), tr anscript vanant 1 , mRNA 

*— TTT" ^ srrm^rs^ j. Trariant 9 TTlRNA 



nuill U saui^n* x v v /7 j . — — — 

H^n ga piens T-box 6 (TBX6), tj jnsgnpt vanant 2, mRNA 



H^n sa piens T-box 5 (TBX5), trangjjpt variant 2, mRNA 



NM 000192 



NM 080832 



NM 080824 



NM 080822 



NM 080821 



NM 080820 



NM 080818 



NM 080817 



NM 080794 



NM 020973 



NM 054112 



NM 052951 



NM 014145 



NM 033409 



NM 032013 



NM 032109 



NM_024021 



HO mu sapi^ito x-w~ - y ■ . — — . 

«»™ ga pie.n S T-box 5 (TBX5), tra nscript variant 3, mRNA 



Unmo sapiens T-b o x 5 <TBX5), transcnpt vanant 1, mRNA 



Homo sapiens pom^j umum s ^~ r - — — - /pon nrf1 n ^ ^xta 



Homo sap iens cmumuaumw ^ ° — — - - ON — DXTA 



Homo sapien s canuiu-ic ..u..,^ a » KK ^— - _ 1 ^ 7nrtrf1 nR s mRNA 



HomO Sapiens umumuauiiiv ^ ^ p _ MA 



l^fens G protein-coupled rec^rJO^^ 



iiomo sapiens vj H lwtvul — e~ i ■ k ttTkTa 

Iforno sapiens mitochondrial ribosomal protein 1 ,39fMRPL39), mRNA 
H nm n sapiens cvtosolic beta-g lucosidase (GLUC), mRNA 

— — : _i tn «>ar1mo frame 63 (OZ» 



Homo sapie n s cy^uiic — '~ ' ~ " -n - rm-i rry, Zp>ja 



Homo sapiens enrumubume ^ ^p^ x ^ * - 



Homo sapiens muuuiuwuK; ^ irrr^g = Tn rron^nm ^NA 



Homo sapiens cmumuau. ..^ ^ "r--" - — " ^ ^?7w«2a mPTsTA 

xj 4j ^n S chr omosome 20 open reading fr a me 54 (C20orf54), mRNA 



w^g ^iNDRG family member 3 Q j ^^^^ 



Homo Sapiens ixx^rvvj x miniY x-— - - V 

H^ol^ns membrane-spanning 4-domains, subfamily A, member 4 
rMS4A4A\ mRNA 



NM 022910 I Homo sapiens NDRG family member 4JNDRG4) 1 ^mA_ 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


"X TA A~ AO/IO/CA 


Homo sapiens enromosome zu open rcdum^ uaiuc *+o v.^-^^ui j> nuuNn 


JNM 0245^3 


xlomo sapiens enromosome zu open reaunig name dz? \\^^,\jkji iDyj, humna 


NM 024299 


Homo sapiens chromosome 20 open reading frame 149 (C20orf 149), mRNA 


XT* K AO /t f\T7 

NM 024077 


Homo sapiens oiiuio Dinomg protein z ^oxsrzj, nu\j.N/\ 


NM_022730 


Homo sapiens \^\Jxy constitutive pnotomoipnogenic noinoiug buouun / r> 
^/vraoiaopsis ) ^v^vjjro /dj, niiviN/\ 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQ1), mRNA 


NM_02zDoo 


Homo sapiens aiaenyoe aenyraogenase o iamny, memoer /\i ^/^u^L/riorv lj 9 
mKJNA 


NM__022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome zu open reaumg irame ^zuoriDyj, mj\jN/\ 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1U (^oJLC4Aiuj, mKJNA 


X TX X 

NM 021230 


Homo sapiens myeioiu/iympnoia or mixea-nneage leuKemia^ ^ivix.lo^ 3 inixiN/\ 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTF1), 

T> XT A 

mRNA 


XTX K A A C O O 

NM_005238 


Homo sapiens v-ets erytnrooiastosis virus xizo oncogene nomoiog i ^avianj 
(ETSl), mRNA 


NM 020465 


Homo sapiens NDRO ramily member 4 (JNL)KCj4), niKJNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 

1 a /CT /^»C A A\ «»«D\T A 

member 4 (SLC5A4), mKJNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_015665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM__021950 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 2 (Fc 
tiagment 01 lgrs, nign. ainnity x, receptor ior, oeia poiypepuuej ^ivioh/^ij, mr\j.>)/-\. 


XTTV/T AAC COO 

NM_0055by 


Homo sapiens aiaenyae aenyarogenase o iamny, memoer ^/vjujl^jio/yi^, 
mRNA 


xn k aaacoo 

NM 000533 


Homo sapiens proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLP1), mRNA 


XTX A A1 

NM 016252 


Homo sapiens Dacuiovirai lAr repeat-conxaining o ^apononj ^jdjlxvi^o;, mxviN^\. 


NM 014351 


Homo sapiens sulfotransferase family 4 A, member 1 (SULT4A1), mRNA 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


XTTV K C\(\ £1 £1 (\f\ 

NM_006o00 


Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


-v TX /r r\f\/~1 AC 

NM_006145 


Homo sapiens DnaJ (Hsp40) nomoiog, subimaiiy H, member i (^ijjnajj^i;, 

^.TJXT A 

mKJNA 


XTX if" AAC 1 OA 

NM_0051zU 


Homo sapiens trmucleotide repeat containing 1 1 v I HK-associatea prorem, z^u 

KIJ SUDUnit; v lXNlvv_ l 1 ) 7 mJvTNA 


NM_0013S3 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyntnesis-iiKe 1 cerevisiae^ ^jl/JtJlizl,ij, injtxJN/\ 


XN1VI UUIjZ/ 


ixomo sapiens cancer/ tesns anugen i ^iauij, iiirsj.>j/\ 


xtx /f CiQCYl^Ci 
JNIVI UoU/jU 


xiomo sapiens cnromosonie zu open reaoing it <irne ihj ^^uuuitj^, iiuvi^rx 


"MA/l 0^9S10 
lNlVl l/jZrOly 


T-TatVIA OQTMPTIO i7iT1p flTKTW f\T*AT£»1 TI "aAI 1 */ 1\J 1"*' \CL 1 1 TYlR^xl A 

1TUII1U odpiCilo ZIIIO llllgCl piULClIl JH1 ^-CjINX Jtl ^, lllXNJ.N.rV 


NM 017895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM 080742 


Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 1 
NM 080739 1 
NM 033550 1 
NM_080732 3 

, 1 


iomo sapiens sialidase 4 (NEW), mRNA — 

iomo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 

Homo sapiens chromosome 20 open reading frame 64 (l20orf64), mRNA 

Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript vananx i, 

mPlsTA — 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcnpt vanant 1, 
inRN A ■ ■ 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (HJ22393), 
mRNA : — 


NM_030760 


Homo sapiens endothelial differentiation, spmngoupiu yj-^i^ui-^^^ 
receptor, 8 (EDG8), mRNA 


NM_0 16069 
NM 021205 


Homo sapiens mitochondria-associated protein involved m granulocyte- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 

gene encoding mitochondrial protein, mRNA 

tan sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mKJNA 


NM 032495 
NM 032556 
NM_014331 

NM 017564 
NM 020924 
NM 015356 


Homo sapiens hvoothetical protein SMAP3 1 (SMAP3 1), mRNA 

Homo sapiens interleukin-1 HY2 (IL1HY2), mRNA 

Homo sapiens solute carrier family 7, (canonic amino acid transporter, yr 

svstem) member 1 1 (SLC7A1 1), mRNA - 

Homo sapiens stabilin-2 (STAB2), mRNA 

Homo sapiens bioref (bioref), mRNA 

Homo sapiens scribble (SCRIB). mRNA 


NM 030648 
NM 018488 
•vriv/r 016470 
NM_080722 

NM 080676 
NM 080674 
NM 080621 
NM 080608 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA _ 

Homo sapiens T-box 4 (TBX4), mRNA 

Homo sapiens chromosome 20 map 20ql3.11 . . — _ 

Homo sapiens a disintegrin-like and metalloprotease (reprolysin type; wiih 

thrombospondin tvoe 1 motif, 14 (ADAMTS14), mRNA 

Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 

Homo sapiens chromosome 20 open reading frame 86 (C20ort86), mRNA 
Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mKlNA 
Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 
NM 003495 
NM 020633 
NM 007259 
NM_080631 


' Homo sapiens hvpothetical protein MGC4473 (MGC4473), mKJNA 

Homo sapiens H4 histone family, member M (H4FM), mRNA 

Homo sapiens VIR-like 1 (V1RL1), mRNA . 

Homo sapiens vacuolar protein sorting 45A (yeast) (VPS45A), mRNA 
Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcnpt vananx 2, 
mRNA 


NM_014396 

NM 018668 
NM 022916 
NM 003610 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript vanant 1, 

mRNA ■ 

Homo sapiens vacuolar protein sorting 33B (veast) (VPS33B), mRNA 

Homo sapiens vacuolar protein sorting 33A fiat homolog) (VPS33A), mRNA 
Homo sapiens RAE1 RNA export 1 homoloe fS. pombe) (RAE1), mKWA 


NM 014061 
NM 001927 
NM 080593 
NM 080596 
NM_001867 


Homo sapiens APR-1 protein (MAGEH1), mRNA — 

Homo sapiens desmin (DES), mRNA _ 

Homo sapiens histone family member (H2B/S), mRNA 

Homo sapiens histone family member (H2A/S), mRNA 

— . . i n -j^^ cn"Knnit V i \c K ^0X70 nuclear eene 

Homo sapiens cytochrome c oxidase suDunu vut ' w> uuwww ^ 

encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA _ — 


NM_004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
1 rCOX7 A2L), nuclear gene encoding mitochondrial protein, mRNA . 
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NM_001865 


Homo sapiens cytochrome c oxidase suounit v ua polypeptide z ^nverj 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


"v m k r\.r\ ^ o A 

NM_001864 


Homo sapiens cytochrome c oxidase suDumt v u.a poiypcpuae 1 ^mubuic; 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens collectm sub-tamiiy memoer 1 u ^-type lecimj v^v^i^r^ i vj, 
mRNA 


NM_080544 


Homo sapiens collagen-UKe tail suDunu ^smgie strana 01 nomotnmer; 01 
asymmetric acetylcholinesterase (COLQ), transcript variant VIII, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strana 01 nomotnmerj 01 
asymmetric acetylcholinesterase (COLQ), transcript variant VII, mRNA 


NM_080542 


Homo sapiens collagen-luce tail subunit ^single srranu 01 nomouimer; 01 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM_080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


TT „ „, " nn 11nrrart 1 -Jl - -foil Ol lt>1 T" 1 dnm A cfrQTl fi AT n^TVl Ol~T*1 Tnf^T* I AT 

Homo sapiens coiiagen-iiKe tan suounit ^smgie birciuu ui iiumuunxici^ ui 
asymmetric acetylcholinesterase (COLQ), transcript variant IV, mRNA 


NM_080539 


Homo sapiens collagen-lilce tail suounit ^smgie strana 01 noraouimer; 01 
asymmetric acetylcholinesterase (COLQ), transcript variant m, mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strana 01 nomotnmer; 01 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NMJ305677 


Homo sapiens collagen-like tail subunit (single strana 01 nomommerj 01 
asymmetric acetylcholinesterase ^UU-Lv^j, transcript variant 1, mxvrs/\ 


NM 080592 


Homo sapiens apoptosis related protein /Vriv-J {/vjtjk.-jj, transcnpt vandni ^, 
mRNA 


NM_0 16085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRJNA 


NM 014318 


Homo sapiens apoptosis related protein (APR-2), niRNA 


NM 001745 


Homo sapiens calcium modulating ligana ^AJVLbUj, mKJN/v 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAJL>)„ nuclear gene encoding rmtocnonanai protein, 
mRNA 


NM_032493 


Homo sapiens adaptor-relatea protein complex i, mu i suounn ^/vriivn^, 
mRNA 


NM_001128 


Homo sapiens adaptor-reiateu protein complex i, gamma 1 suDunu^nriui;, 
mRNA 


NM_080545 


Homo sapiens aaaptor-reiatea proxem complex i, gamnid z, suuunu ^^-vx: iu-;, 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-reiateu protein complex i, gammd j. buoumt ^^-r ivj^,^, 
transcript variant 1, mRNA 


NM_080549 


Homo sapiens protem tyrosine pnospnatase, non-receptor type o ^ririNo;, 
transcript variant 3, mRNA 


NM_0S0548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_00283 1 


Homo sapiens protein tyrosine pnospnatase, non-receptor type o lriNoj, 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 
fmecrakarvncvte^ CPTPN4 > ) mRNA 


NM_002S29 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
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t! 

NM 002828 I 
t 


-anscnot vanant 2, mRNA Vfrm D 

lomo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 

anscnpt vanant 1, mRNA . . , n-r r >m 


NM_002827 t 
r 


fomo sapiens protein tyrosine phosphatase, non-receptor type 1 (PTPN1), 

llRNA . . — f . . j nf ritnlTrt"ir 


NMJ)14241 I 

£ 


f6mo sapiens protein tyrosine phosphatase-hke (proline instead ot catalytic 
irginine), member a (PTPLA), mRNA f p T P4A2) 


NM 003479 1 
1 


Jomo sapiens protein tyrosine phosphatase type 1VA, member 2 (PTP4A2), 
ranscript variant 1, mRNA __ . „ 


NMJ)80392 1 

1 


Homo sapiens protein tyrosine phosphatase type IVA, member 2 (P1P4A/), 


NM_080391 


n« m o JLi<™ nrotein tyrosine phosphatase type IVA, member 2 (PTP4A2), 
transcript variant 2, mRNA . — - — 


NMJ)80591 


- ^^«io«Hin ^n^nneroxide svnthase 1 (prostaglandin vj/H 

Homo sapiens prostaglanam-enaoperoxiae &yinna^ A y & 

synthase and cyclooxygenase) (^G^^1^2^^ 


NMJ)00962 


Homo sapiens prostaglandin-endoperoxide synthase 1 ^prostaglandin G/H 
i^-th-sej^^ 


NM 004058 
NM 080590 


Homo sapiens calcvohosine (CAPS), transcript vanant 1, mKJN A _ 

Homo sapiens calcvohosine (CAPS), ^^^^^ —4 


NMJ)06380 


"Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 CAPPBP2), mRNA 


NMJ>03905 


Homo sapiens amyloid beta precursor protein binding protein 1, WkU 


NM_005783 


Homo sapiens ATP binding protein associated with cell differentiation 
(APACPY niR"NTA ~T5 — 


NM_080600 


Homo sapiens myelin associated glycoprotein (MAG), transcnpt vanant 2, 


NM_002361 

NM 005994 
NM 080647 
NM 080646 


Homo sapiens myelin associated glycoprotein (MAG), transcript variant 1, 

mRNA 

Homo saoiens T-box 2 (TBX2), mRNA 

w™™ cap i P .n S T-box 1 fTBXl), transcnpt vanani h^A 

&0 sapiens T-box 1 (TBXl) transcnpt ^"ant ^ "^NA 


NM 080675 
NM 080617 
NM 080611 
NM 080610 
NMJ)80602 


Womo sapiens sperm associated antigen 4-nke (SPAG4L), mKMA . _ 

Hn™ sapiens cerebellin precursor-like i ^LNLl), mRNA 

Homo sapiens dual specificity ohosphatase-like 15 (DUSFT^n^A 

Homo sapiens cvstatin 9-like (mouse) (CST9L), mRNA TlPC2D) 
Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kU) ^AK^ib,, 

mRNA -~~z r. A -^AWoi-Tvital 


NGJ)00011 
NM 016649 


" Homo sapiens genomic cytochrome P450, subtamily UA ^pnenobarbUal- 

inducible) (CYP2A.3®) on chromosome 19 JT r " 

Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mRNA _ 


NM UoUjy / 
NM_080605 


-Hh™ s* r Ws oxvsterol binding protein-like 1A (Ot^i-LiA,, mkl^ 1 

- Homo sapiens UfWbetaGlcNAc belaT^ialactosyltransferase, polypeptide 

6 (B3GALT6). mRNA . : nnTT1 ~ r f i 


NM_058169 
NM 058164 


Homo sapiens loss of heterozygosity, 12, chromosomal region 1 (LOH12CR1), 

mRNA 

TTnmn --mim- nlfartom^i" ? (OLFM2), mKNA 

Homo saniens ADAMTS-like 1 (ADAMTSL1), mRNA 


NM 052866 
NM 018030 
NM 033142_ 
NG_000013 


W n™ sapiens oxvsterol bindmg protein-like 1 A (OSBPL1 

Homo sapiens chorionic gonadotropin, beta polypeptide 7 f CGB / ), ^mRNA _ 
- Homo sapiens genomic MHCclass HI complement gene cluster (MCGC@) on 
chromosome 6 ■ 
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NM 020967 


Homo sapiens nuclear receptor coactivator 5 (NCUA^), mKNA 


NM.033044 


Homo sapiens microtubule-actin crosslmking factor 1 (MACF1), transcript 
variant 3, mRNA 


NM_033024 


Homo sapiens microtubule-actin crosslmking factor 1 (MACF1), transcript 
variant 2, mRNA 


NG 000017 


Homo sapiens genomic protocadhenn beta cluster (PCDHB@) on chromosome :> 


NM 015864 


Homo sapiens chromosome 6 open reading frame 32 (CooriJ2), mKJNA 


NM 032188 


Homo sapiens histone acetyltransferase MYST1 (MYS 11), mKJNA 


NM 030776 


Homo sapiens chromosome 20 open reading frame 183 (C20orfl83), mRNA 


NM 024918 


Homo sapiens chromosome 20 open reading frame 172 (C20orfl/2), mRNA 


NM 024812 


Homo sapiens bram and acute leukemia, cytoplasmic (BAALC), mKJNA 


NM 024777 


Homo sapiens chromosome 20 open reading frame 124 (C20orfl24), mRNA 


NM 024758 


Homo sapiens agmatmase (FLJ23384), mRNA 


NM 024641 


Homo sapiens mandaselm (FLJ 1283 8), mRNA 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


NM 024301 


Homo sapiens fukutm-related protein (FKRP), mRNA 


NM 005763 


• - . * i -i -i i j_1 /A A O O \ T> TV T A 

Homo sapiens ammoadipate-semialdehyde synthase (AASS), mRNA 


NM 023935 


Homo sapiens chromosome 20 open reading frame 116 (C20ortl 16), mRNA 


NM 021993 


Homo sapiens FUS interacting protein (serine-arginine rich) 2 (FUSIP2), mRNA 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (TRPM5), mRNA 


NM 000537 


Homo sapiens renin (REN), mRNA 


NM 016652 


Homo sapiens Crn, crooked neck-like 1 (Drosophila) (CRNKL1), mRNA 


NM 021245 


Homo sapiens myozenin 1 (MYOZ1), mRNA 


NM_001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (EIF4A2), 
mRNA 


NM 018649 


Homo sapiens H2A histone family, member Y2 (H2AFY2), mRNA 


NM 015148 


Homo sapiens PAS domain containing serine/threonine kinase (PASK), mRNA 


NMJ317902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIF1AN), 
mRNA 


NM_018285 


Homo sapiens chromosome 15 open reading frame 12 (C15orfl2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 018267 


Homo sapiens H2A histone family, member J (H2AFJ), mRNA 


NM 017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 
mRNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


NM 015993 


Homo sapiens plasmolipin (PMLP), mRNA 


NM 014938 


Homo sapiens Mix interactor (MONDOA), mRNA 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 (UBCE7IP5), mRNA 


NM_014016 


Homo sapiens SAC1 suppressor of actin mutations 1-like (yeast) (SACM1L), 
mRNA 


NM 015156 


Homo sapiens REST corepressor (RCOR), mRNA 


NM_013337 


Homo sapiens translocase of inner mitochondrial membrane 22 homolog (yeast) 
(TIMM22), mRNA 


NM_013233 


Homo sapiens serine threonine kinase 39 (STE20/SPS1 homolog, yeast) 
(STK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (APIS), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXIP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
(T1MM44), mRNA 


NM 006327 


Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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NM 006335 I 
( 


TTMM23\ mRNA ■ — - r— ~r 

lomo sapiens translocase of inner mitochondrial membrane 17 homolog A 
yf „c t )fTTMM17AlmRNA . . ■ 


NM 006420 I 
( 


lomo saniens ADP-ribosylation factor guanine nucleotide-exchange lactor z 

brefeldin A-inhibited) (ARFGEF2), mRNA 1 

Jomo sapiens T-box 1 iTBXl\ transcript variant, B, mRNA 


NM 005992 1 
NM 005834 1 
( 


lomo sapiens translocase of inner mitochondnal membrane 17 homolog B 
'veasf) OTMM17B1. mRNA . : nt>uvorn 


NM_000385 1 

i 


Homo sapiens aquaporin 1 (channel-iormmg integral protein, 28kD) (AQrl), 

TlRNA ■ ; : , . r . -I 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasmg lactor i 
CRASGRFn, mRNA — - — r-=j 


NM_000963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
Rvntbase and cvclooxygenase) (PTGS2), mRNA — 


NM_002792 


Homo sapiens proteasome (prosome, macropam) subumt, alpha type, / 


NM 002335 
NM_001402 

NM 080677 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5) mRNA , 
Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1), 

...PHA ■ 

mKJN/V _ — — — 

Homo sapiens dvnein light chain 2 (Did), mRNA _ 


NM 080672 
NM_080671 

NM 080670 


TTm™ sapiens 09H4T4 like (H17739), mKXNA _ 

Homo sapiens potassium voltage-gated channel, Isk-related subtaimly, gene 4 

IT^ien^miiar to RIKEN cT)NA 2610030J16 gene (MGC2541)^J 
Imn sapiens simttar to RTKKN cDNA 1110002C08 gene (MGC9564), mRNA 


NM 080669 
NM 080667 
NM_080665 

NM 080664 
NM 080662 
NM 080660 
NM 080659 
NM 080657 


-^^i^^Tim^ cDNA 4931428D14 gene (MGC15407) mRNA 
Homo sapiens similar to RIKEN cDNA B2301 1 8G17 gene (MUti^j, 

g^^s similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 
HjSShLn, similar fr> RIKEN cDNA laiOU^lljgeMgCggiiJa^ 
Hnmo sapiens similar to RJKEN cDNA 12000 gl^ene (UGC 4289 , mRNA, 
Homo sapiens similar to RJKEN cDNA 2310030G06 gene (MUUi*iS3y,), mRNA_ 
Homo sapiens vipirin (cie5~), mRNA _ - t^tTt rTJ- 


NM 080655 
NM 080654 
NM 080653 
NM 0S0652 
NM 004296 
NM__014234 

"NM 024775 


" H ^ to RIKEN cDNA 5730S28L13gene ( MGC17337), mRNA 

Homo sapiens NY-REN-41 ^^-^^T^iUCCr.m ufJT.^ 
" Homo sapiens similar to RIKEN cDNA 4930500C1 4 P ene (MQC9341), mRN A 
" Homo sapiens si™"- RTKEN cDNA 5730578N08 gene (M<jC15397), mRNA 

tw™ sapiens regulator of G-protem signalling o (RGS6), mRNA 
" Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-proteinJ reductase, h cob) hk* 

(E. coli) (FABGL), mRNA 

Homo sapiens gemin 6 (GEM1N6K mKMA 


KS\A 080626 
NM 080625 
NM 080616 
NM 080612 
NM 080607 

XTA/T nROfifR 
JNiVl uouuuj 


Homo sapiens BRI3 binding protein (BRI3BP), rru^NA 

" Homo-^iens chromosome. 20 open reading frame 160 (C20orf 160), mRNA 

Homo sapiens chromosome 20 open reading frame 1 12 (IzUonuz), mRNA 

Homo sapiens DOS/Gab familv member 3 (U/vbi;, mRNA 

Homo sapiens chromosome 20 open reading frame 102 (C2Uortiuzj, xtuun^ 

"Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 

Homo sapiens histone deacetylase 10 (HDAC10), mRNA ■ 


NM 032019 
NM 030815 
NM 020841 
NM 020764 
NM 016436 


W tasome 20 open reading frame 126 ((J20orfl26), mRNA 

Homo sapiens oxysterol binning nrotein-like 8 (OSBPL8), mRNA 

Homo sapiens cask-interacting protein 1 (CASKIN1), mRNA 1 

1 Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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Wrvmr* coni p»nc rlirmnncnmp 90 nnpn TP^Hinc frame 67 ( C^90nrfVS7^ mRNA 
nOmO odpiCllo UlUOlIlOoOlUC OpCll ICdLllllg uaui^ w/ ^V4.uunv/ iiix"nj.^^v 


NM 080546 


Homo sapiens CDw92 antigen (CDW92), mRNA 




*£T/vrvir\ canipnc p^mmncnmp 90 nnpn TPQ Hin O fraiTIP 4 f(~"?0orf4^ mT^NA 

xxomo bctpieiio oiiroinoooriic z\j open icdumg xidin^ -t ^^uuiiT-y, hum^a 


XTTVyf aaoi 1 


jnLorno sapiens major nisiocompatiDiiiiy conipicA, wia&o x, r\ ^xixj/^-^v^, nuvLN«r\. 


NM 023017 


Homo sapiens phosphoinositide 3 -kinase enhancer (PIKE), mRNA 


XTTV JT AO Ann 

JNM 020933 


Homo sapiens zinc linger protein 31/ ^Z/iNro 1 / miviN/Y 


NM_005037 ; 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
niKJNA 


NM OloiOo 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS35), mRNA 


■kTTV r A1 A AA1 

NM_0 14003 


Homo sapiens L/tLAJJ/ti (Asp-Olu-Aia-Asp/Hisj dox poiypeptiae do {ljdj^oo), 
mRNA 


NM_006445 


xiomo sapiens rKra pre-mKJNA processing iactor <s nomoiog ^yeasij ^jrJKJrroj, 
mRNA 


JNJVL 0036/5 


rlomo sapiens pre-inKlNA processing iactor lo ^rJvr^ ioj ? mrsJN/\ 


NM 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


"X TTV k r\r\ A ^ 'I A 

NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001863 


Homo sapiens cytochrome c oxidase subunit VIb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COX6A2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


JN!M__032o0y 


Homo sapiens cytocnrome c oxidase suDunvt iv isoiorm z ^ujvh-iz j, nuciear 
gene encoding mitochondrial protein, mRNA 


NM 0324Sy 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91-like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GAT A binding protein 5 (CjAI A3), mKJNA 


NM_002l2l 


Homo sapiens major histocompatibility complex, class II, DP beta 1 (HLA- 

T\T)r> 1 \ T)\T A 

DrBl), mRNA 


NM_078470 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

_^,T> XT A 

mKJNA 


■xnv k r\r\ /iTTr 

NM__004375 


Homo sapiens COX1 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(CvJAl 1J, nuclear gene encoamg rmtocnonuriai protein, mruN/v 


jNJyl_001303 


Homo sapiens i^/LAa.iu nomoiog, cytocnrome c oxiaase assemuiy protein, neme 
/\/iarnesyitransierase ^yeast^ [k^kjs^lvj, nucied.r gciic ciiouumg iiiiLuoiiuuuiiai 

pro IC 111, II.lIVlN.rV 


rN ivi u z> ^uz o 


XJ.OIUU odUlCllo auy 1-lIldiUliy 1 OUlltlCllolllg dlZ.jf.illC/ y^vxvjLTV^^, lJLlxvi N 


xnvr 0194RS 

lNlYl Uj^HOJ 


Wnmn Qfl-nif^riQ flirnmncAmp 90 nnpn rpnHinir frame 1 S4 f C^J.Ocivfl S4^ mRNA 


XTM" WX'XA') 
INIYl v/Jjj'tZ 


1-T nmrt campnc *t~n t\ ci W*i "f <=» rr*Al"i'F_r , A'n+c»ini'n cr 7 fT^R TlV/l 7 i TT1 K TsJ A 
XxUlIlvJ oa.[Jlc;ilo LllpdLlltC 11 1U 111 —\s\JH\.all 111 1££ / ^ A xvjllvx / y, iixxvi^^x 


TsTN/f 0^ ^49 1 


TTattia Q^nipnc fhrnmncnmp 9(i nnpn Tf'a/iino' fVamP 1 61 Clc\1~f^ ml^NA 
fxcllllvi od^JlC'lio v/lxi UllUJoVJlllC' Z.V/ vJ|JC'il iV/CivXiii^ xiaiiiV/ xv/j. ^v^uui iiui 


MM 01^107 

1M1VJL Ujj17/ 


Unmn Qnnif*nQ rlirnmncnmp 90 nnpn rearlinp" frame 114 20 or "PI 14^ mRNA 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHL1), mRNA 


KfA/T 079CC1 
1N1V1 UOZOOJ 


iiorno bd.piciis L/iir oiriosoixie zu open redoing iiuiiic iuu ^uz.uuiiiuuj, iixxviNrv 


T\TM 0^25^^ 


Homo sarjiens oxvsterol binding nrotein-like 6 fOSBPL6 j. mRNA 


NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-E1 protein (MAGE-E1), mRNA 
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NM 025128 I 
NM 024958 1 
NM 024663 1 
NM 024586 1 
NM 024120 1 
NM 022776 ] 


Homo sapiens JVlUSSi enaonucieasc __ ___ 

4 ftmn sapiens chromosome 20 open readme frame 98 (C20oriy» ), nuuNA 

lomo sapiens aminopeptidase-hke 1 (NPEPL1), mKN A _ 

3omo sapiens oxvsterol binding protein-like 9 (OSBPL9), mKNA 

Homo sapiens chromosome 20 open readme frame 7 (C20orf7), mRNA 

Homo sapiens oxysterol binding protein-like 1 1 fOSBPLl 1), mRNA 1 


JNivi uzz i \jy 
NM 022088 
NM 021158 

TvTTV/f fY>1'?'39 
JNIVI VZLZ^Z 

NM 021220 
NM 021039 


H„ mn sanie.ns CDw92 antieen (CDW92), mRNA . 1 

Homo sapiens zinc finger protein 338 (ZN* 338), mRNA 

Homo sapiens chromosome 20 open reading frame 97 (C20orf97), mRNA 

w nmn sarins woline dehydrogenase (oxidase) 2 (PRODHZ), mKJNA 1 

Homo sapiens zinc finger protein 339 (ZNF339), mKJNA . 

Homo sapiens S100 calcium binding protein A14 (calgizzann) (S100A14), 

I^RNA _ . . 


NM 020659 
NM_018972 


Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA 

Homo sapiens ganglioside-induced differentiation-associatea protein 1 
(GDAP1), mRNA 


NM 017921 
NM 01 / /o4 


Homo sapiens hvDOthetical protein FLJ20657 (NPL4), mKN A 

Homo -aniens -xv^rnl binding protein-like 10 (OSBPL10), mRNA I 
Homo sapiens oxysterol bindine protein-like 7 (OSBPL7), mRNA j 


NM 017731 
NM_0 18209 

NM 018102 
NM 015891 
NM 016599 


Homo sapiens ADP-ribosylation factor 1 GTPase activating protein 

CARP 1 GAP), mRNA — 

Homo sapiens zinc finger protein 334 (ZNF334), mRNA^ 

Homo sapiens pre-mRNA splicine factor 17 (PRP17), mKJNA 

Homo sapiens myozenin 2 (MYOZ2), mRNA 

Hnmn saniens BTB (POZ) domain containing 3 (B1BD3), mRNA | 


JN1VL 

NM 014835 
NM 014723 
NM 014183 
NM 014055 

NM 014477 


Homo sapiens oxvsterol bindine protein-like 2 (OSBPL2), mRNA 

Homo sapiens syntaphihn (SNPH), mRNA 

Homo sapiens dynem light chain ZA (UNLCzA), mKJNA . 

Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 

(CDV-1), mRNA 

Homo sapiens chromosome 20 open readme frame 10 (C20orfl0), mRNA 

w™o aniens chromosome 20 open readine frame 103 (C20orfl03), mRNA 


NJVL U1ZZ01 
NM 013369 
NM 012469 


Hn.n sapiens DNA (cvtosine-5-)-methvltransferase 3-hke (L>1NM13L), mRNA 
■ Homo sapiens chromosome 20 open reading frame 14 (C2UorIl4j, mRNA 


NM 012291 


* — "TT ] • * > /TTTT 1 > mT?>TA 

Homo sapiens extra spindle poles like 1 (S. cerevisiae) (ESPL1), mRNA 

Homo sapiens adhesion reeulatmg molecule 1 (ADRMl), niRNA 


NM 007002 
jNjyi_uuDouy 


Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA ■ 


NM 006813 
NM_002509 


Homo sapiens proline rich 2 (PROL2), mKJNA 

Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2J3), 


NM_080474 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), ~1 
member 12 (SERPINB 12), mRNA _ j 


NM 006009 
NM_003463 

NM 019888 


Homo sapiens tubulin, alpha 3 (TUB A3), mRNA , 

Homo sapiens protein tyrosine phosphatase type F/A, member 1 (f 1 r4Al), 

mKJNA . _ -— 

Homo sapiens melanocortm 3 receptor (MU3K), mkN A 


NM 001846 
NM_079422 


Homo sapiens collagen, type IV, alpha 2 (COL4A2), mKJNA _ J 

Homo sapiens myosin, light polypeptide 1, alkali; skeletal, last (MYLiJ, I 
transcript variant 3f, mRNA _ 


NM_079420 


' Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYL1), 
transcript variant If, mKN A 
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XTTV/T ArimfK 
INJVL uUU/yS 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 1 , mRNA 


NM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mRNA 




Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


NM_017bo9 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 1, 
mRNA 


NM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, mRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


JNM_U /V4Z3 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie ^ivi y jlo transcript variant z, mxciN/\ 


XTTV/f (\1 1A1Q 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscie ^ivix J— o^, transcripi variant i, ituvin/\ 


IN lVl UUH DKJy 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant a, mRNA 


1NIV1 U5U z fZ i + 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant c, mRNA 


1NIV1 U U^f D XU 


Homo sapiens SP1 10 nuclear body protein (SP1 10), transcript variant b, mRNA 


iNivi uiwo m 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 1 , mRNA 


INIVI UoU*t I / 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 4, mRNA 


1N1VI UoU^lO 


riomo sapiens peanut-UKe z (lJrosopniia) (jrJNU 1JLZ), transcript variant 3, niKJNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


INIVI UUZ 11/ 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


"MY" 1 nm QA~7 
JNU UUloU/ 


Homo sapiens mitochondrion, complete genome 


JNM UoU4oy 


Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRNA 


iNM_UU 1 y y / 


Homo sapiens Finkel-Biskis-Reilly murine sarcoma vims (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


JNjVI_0d7179 


Homo sapiens likely ortholog of mouse and rat twist-related bHLH protein 
Dermo-1 (DERMOl), mRNA 


JNM UUlUUo 


Jdlomo sapiens nbosomal protein b4, Y -linked (KJrS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein S4, X-linked (RPS4X), mRNA 


xnv>r A AC 1 AO 

JNJVIUUj \yl 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


XTTV/T A"7A/f>1 

JNM_U /y4zi 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


XTA/f AA 1 OA A 

JNJvl_001o00 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1 , mRNA 


JnM_075ozo 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


JNJVL 001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
^jjjsjnzl ), transcript variant 1, mKJNA 


iNIVl__U / 646 / 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^v^i^jsjnzjdj, transcript variant z, mKJN/v 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pi 5, inhibits CDK4) 
^ijjtsJNZxDj, transcript variant i, mJKJNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 




xaumo DdpiCIlo DI\S/JT ICUCpLUI rVT F Jtv J , TTlI\JLNzx 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 1, mRNA 


NM_0142S1 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBP1), transcript 
variant 2, mRNA 
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NM_004740 1 


rlomo sapiens TGFB1 -induced anti-apoptotic factor 1 (TIAF1), transcript variant 


NM_078471 ] 
NM 001852 


Homo sapiens TGFBl-induced anti-apoptotic factor 1 (TIAF1), transcript vanant 

1 , ml? "MA 

Homo sapiens collagen, type IX. alpha 2 (COL9A2), mKTNA 


NM 078485 
NM 001851 
NM_054026 


Homo sapiens colWn. tvpe IX. alpha 1 (CULS>A1), n-anscnpi variant A uiMNA , 
Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant l, mKXN A. 
Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNOT7), transcnpt 
variant 2, mRNA frwvrTt ^script 


NM_013354 


Homo sapiens CCR4-NOT transcription complex, subumt / ^jnui /), transcript 
variant 1, mRNA g^iwrniTMim 


NMJ304064 


Homo sapiens cyclin-dependent kinase inhibitor IB (p27, Kipl) (CDKN1J3), 


NM_000389 


Homo sapiens cyclin-dependent kinase inhibitor 1A (p21, Cipl) (CDKN1A), 
transcript variant 1, mRNA _ — — — — : 


NM_078467 


Homo sapiens cyclin-dependent kinase inhibitor iA u>21, Cipl) (LDKbllA), 
transcript variant 2, mRNA __ - — ^ 


NM_003936 
NM 004642 


Homo sapiens cyclin-dependent kinase 5, regulatory subumt 2 (p39) (CDK5K2), 

mRNA ■ 

Homo sapiens CDK2-associated protein 1 (CDK2AP1 ), mKJN A 


NM 078481 
NM 001784 
NM_080432 


Homo sapiens CD97 antigen (CD97), transcnpt variant 1, mKMA 
Homo sapiens CD97 antigen (CD97), transcript vanant 2, mKJNA 
Homo sapiens vacuolar protein sorting protein 18 (VPS18), transcnpt variam 2, 

mRNA ■ 10^^l e 18 ^ Z ^Sl 


NM_020857 


Homo sapiens vacuolar protein sorting protein 18 (VPS 18), transcnpt vananx i, 
mRNA . : : — — 


NM_080414 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcnpt vanant 2, 

UlRNA - — ■ 


NM_080413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcnpt variant J, 
mRNA - — r—n 


NM_022575 

TOA/f f^O 1 TOO 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript vanant 1, 

mRNA 

Wnmn sanims variolar protein sorting 1 1 (veast) (VPS1 1 ), mRNA 

Homo sapiens oligodendrocvte lineage transcnption factor 2 (OLIG2), mRNA 


NM 005806 
NM 012106 
NM_006095 

NM 058241 


Homo sapiens binder of Arl Two (BART1), mRNA 

Homo sapiens ATPase, aminophospholipid transporter (APLT), Class 1, type fcA, 

member 1 (ATP8A1), mRNA 

Homo sapiens cyclin T2 (CCNT2), transcnpt vanant b, mRNA 


NM 001241 
NM_000474 


Homo sapiens cyclin T2 (CCNT2), transcnpt vanant a, mRNA 
TTnmn car>icnn cvclin Tl (CONTI), mRNA 

Homo sapiens twist homolog (acrocephalosyndactyly 3; saethre-Uiotzen 
syndrome) (Drosophila) (TWIST), mRNA 


NM_080475 
NM 021209 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade ti (ovalbumin), 

member 1 1 (SERPINB 1 1). mRNA 

Homo sapiens caspase recruitment domain protein 12 (UARD12), mRNA 


NM 014550 
NM 0122S7 
NM_007049 


Homo sapiens caspase recruitment domain protein 10 (CAKU1U), mKNA 

tt _ „„_J „_ 0 rpntn.mr, Viota 9 (TT'N'I'K''' } mRNA 

Homo sapiens cenxaunn, oeia \ v^mi j. j->— j, . 

Homo sapiens butyrophilin, subfamily 2, member AI (15 a jnzAIj, transcnpt 
variant 1 , mRNA 


NM_078476 
NM 004444 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcnpt 

variant 2, mRNA 

Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo saniens Ed1iB3 (EPHB3) mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


MM 01 7440 

XNIVA \J I / t* t _7 


HnmA ccinipnc 1htiV»T^9 fFPTTR'^ ^ tr^TI Qprint xran'ont O rvi"D"MA 
IxtjIIUJ ddpiCIlo JCpiLDZ, \j->x XJJ_>— uailoviipi Variant Z, 9 ITlxvlN/A. 


NM 004535 


Homo sapiens myelin transcription factor 1 (MYT1), mRNA 


mm no6Kon 


xiomo sapiens maie-spcc-iiu/ icmm j-hkc i ^j-yrosopnna^ (1V1oJL-.jJL i transcript 
variant 3, mRNA 


MM 0786^0 


xxuiiiLi odpiciio iiia.ic-&pc/uixi^ i^tiiai «j iiivc i ^x^rosopriiiaj \ \ vi o m i / 1 j, transcript 

v cxi lain jLy 1 1 Livi n n 


NM 078629 


xxoiinj ocLjjiciio i&Liicii ~j iiivc i ^jL^rcioupniiaj ^ivi oi-O i_< i transcript 

5lTlf" 1 TYlPM^A 
Val lulll I, 1 1 XI. VX > A 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

vq t*i ° n 4 ttVR*NTA 

\ CLL lallL *tj 1IIXV1N.TV 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


MM ftS04"30 


xlUlTIU adpiCIlo oClCIIUpi. LJLC1I1 OClivx ^Ox^-L/lVxJ, ITlxviN/V 




xxoiiio bdpienb puiaLivc bouiurn-'CoupieQ cotransponer jkjs^oI i ^xvivo 1 1 ), tnJKJN/v 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6JP), 

IIxxviN/^ 


NM O^RO^ 


xxuiiiu adpiciio buiuLc uaii ici laiTiiiy / ^caLiomc amino aciQ transporter, yr 
^v<?tem*\ memher ^ (ST C^A^ mPMA 

Ojr otV^lll J y lllVlIiUwl «J \^LjX_yV_^ / £*.-J Jj 1 1 XL Vi. N XV 


NM OBO^RS 

X^IXVX UOUJOJ 


TTrvm/^i ccmi f*Ti c PCirnnYAmfnti cf* A ^ ^ PP A »nP\T A 
I1UH1U oajpiCllo l/dl UUAjr pcjJLlUaoC AJ ^V_^X/A. J ^ ? IIlxvl NzV 


NM 016476 

x > ivx v x \J*t i \j 


xauiiiu bctpiciia axv^ 1 1 diictpiidbc pruiiioLiiig complex suounic 1 1 nomoiog ^yeasx^ 
(ANAPCll"* mRNA 


NM 080389 


TTninn QanipnQ HpfpriQiTi Vipf?i 4 ^TiKFR4^ mPTsJA 

llUlllU OalJlvlld vlt-lC-lloll 1 j U ^ LCI *T yi^X-zX XJ*"TJ } ilxxvX^lxx 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006Q28 

X^IXVX v7 \_/ ^ O 


Hnmn cjiTiiPnc ciIvpt* nr»mAln(r ( mm 1 c^=»"\ ( ^ TT \f\ ml?\T A 
X XU111LJ odJJJLdlo ollVCl llLIIIliJlVjg ^llUJUoCy ^OJJLf V )^ IIXLVXN ix. 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 0S03RR 


xxuiiiu bdpicns nypouncncai proiem ivivjv^i / jZo ^ivivjv_^l / DZcSJ, ttixvIN/v 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM 0807R4 


nomo sapiens Air-Dinaing casseue, suu-iamny j\ ), memoer o 
(ABCA6), mRNA 


TsTM ofto?$n 

INlVx uOu^ O D 


nomo sapiens Air-oinumg cassene, suD-iamny j\ yj\s5\^i j, memoer y 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 10 


NM 006549 


xnjintj £>d|jiciit> vd.ioiuiix/caiiiiuuuiin-u.cpcnciciit proiem Kinase Kinase oeia 
(CAMKK2i mRNA 


NM 007200 


Homo <?anien<: A VmaQp rPRPCA^ anrlinr nrntpin 1^ / r A^^AP1'^^ mPTsJA 


NM 002476 


Ffnmn Sflnipn ^ mvo^in licrTit ■nr>1vr»f* , ntiHp k 4 p 1 li • 5ifri5il f»mKT\^rfcnir» /Tv/f^VT /!\ 

xxvriiivi oapi&Uo iliywolll, XLglll ^JKJxyyv^yllKJLC diKclll, dlx ld.1, iZllLUl yvjlllKs \iVx x L^^r ) 5 

mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


xxuiiiu t>d.piciia luuuiin, aipnd. z ^1 ux3/\zj, transcnpt variant i, mivLN/v 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


TsTM 006000 


riomo sapiens tuDuiin, aipna l (testis speciticj (l U15AI), mKJNA 


MM 004176 


Homo sapiens COX15 homolog, cytochrome c oxidase assembty protein (yeast) 
^uAij;, nuciear gene encoamg miiocnonariai protein, transcript variant z, 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1, mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 I 

>JA/f n^R?40 1 
JNiVl UDoZ'fU J 

( 


sa™™ vacuolar protein sorting factor 4A (VPS4A), mRNA 

lomo sapiens solute carrier family 8 (sodium-calcium excnangerj, member 3 
SLC8A3), transcript variant b, mRNA ^ _ — 


NM 033262 ] 
1 

NM 004869 ] 
NM 078474 
NM 025141 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger;, member 3 

'SLC8A3), transcript variant a, mRNA . 

Hr«mn <_»iien« suppressor of K+ transport defect 1 (SKUl), mKNA . 

Homo sapiens BBP-like protein 2 03LP2), transcript vanant i, mKNA 

Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 
NM 031940 
NM 020749 
NM_018672 

NM 020177 
NM 002088 
NM 006835 


Homo sapiens BBP-like protein 1 fBLPtt, transcript vanant 1, mRNA 

Homo sapiens BBP-like protein 1 (BLP1), transcript vanant J., mKiNA 

tt .: -..^ ato rA^pntnr intprartinp nrotein 1 (AliPl), mRNA 

Homo sapiens Ali recepior-inier<ttAm_ piui^m * v ^x^ A/ , . — 

Homo sapiens ATP-binding cassette, sub-family A (ABCi), member 5 

(ABCA5), mRNA 

Homo sapiens feminization 1 homolog a (FEM1A), mRNA 

Homo sapiens elutamate receptor, ionotropic, kamate 5 (.(jKIK.? ), mkNA 

Homo sapiens cyclin I (CCND, mRNA _ 


NM 001239 
NM 014286 
NM 006650 
NM 006651 


Homo sapiens cyclm H (dJNii), mtuNA 

Homo sapiens frequenin homolog (Drosophila) (b KKO ), mKJN A 

Homo sapiens complexin 2 (CPLX2), mRNA — 

Homo sapiens complexin 1 (CPLX1), mRNA 

Homo sapiens associated molecule with the SH3 domain ot i> l am ^AMSH), 
ttVRNA 


NM 001850 
NMJ)00094 


Homo sapiens collagen, type Vffl, alpha 1 (COL8A1), mKNA 

Homo sapiens collagen, type VH, alpha 1 (epidermolysis bullosa, Dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM 000077 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pio, inhibits 
rrtKA) fCDKN2A), transcript variant 1, mRNA 


NM__058197 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, p lo, inhibit 
CDK41 f CDKN2 A), transcript variant 3 , mRNA 


TsnvT 058196 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDKA) (CDKN2A), transcript variant 4, mRNA . 


NM_0 14800 
NM 079834 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, ^. eiegans; 

(ELMOl), mRNA _— — 

Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mKNA 


NM 019110 
NM_022086 

NM 058183 
NM 003103 


Homo sapiens hypothetical protein PI p373c6 (P1P373U6), mRNA 
" Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 

(ELMQ2), mRNA 

TT,..^n r.o™*/vr-ii- crYM TYNTA KinHinfT Drotein fSONY mRNA 

jriomo sapiens ouin juin/v utiiuiiig pm^m ^uv/a^; ? — 

Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 
NM 058191 
NM_0 15657 


Homo sapiens AT-hook transcription factor AKNA (AKNA), niKNA . 

Homo sapiens chromosome 21 open reading frame oo ililorlbo), iuKMA 

" Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 12 

(ABCA12), mRNA 

Homo sapiens ARS component B (ARS), mRNA _ 


NM 020427 
NM 021638 
NM 005782 


Homo sapiens actin filament associated protein ^r^rm), 

Homo sapiens transcriptional coactivator (ALY), mRNA _ 


NM 031916 
NM_024083 

NM 058230 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA _ 

Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 

(ASPSCR1), mRNA _____ 

■ Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina vanegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


NM 015399 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMS1), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (BVES), mRNA 


NM_0 17726 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 14D 

/DT)T)1D 1 /1T"\\ *%-»T>"M*A 

(rFrlK14U), mKJNA 


NM_Q0645 1 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PAJP1), 
mRNA 


XTTk AT f\ 1 0/\T> 

NM 018073 


Homo sapiens SSA protein bboo (bboo), mKJNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precursor (TEM7R), mRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NM_0227 /9 


Homo sapiens L)&J\±J/ri (Asp-oiu-/\ia-/\sp/riisj dox poiypepuae j 1 yuus^D i j 9 
mKJNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 0164b9 


Homo sapiens uridine 5 1 monophosphate hydrolase 1 (UMPH1), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAAT1), mRNA 


NM 019606 


Homo sapiens hypothetical protem FLJ20257 (rLJ20257) 5 mKJNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member 8B 
(WNT8B), mRNA 


NM_058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, mRNA 


NM_058238 


Homo sapiens wingless-type MMTV integration site family, member 7B 

/TT rVT r T" , ^7T">\ T>\T A 

(WNr7B), niRNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 

/T.Trx'PT"7 A \ — .T>"XT A 

(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant E, 
mRNA 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript vanant B, 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant C, 
mRNA 


NM_058202 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript variant H, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript vanant D, 
mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcript vanant G, 
mRNA 


NM016512 


Homo sapiens sperm associated antigen 1 1 (SPAG1 1), transcnpt vanant A, 
mRNA 


NM_057180 


Homo sapiens vacuolar protem sorting 29 (yeast) (VrS2y), transcnpt vanant 2, 

X*»TWT A 

rriRNA 


1N1V1 \J lOZZO 


xiomo sapiens vacuolar protem sorting ^yeast^ ^vr o^j, u<*iibcnpt varidnt i, 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
1-like (GNB1L), mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBP1), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 



243 

BNSDOCID: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



0 

NM 058216 I 
] 


€omo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcnpt vanant 


NM_002S76 1 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcnpt vanant 
>, mRNA . _ — — — . i 


NM_058179 ] 


Homo sapiens phosphoserine aminotransferase (PSA), transcnpt variant 1, 
mRNA - — r r— — . : 0 


NM_021154 ] 


Homo sapiens phosphoserine aminotransferase (PSA), transcnpt vananx 2, 


NM_078469 


Homo sapiens BRCA2 and CDKN1A interacting protein (BUCU-J, transcnpt 
vanant C, mRNA . -— . 


NM_078468 


Homo sapiens BRCA2 and CDKN1A interacting protein (1*aJP), transcnpt 


NM_016567 


Homo sapiens BRCA2 and CDKN1A interacting protein (BCCIP), transcnpt 
variant A, mRNA — : — -rx 


NM_058177 


u^r. g Wn g Wnne deacetvlase 9 (HDAC9-PBNDING), transcript vanant 2, 
JnLomo sapiens nisione ucd^cLyiaat< s ^u^i ^ 

mRNA 


NM_058176 

NM 022110 
NM 012181 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcnpt vanant 1, 

mRNA — — --— ' 

Homo sapiens FK506 binding protein hke (hl^^ nmiNA 

H«mn sapiens FK506 binding protein 8 (38kD) (FKBP8), mRNA . 


NM 003602 
NM 004117 
NM 002014 
NM_057092 


Homo sapiens FK506 binding protein 6 ( 36kD) (FKBP6), mKNA 

Hnmn sapiens FK506 binding protein 5 (*JSJJJO>, mkWA 

Korno saoiens FK506 binding protein 4 (59kD) (HKBP4), mRNA 

Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcnpt vanant 2, 
mRNA — — — ^rrx^ ~. i. i 


NM_004470 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcnpt vanant 1, 
mRNA — ~ 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPli*), transcnpt ™ 


NM_054033 


" Homo sapiens FK506 binding protein IB (12.6 kD) (MSJU-1BJ, transcript «u«ul 


NM_000801 


■ Homo sapiens FK506 binding protein 1 A (12kD) (FKBF 1 A), transcnpt vanant 


NM_054014 


- Homo sapiens FK506 binding protein 1 A (12kD) (FKBP1A), transcnpt vanant 


NM_057175 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcnpt vanant 1 , 


NM_025085 
NM 014708 


Homo sapiens hypothetical protein FLJ13340 (FLJ13340), transcnpt variant 2, 

mRNA - — — — ■ 

Homo sapiens kinetochore associated 1 (KM 1 C 1 ), mRNA _ 


NM 058199 
NM 014279 
NM_057174 

NM 033118 


tw,« ami*™ olfactomedin 1 (OLFM1), transcript variant 3, mRNA 

Homo satiiens olfactomedin 1 (OLFM1), transcnpt vanant i.tokNA 

Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcnpt vanant 2, 

Hn mn sapiens mvosin light chain kinase 2, skeletal muscle (MYLK2) mRNA 


NM 019117 
NMJ305103 


tt . . ™;n,,r i-rirV, lilrf -1 fDrnsonhilp) <T T TTT.4Y transcnpt vanant 1, mRNA 
Homo sapiens Keicn-iiKe ^ ^ruautJiiiia; '■^^ «- — : — 

Homo sapiens fasciculation and elongation protein zeta i (zygin 1; {bh^l), 
transcript variant 1 , mRNA _ . — ■ 


NM_022549 
NM 005112 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin 1) (f hXi), 

transcript variant 2. mRNA ■ — — 

Homo sapiens WD repeat domain 1 (WDR1), transcnpt variant z, mRNA 
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INlVl yjl 


tjAm/N conipnc AATTi re*r\e>c*t Hrm-icnn 1 /AA/T")R 1 ^ Iran ^cvrint variant 1 ml^NA 
XlOmO odpiCllo VV VJ iCpcdl UAJIIlalll 1 ^ vy .lain..*./} u. aiiot'i ijj l vaiicuii l, iiucviNr^. 


"NTV/T 001 R£9 
XNiVl_UU 1 OOZ 


nOIHU od-^Jl Clio U j LUL/iU U111C U UAlvlaoC ouuuiii l v iy ^w/vjjj^j iiu^/i^cii gtuu 

encoding mitochondrial protein, mRNA 


"Nnvyf 004.9 ^ ^ 


TJr\TYin cam'pr>c r*"\/+r»r»VkT*rvrY*ii=» r» AYiHacp en nil nit" \/a ii tWTS A l nnr*l*»Q*r or^m* 
XIUIIIO odpiCllo L>y lUOIli UIUC L» UAlUabC auuuiui v a ^v/V/v-jn^j liuoiCol gdic 

encoding mitochondrial protein, mRNA 


1N1V1 Uj / lOZ 


xTOino odpicno KGion-iiKc h ^i-^ruoupniiaj v r * J - , - n ~ Lj "/3 LLdiiocupi vdiiaiiL z-, iiu\-i.Nr^ 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


xnvyf ooi too 
JNJY1_UU1 /yy 


Homo sapiens cyclin-dependent kinase 7 (MO 1 5 homolog, Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


JNJV1_U3 /Uoy 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


xtn/t 0019B1 


Jtiomo sapiens aoaptor-reiatea protein complex i , sigma 1 suounii ^A-r i o i 
transcript varianx i, iiixvin/y 


NM_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 


IN 1V1_U D^yJJD 


xiomo sapiens unc-i iy nomoiog \\" eiegdiioj ^uinv^ii!7^, ixaiiscript variant z, 

rnR"WA 
IUlUNn 


NM_0 17675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


xnv/f 009401 


xiomo sapiens rniLOgen-acuvaiea proxem Kina.be Kinase Kinase d \jyLt\x jjs^j ), 
mRNA 


XFTV/T 00^798 
rNIVI \J\Jj /Zo 


xiomo sapiens unc-j nomoiog x5 ^v_>. eiegans^ ^ljinv^jv^^, niixiNi-v 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTL1), mRNA 




xiomo sapiens ruo interacimg protein ^seone-argmine nenj i \r uojjt i ), 
transcript variant 2, mRNA 


xnv/f oo^£9^ 


xiomo sapiens r uo mxei acting protein ^serine-argmine ricnj i vjruoir 1 ), 
transcript variant 1, mRNA 


JNM._JJD4UZ / 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH) ? transcript 
variant 2, mRNA 


"NTA A m CSV AH 

JNM_Uiyo4/ 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1, mRNA 


IN lVl_U U O J 03 


xiomo sapiens oeczo nomoiog Jts ^o. cerevisiae^ ^oxii^z^xi^, transenpt variant i 9 

mpVfA 

iruxiN/\ 


NM_032986 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 3, 

mPXT A 
TTLrsJ-Ni-v 


IN ivl_U j£yoZ> 


xiomo bapiens occzj nomoiog xs ^o. c-erevisiaey ^oxi^z^>x>j ? transcnpi variant z, 

llLCSJ-N jTV 


NM 053285 


Homo sapiens tektin 1 (TEKT1), mRNA 


TsjN/f O 1 CzlAO 


xiomo Sapiens pnospnoproiem associateo witn giycospningoiipia-enricneu 
microdomains (PAG), niRNA 


MM" 01AA7Q 
rNivx \j lhh- / y 


XlOIlltJ octpiCllb r\J_y/TJ.Vl-llKC, UCCybin I yj\ 1./J-\AvLLJ±2j\^ 1 J, II1J\J.N/-V 


TsJA/f Ol^^id^ 
1N1V1 U 1 OZ)^-) 


xioniu bdpiciib liTiixicLiidLC cdiiy reopoiibc d ^xxZ/Xvj j 9 iiixnj.n^\ 


NM_052820 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 

9 mPTvJA 

Z, IIUVINJ^V 


NM_003389 


Homo sapiens coronin, actin binding protein, 2A (COR02A), transcript variant 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM 059814 


TTnmo ^ar>icn«; na^r^aQp rppnnlnipnt Hnmain familv mpmlipr 0 l^r^AT^T^O^ 

transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 3 


Homo sapiens tripartite motif-containing 9 (TRIM9), transcript vanant 2, mRNA 


NM 015163 ] 
NM_052840 ] 

NM 000967 


Homo sapiens tripartite motif-containine 9 (TR1M9), transcript vanant l , xtikinA, 
Homo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRTJNOL6), 

mFNA — 

Homo sapiens ribosomal protein JL3 (KiO,:> ), hikina 


NM 015125 
NM 018256 
NM_016601 

NM 033415 


Homo sapiens capicua homolog (Drosophila) (CIC), mRNA . 

Homo sapiens WD repeat domain 12 (WDR12), mRNA -— — — 

Homo sapiens potassium channel, subtamily *L, member 9 (1 AbK-3) <KL,isiivyj, 

i^-jy^A 

Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA _ 


NM 001253 
NM_007065 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) (CDC5L), mRNA 
Homo sapiens CDC37 cell division cycle 37 homolog (S. cerevisiae) /), 
mRNA — ■ 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-liKe ^S. cerevisiae) (LDC^Lj, 
mRNA - 


NM_006035 


Homo sapiens CDC42 binding protein kinase beta (DMPK-like) (CDC4Zi5±-tf), 


JNM_U444/Z 


Homo saniens cell division cycle 42 (GTP binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA _— - — — 


NM_001791 


Homo sapiens cell division cycle 42 (GTP binding protein, zskl>) (U^42;, 
transcript variant 1, mRNA — — — — — 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (S. cerevisiae) ^u^o;, 
mRNA 


NM 022894 
NM_033655 


Homo sapiens polvfAl polymerase gamma (FATUIAj), mRNA _ 

Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcript variant 
1, mRNA _ — ■ — — 


NM_024879 

NM 012115 
NM 012173 
NM 033624 
NM 015002 
NM 033625 
NM 000995 
NM 033540 
NM 005612 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcnpt vanant 

2, mRNA — — 

Homo sapiens CASP8 associated protein 2 ((JASf sat 2), mRNA 
Homo sapiens F-box only protein 25 (FBX025), mRNA 

„ -i „„i,, o 1 rpR"VT09 1 ^ transcriot variant 1, mRNA 

Homo sapiens F-box only protein zi (rajujzi), uaii^nji vannm . 

Homo sapiens F-box only protein 21 (FBX02n, transcnpt variant z, mRNA 

Homo sapiens ribosomal protein L34 (RPL34"), transcnpt variant 2, mKJN.A 

Homo sapiens ribosomal protein L34 (RPL34), transcnpt variant 1, mKJNA 

Homo sapiens mitomsin 1 (MFN1), transcnpt vanant 1, mRNA 

Homo sapiens RE 1 -silencing transcnption factor (REST), mRNA 


NM 007085 
NM 000993 
NM 012180 
NM 033182 
NM 033406 
NM 012175 
NM 017425 
NM 005633 
NM_O03333 


Homo sapiens follistatin-like 1 (FSTL11. mRNA 

Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 

Homo sapiens F-box only protein 8 (FBX08), mRNA 

Homo sapiens F-box protein FBX30 (FBX30), mRNA 

Homo sapiens F-box only protein 3 (FBX03\ transcnpt vanant z, ipkinA 

Homo sapiens F-box only protein 3 (FBX03"), transcnpt vanant 1, mRNA 

Homo sapiens sperm autoantigenic protein 17 (SPA17), mRNA _ 

Homo sapiens son of sevenless homolog 1 (JJrosopmla) (bUfci), mKJNA 

Homo sapiens ubiquitin A-52 residue ribosomal protein fusion product 1 

fTTRAS"^ mRNA 

Homo sapiens transmembrane protease, serine 4 (TMPRSS4), mRNA _ 


NM 019894 
NM_033313 


Homo sapiens CDC 14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3, mRNA _ — . — 


NM_033312 


Homo sapiens CDC 14 cell division cycle 14 homolog A O cerevisiae; 
(CDC14A), transcript variant 2, mRNA — _ — 


NM 003672 Homo sapiens L.UL,it ceii division «uc i-r W m*»~ e ^v — y 
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(CDC14A), transcript variant 1, mRNA 


NM_005786 


Homo sapiens serologically denned colon cancer antigen a ^jjuuaujjj, 
mRNA 


NM_003618 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l 3 3-N-acetylglucosaminyltransterase 
1 (B3GNT1), transcript vanant 1, mRNA 


NM_020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 

i /T"\ o / — i a x T 1 1 \ t*> "VTA 

1 (B3GALT1), mRNA 


NM_033252 


Homo sapiens UJL)Jr-LjIcJNAc.Detavjal Deta-i,3-rM-acetyigiucosaminyitransierase 
1 (B3GNT1), transcript variant 2, mRNA 


NM 002954 


Homo sapiens nbosomal protein bz/a (Kroz/A), mKJNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (LULJN3), rnKJNA 


NM_024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif-containing 14 (TRJM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA 


NM_033219 


Homo sapiens tripartite motif-containmg 14 (TRIM 14), transcript variant 2, 
mRNA 


NM_014788 


Homo sapiens tripartite motif-containing 14 (TRIM 14), transcript variant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motii-contaming ZZ (IKIMZZ), mKJNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRJM32), mRNA 


NM_007276 


Homo sapiens chromobox nomolog 3 (HP1 gamma nomolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hvpothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM_032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcript variant 2, mRNA 


NM_0 18983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLA1), transcnpt variant 1, mRNA 


NM_004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NM 033030 


TT * 111 1 1 *1 /"T~\ — 1_ " 1 _ \ /T~*/~\T T \ T> *v T A 

Homo sapiens bol, boule-like (Drosophila) (BOLL), mRJN A 


NM_004216 


Homo sapiens death effector domain-containing (DEDD), transcnpt vanant 2, 
mRNA 


NM 032998 


Homo sapiens death ettector domain-containing ^Uxsuu ), transcnpt vanant 1 , 


NM 03301U 


riomo sapiens poiy^rv^j Dinamg protein ^+ ^r^x>r^*+; 5 transcnpi vdnani h, itlivln/a. 


NM 033009 


Momo sapiens poly(rC) binding protein {ry^nr**), transcnpt variant z, miviN/\ 


IN IV1 \jO J \J \J O 


TTnmrk «:anipnc nnlv^rr^^ HinHincr nrotein 4 ^PCBP4^ transcrint variant 3 mRNA 


NM 020418 


Homo sapiens polyfrC) binding protein 4 (PCBP4), transcript variant 1 5 mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 2 S mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma (SEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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( 

NM 031431 I 
NM 015490 1 

( 

NM 032970 ] 


SEC61A1), rnRNA _- 

^ sapiens tethering factor SEC34 (SEC34), rnRNA 

4omo salens secretnrv pathwav component Sec31B-l (SEC31B-1), mRNA 

-[omo sapiens SEC22 vesicle trafficking protein-like i t£. cerevisiae; 

SEC22L1), mRNA — — 

Homo sapiens vesicle trafficking protein (SEC22C), transcript vanant i, mRNA 


NM 000969 : 
NM_005034 

NM 014459 


Homo sapiens rihosomal protem L5 (RPL5), mRNA — . , 

Homo sapiens polymerase (RNA) II (DNA directed) polypeptide k i/.ukD) 

(POLR2K), mRNA . 

Homo sapiens protocadherin 17 (PCDH17 ), mKiNA . 

Homo sapiens Drotocadherin 10 (PCDH1U), transcnpx variant 1,»iRNA 


NM 032961 
NM 020815 
NM_031988 


Homo sapiens nrotocadherin 10 (PCDH10), transcnpt variant z, mRNA 

Homo sapiens mitogen-activated protein kinase kinase 6 (MAF/koj, transcript 
variant 2. mRNA , mIrn . „■,.,;■,, — 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MATZKOj, transcript 
variant 1 , mRNA — — , 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 1, 
mRNA — — _ , T 


NM_032966 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein (bLRl;, 
transcript variant 2, mRNA — — — . 


NM_001716 


Homo sapiens Burkitt lymphoma receptor 1, GTP binding protein <cLKl,, 
transcript variant 1, mRNA . — 


NM_004951 

NM 004874 
NM 001016 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specmc ^ 

protein-coupled receptor) (EBI2), mRNA _ 

Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 

Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 
NM 031271 
NM_018995 


Homo sapiens ring finger protein 17 (RNF17), transcript vanant short, mRNA 

Hom« sapiens testis expressed sequence 15 (TEX 15), rnKJMA . 

Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, nomolog ynouwy 
(MOV10Ll),mRNA _ 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma eiegans) 
(PARD6G), mRNA ■ 


NM_006704 


Homo sapiens suppressor of G2 allele of SKP1, S. cerevisiae, nomolog oi 
(SGT1), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition tactor (NAKr), transcnpt varmnl 


NM_012336 

NM 003980 
NM 032380 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript vanant 

1 mKNT-A- ■ ■ ■ ~ — 

Homo sapiens microtubule-associated nrotem 7 (MAP7), mRNA 

Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 
NM 020064 
NM_005916 

NM 004098 


Homo sapiens Src-like-adaptor 2 (SLA2). mRNA 

Homo sapiensBarH-like 1 nwnphito (BARHL1 ), mRNA . , 

" Homo sapiens MCM7 minichromosome maintenance deticient / <S. cerevisiac) 

Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 
NM_006418 

NM 005016 
NM 031989 
NM 006196 
NM 031844 


Homo sapiens heterogeneous nuclear nbonucleoprotem R (HNRPR), mRNA 

Tj^m« =nniens nifTerentiallv expressed in hematopoietic lineages (UW 1 12.), 

rnRNA : : t>xt a 

Homo sapiens polv(rC) binding nrotein 2 (PCBP2), transcnpt variant 1, mRNA 

" Homo sapiens polvfrCl binding protein 2 (PCBP2), transcnpt vanant 2, mRNA 
Homo sapiens polvfrC) binding protein 1 (PCBP1), rnKlMA _ . 

" Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (HNRPU), transcript variant 1, mRNA 


NM_004501 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


XTA K t\t\ A C f\C\ 

NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


XTTV A /\0 111/1 

NM_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


NM__031370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


XTA A AO 1 1 £ZC\ 


rlomo sapiens heterogeneous nuciear noonucieoprotein jl/ vAU-ricn eiemenx 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


XT* K f\f\r\ 1 O O 

NM_002138 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
kjna. Dmcung protein 1,3 /kxjj ^j^-iNivr-L/^, transcript variant 0, nu\j.N/v 


XTA /f HAlOfil 


rlomo sapiens lulio cen aivision cycie 10 numoiog ^o. ceievisiac^ ^v^jl'v^ ioj, 
mRNA 


XTA /f AT 1 /I o o 

NM__0314oJ 


rlomo sapiens itcny nomoiog r*3 uoiqumn protein ugase ^mousej ^ii^ri^, 
mRNA 


XTA X rVO 1 €\{\H 

NM 031 907 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


NG_000004 


Homo sapiens genomic cytochrome P450, subfamily TTTA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


XTTV K AA 1 TOO ' 

NM_001788 


Homo sapiens CJJU10 cell division cycle lu nomoiog (o. cerevisiae j (cxu^iu;, 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
2, mRNA 


"KTTV Jt f\ O 1 >~\ f\ C 

NM_03l205 


Homo sapiens calcium binding protein 1 (calbrain) (CABP1), transcript variant 
1, mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVTLA (steroid 27 -hydroxylase, 
cereDrotenamous xantnomaiosis^, poiypeptiae i i jrz//\i ^, nuciear gene 
encoding mitochondrial protein, mRNA 


KTA/T C\1 1 AQ 1 

iNiVl ud iny 1 


rlomo sapiens retmoi Dinoing protein z>, cenuiar ^rvjorj j, mi\jLN/\ 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 

IllKJNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


XTA /T AATO/IO 

JNJVL_U0 /Z4Z 


rlomo sapiens L>JbAJL//ri ^/vsp-Lriu-Aia-Asp/riis j dox poiypeptiae i y ^urir'D 
homolog, yeast) (DDX1 9), mRNA 


JNJVL_UUo / /3 


rlomo sapiens JJiiAD/rl (.Asp-oiu-Ala-Asp/rlis oox poiypeptiae 1 0 (^iviyc- 
regulated) (DDX18), mRNA 


XTA /f rvOA/CCC 

NM_030o:o 


TT— . ~ - - - - „ TAT? A TA /TIT / A <-i-»-k /"^ 1 , A 1 _ A — /T T J m^-r^-Li A n 1 1 / /""'TTT 1 1 JT^-q 

Homo sapiens DbAJJ/H (Asp-(jrlu-Ala- Asp/His) box polypeptide 1 1 (CrlLl-iiKe 
helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 3, mRNA 


A.TA4" 

JNJVL_U3Uo03 


T I _ , ^ ^ ^, „ * _ „ TAT? A TA /U / A n-n . • A 1 n A /TTJ — \ 1— v «/\1irrtQ« + irlo 11/ /~" , TTT 1 1 Jl^o 

rlomo sapiens ur,ADIrl ^ASp-Crlu-Ala-ASp/rllSJ DOX poiypeptiae 1 1 (^rlLl-UKe 

helicase homolog, S. cerevisiae) (DDX1 1), transcript variant 1, mRNA 


XTA K AArt'77A 

JNM_000 / /o 


Homo sapiens cytochrome P450, subfamily UC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


JNM_JJ3Uo /o 


Homo sapiens cytochrome P450, subfamily UC (mephenytoin 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 


TsTIVr 012239 


T-trvmrv cqtti p»n c cirrnin cil<*nt TnfltiTicT r\mp irr tVvtttiqti r^n Tf* or 1 1 ^ ti on 0 nnTYmil r\cr s f Si 

XXvJIilU oaUlCllo ollLUlll lliaUHg LJylJC' 1111U1 11 Id LI \JLL 1 v^gUlCtlUJll Ll\JlLLKJ LKJg ~J y*~> ■ 

cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 2, mRNA 


NM_0 12237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), transcript variant 1, mRNA 
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NM_012238 I 
c 


i™ ; a nien«! sirtuin silent mating type information regulation 2 homolog 1 (S. 
erevisiae) (SIRTll niRNA ■ , , j r .- PTr , 


NM_031309 I 
i 

NM 031278 1 
NM 031277 1 


tomo sapiens scratch homolog 1, zinc linger protein (Drosophila) (SCRT1), 

nRNA uVjjT 

iomo aniens tudor domain containing 1 (TDRDl), mKJNA 

^Tomo sapiens ring finger protein 17 ^^^^T t ^ ~ 


NM 031276 1 
NM 031273 ] 
NM 031272 
NM_006636 


Homo sapiens testis expressed sequence 11 (TEX11), mKJNA 

Homo sapiens testis expressed sequence l IB (IkXiiB,, mRNA 

Homo sapiens testis expressed sequence 14 iifc,X14j, mRNA 

Homo sapiens methylene 

methenyltetrahydrofolate cyclohydrolase (MTHFD2), nuclear gene encoding 
mitochondrial protein, mRNA _ 


NM_022818 

NM 018607 
NM 004856 


Homo sapiens microtubule-associated protems 1A/1B hghl ^ J 

CMAP1A/1BLC3), mRNA . 

Homo .aniens hypothetical protein PRQ1853 _PRO__^i__^A 

Homo sapiens kmesm-like 5 (mitotic kmesm-iiKe proiem 1 , 


NM 030979 
NM 030770 
NM_0U2D4D 

NM 014676 


Homo saniens poly(A) binding protein, cytoplasmic 3 ,r^J, ,uU ~ , 
Homo sapiens transmembrane protease, serine 5 (spmesm) (TMPRSS5), mRNA 
Homo saniens opioid binding protein/cell adhesion molecule-hke <GPCML), 

mRNA 

Homo sapiens oumilio homoloe 1 (Drosophila) (fUMl), mRNA 


NM 030673 
NM_003342 


Homo sapiens SEC13-hke 1 (b. cerevisiae) Qj-mi-ij, nunx^ _ _ 

Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UB<J / nomoiog, C. 

elegans) (UBE2G1), mRNA rTJ , 

Homo sapiens eel nine homoloe 1 (C. elegans) (EGLN1), mRNA 


NM 022051 
NM 015577 
NM 012170 


Homo sapiens retinoic acid induced 14 (RAI14), mKJNA 

„. ,-„„ rr k™, r,r.H; nrotfin 22 (FBX022), mRNA 

Homo sapiens f-oox uiuy u>»m" v x £2 


NM 022304 
NM_022333 


Homo sapiens histamine receptor H2 (HRH2), mRNA — 

Homo sapiens TIA1 cytotoxic granule-associated RNA binding protern-hkc 1 
(TT A T 1 > , transcript variant 2, mRNA _ — 


NM 003252 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein-like 1 
fTIALn. transcript variant 1 , mRNA _ 


NM 017910 
NM_012384 

NM 006118 


Homo sapiens hypothetical protein FLJ20628 (FLJ20628), mRNA 

Homo sapiens glucocorticoid modulatory element binding protein z <uMLB2,, 

mRNA 

Homo sapiens HS1 binding protein (HAX1), mRNA 

Homo sapiens homeodomain interacting protein kinase z (.HIPKZ), mKJNA 


NM 022740 
NM 002005 
NM 014757 
NM_025136 


Homo sapiens feline sarcoma oncogene (FES), mRNA_ _ 

" Homo sapiens mastermind-like 1 (Drosophila) (MAJYLLl), rnRNA 

ti~~,~ cowrie rmtir ntronhv 3 (autosomal recessive, with chorea and spastic 
Homo sapiens optic airopiiy -> ^uiusuubm > 

paraplegia) (OPA3), mRNA _ — — — 


NM_024505 


Homo sapiens NADPH oxidase, EF hand calcium-binding domain 5 (NOX5), 


NM_022362 


Homo sapiens MMS19-like (MET1 8 homolog, S. cerevisiae) (MMS19L), 


NM 000256 
NM_000276 


"Homo sapiens myosin binding protein C, cardiac (MYBPC3), rriRNA 

- - _j ~7~_ ^..i^prpKrorerial svndrome of Lowe (OCRL), transcnpt variant 

Homo sapiens ocuiocereDrorenai ^umum*' v v " 

a mRNA - - ■ ~ — 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcript variant 
b, mRNA — — : 


NM_001407 


"Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 3 (flamingo 
homolog, Drosophila) (CELSR3), mRNA - 
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NM_00140o 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 2 (flamingo 
nomoiog, i^rosopnnay ^v^i3i_^o-KZj, miviN/v 


JNJVI UUj / 3D 


nomo sapiens akfi actin-reiateo protein i nomoiog ±3, centractm oeta (^yeast; 

^AV^lXvlXJjj ITLtvlN l\ 


NMJH2254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 
nuviN/v 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mRNA 


NM UIoj^o 


Homo sapiens hi stone deacetylase 7 A (HDAC7A), transcript variant 2, mRNA 


XTTV vT A 1 C/1A1 

NM 015401 


riomo sapiens mstone deacetylase /A (i±L)AL,/Aj, transcript variant l, mKJNA 


NM_004082 


Homo sapiens dynactin 1 (pl50, glued homolog, Drosophila) (DCTN1), 
transcript variant 1 , mRNA 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTN1), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


NM_023001 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 3, 
mKJNA 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 2, 

___T> XT A 

mKJNA 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBP1), transcript variant 1, 

-~,T> XT A 

mKJNA 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


NM012311 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 

/"C TXT\ -~v-kD XT A 

(KIN), mKJNA 


NM_02193S 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 

___T> XT A 

mRNA 


NM_0201S0 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 
mRNA 


NM 005868 


Homo sapiens BET1 homolog (S. cerevisiae) (BET1), mRNA 


"X.TTV /f A AO /I 

NM_002467 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MY C), 
mKJNA 


"KTA./f fkOOQ 1 *7 

NM__UZZ ol / 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1, 

mPlSJA 
TTirvLN/V 


1N1V1 Uuj07^ 


riomo sapiens periou nomoiog z ^JLTOsopnnaj \rxz,i\^,) y transcript variani z, 

tyVRNTA 


rNlvl UUOODv 


nomo od.pieiio v^ipyv odociiioiyiiu proLCd.bc w noirioiog t^uiiy ^v^l,i: j, hhvin^v 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


INlvl UlNfZj^f 


nomo sapiens zinc linger proxem nomoiog ^mousej yjurr^D j, niiviN/A. 


1N1Y1 UlOo/U 


riomo sapiens sinj-associaieapoiypepiiQe, i okjj ^o/vr^ioj, iiijkjn/y 


xr\/T nnn^n 

iNlvl UUOjjU 


riomo sapiens UDiquitm-conjugaTing enzyme Jtsz variant z ^ursiizvz^, mi\j.N/\ 


NM 022476 


Homo sapiens fused toes homolog (mouse) (FTS), mRNA 


JNJVL_0z/444 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 1 
(SLC13Al) 5 mRNA 


NM UloiZ/ 


xlomo sapiens elaC nomoiog z (li. con) (xiJLACZj, mKJNA 


NM U14J 1 / 


Homo sapiens trans-prenyltransferase (TPT), mRNA 


NM_022173 


Homo sapiens TIA1 cytotoxic granule-associated RNA binding protein (TIA1), 
transcript variant 2, mRNA 


J.NJLVJL V^ZUJ / 


riomo sapiens 11/vi cyioioxic granuie-d.ssociaica ivln/^ uuiuing protein ^ii/\r j, 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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1, mRNA — 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRNA 


NM_021267 


Homo sapiens LAG1 longevity assurance homolog 1 (S. cerevisiae) (LASS1), 

T> XT A 

lliXNJLNrx . — — 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDF11), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1, mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM 022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEF6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type II) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_0 12072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (C1QR1), 
mRNA 


NM_000534 


Homo sapiens PMS1 postmeiotic segregation increased 1 (S. cerevisiae) (PMS1), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3, p65 (avian) 
fRELA), mRNA 


NM 021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLX1), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM 005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (SMCX), mRNA 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (SUPT6H), mRNA 


NM 003062 


Homo sapiens slit homolog 3 (Drosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGG1 interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKL1), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXIO-like (zebrafish) 
(VSX1), mRNA 


NM_O035O3 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutamme. 
transaminase K, kyneurenine aminotransferase) (CCBL1), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELI1), mRNA 
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NM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc linger protein 95 homolog (mouse; (Z.rryi), mKJNA 


NM_0 12458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 

y . x /nrnTL 1 ^ t*» X T» "VTA 

(yeast) (TIMM13B), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


NM_003603 


Homo sapiens Arg/Abl-interacting protein ArgBP2 (ARGBP2), transcript variant 
1, mRNA 


NM__021069 


Homo sapiens Arg/Abl-mteracting protein ArgBrz (AKuBrzJ, transcript vanant 

<-* _T~» XT A 

2, mRNA 


-v TTV AT AA/! ATA 

NM 004950 


Homo sapiens dermatan sulfate proteoglycan 3 (DSPG3), mRNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens NFS1 mtrogen fixation 1 (S. cerevisiae) (NFS1), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM_004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATS1), 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


NM__021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 2 (yeast) 

f / — X / — vx T ^* T T> "V T A 

(GCN5L2), mRNA 


NM 002877 


Homo sapiens RAD51-hke 1 (b. cerevisiae) (KAJJjIJLI), mKJNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdm homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSU1), mRNA 


NM 005618 


Homo sapiens delta-like 1 (Drosophila) (DLL1), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_014268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM 018436 


TT " 11 x /ATT /~l\ T»\T A 

Homo sapiens allantoicase (AJLLC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NMJ) 14276 


Homo sapiens recombming binding protein suppressor oi hairless (Drosophila)- 

i -i /nfTnOTTTTT \ T~\ -v T A 

like (RBPSUHL), mRNA 


NM 019557 


Homo sapiens hypothetical protein RP1-317E23 (LUCDoibl), mKJNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFL1), mRNA 


NM_005744 


Homo sapiens ariadne homolog, ubiquitin-conjugating enzyme E2 binding ! 

i * 1 /T\ — _ _ 1_ J 1 _ \ f A T)TTT 1 \ T> XT A 

protein, 1 (Drosophila) (ARIH1), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNA1), mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNUTL1), mRNA 


NM_013384 


Homo sapiens LAG1 longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


NM 020230 


Homo sapiens peter pan homolog (Drosophila) (PPAN), mRNA 




riomo sapiens transmembrane, prostate androgen muuocu ivin^v ^ jl wiiir t\±), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIP1), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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mRNA 


NM_002964 


Homo sapiens SI 00 calcium binding protein A8 (calgranulin A) (S100A8), 
mRNA 


NM 002963 


Homo sapiens S100 calcium binding protein A7 (psonasm 1) (S100A7), mRNA 


NM 014624 


Homo sapiens SI 00 calcium binding protein A6 (calcyclin) (S100A6), mRNA 


NM_019554 


Homo sapiens SI 00 calcium binding protein A4 (calcium protein, calvasculm, 
metastasis murine placental homolog) (S 1 00 A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens S100 calcium binding protein A4 (calcium protein, calvasculm, 
metastasis murine placental homolog) (S100A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens SI 00 calcium binding protein A2 (S100A2), mRNA 


NM 002537 | 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA 


NM_019854 


Homo sapiens HMT1 hnRNP methyltransferase-like 3 (S. cerevisiae) 
(HRMT1L3), mRNA . 


NM_019619 j 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_017454 ] 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant Tl, mRNA 


NM_017453 | 


Homo sapiens staufen, RNA binding protem (Drosophila) (STAU), transcript 
variant T3, mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB1), mRNA 


NM_015044 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 2 (GGA2), mRNA 


NM_013365 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 1 (GGA1), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protein 3 (cellubrevin) (V AMP3), 
mRNA . - 


NM_0 18685 


Homo sapiens anillin, actin binding protein (scraps homolog, Drosophila) 
(ANLN), mRNA 


NM 017927 


Homo sapiens mitofusin 1 (MFN1), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA binding protem (STRBP), mRNA 


NM 01S378 


1 Homo sapiens F-box and leucine-rich repeat protein 8 (FBXL8), mRNA 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor 
protein (SLC4A1AP), mRNA 


NM 018032 


1 Homo sapiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 


NM 017575 


| Homo sapiens chromosome 17 open reading frame 31 (ClvortJl), mKNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELAC1), mRNA 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACK1), mRNA 


NM 016831 


1 Homo saniens period homolog 3 (Drosophila) (PER3), mRNA 


NM_003387 


| Homo sapiens Wiskott-Aldrich syndrome protem interacting protein (WAbflF), 
mRNA 


NM 005993 


Homo sapiens tubulin-specific chaperone d (TBCD), mRNA 


NM 003014 


Homo sapiens secreted frizzled-related protem 4 (SFRP4), mRNA 


NM 006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA 


NM 002899 


Homo sapiens retinol binding protein 1, cellular (RBP1), mRNA 


NM 005524 


1 Homo sapiens hairy homolog (Drosophila) (HKY ), mKJN A 


NM_005206 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant I, mRNA 


NM_0 16823 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian) (CRK), 
transcript variant II, mRNA 


NM 016948 


| Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) 
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A) ADP»A A\ -MDMA 


NM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SDC4), mRNA 


NM 016932 


Homo sapiens sme oculis nomeobox nomoiog z ^urosopnnaj {pu^j.), mKJNA 


NM_017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


NM 017412 


Homo sapiens frizzled homolog 3 (Drosophila) (rZDJ), mKJNA 


NM 003400 


Homo sapiens exportin 1 (CRM1 homolog, yeast) (XPOl), mRNA 


NM_002889 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 

/™T> A "T»T>T700\ T"> TvT A 

(RARRJES2), mRNA 


NM_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 
mRNA 


NM_0 16656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGB1, 
mRNA 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_016655 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_002041 


Homo sapiens GA binding protein transcription factor, beta subunit 2 (47kD) 

S s — \ A T"» Y"*T*» j_ i • t Tp» "VTA 

(GABPB2), transcript variant gamma, mRNA 


NMJH6654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB1), transcript variant beta, mRNA 


NM_005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPB1), transcript variant beta, mRNA 


NM 015843 


Homo sapiens LIM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LEVI domain only 7 (LM07), transcript variant 2, mRNA 


NM 002228 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (SIRT7), mRNA 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 
cerevisiae) (SLR.T6), mRNA 


NM 016316 


T T T"k T" »"\ 7 1 1 '1 f i \ fT\ T - *"\ 7 1 T \ r>\T A 

Homo sapiens REV 1 -like (yeast) (REV1L), mRNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 
mRNA 


NM_016583 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 
mRNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


NM_0 16067 


Homo sapiens mitochondrial nbosomal protein S18C (MRPblsC), nuclear gene 
encoding mitochondrial protein, mRNA 


JNM Ul!>y4o 


Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


JNM 016397 


Homo sapiens 1 rl 1 -like (Drosopnila) (mi L), mKJNA 


NMJH6587 


Homo sapiens chromobox homolog 3 (HP1 gamma homolog, Drosophila) 
(Cr>A3), mRNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 015727 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant short, mRNA 


NM 001058 


Homo sapiens tachykinin receptor 1 (TACR1), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3 (BNIP3), 
nuclear gene encoding mitochondrial protein, mRNA 


JNJVL_U14ozU 


Homo sapiens translocase of outer mitochondrial membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSY1), mRNA 


NM_014707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-51-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM 014874 


Homo sapiens mitofusin 2 (MFN2), mRNA 


NM 014071 


Homo sapiens nuclear receptor coactivator 6 (NCOA6), mRNA 


NM 015700 


Homo sapiens HERA interacting protein 5 (HIRIP5), mRNA 


NM 015685 


Hnmn saniens svndecan bindine orotein (svntenin) 2 (SDCBP2), mRNA 


NM 014263 


Homo sapiens YMEl-like 1 (S. cerevisiae) (YME1L1), mRNA 


NM 014297 


Homo sapiens protein expressed in thyroid (YF13H12), mRNA 


NM_0 14393 


Homo sapiens staufen, RNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 


NM_0 14403 


Homo sapiens sialyltransferase 7D ((alpha-N-acetylneurammyl-2,3-beta- 
galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 


NM_014465 ! 


Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULlim), 
mRNA 


NM 014485 


Homo saoiens orostaglandin D2 synthase, hematopoietic (PGDS), mRNA 


NM_O14303 


Homo sapiens pescadillo homolog 1, containing BRCT domain (zebratisii) 
(PES1), mRNA 


NM 014253 


Homo sapiens odz, odd Oz/ten-m homolog l(Drosophila) (ODZ1), mRNA 


NM 014429 


Homo sapiens microrchidia homolog (mouse) (MORC), mRNA 


NM 006439 


Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2), mRNA 


NM 015322 


Homo sapiens fem-1 homolog b (C. elegans) (FEM1B), mRNA 


NM 014591 


Homo sapiens Kv channel interacting protein 2 (KCNIP2), mRNA 


NM 004449 


Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 


NM 014420 


Homo sapiens dickkopf homolog 4 (Xenopus laevis) (DKK4), mRNA 


NM 014421 


Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mRNA 


NM 014325 


Homo sapiens coronin, actin binding protein, 1C (COROIC), mRNA 


NM_014246 


Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 1 (flammgo 
homolog, Drosophila) (CELSR1), mRNA 


NM 014391 


Homo sapiens cardiac ankyrin repeat protein (CARP), mRNA 


NM_014336 


Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AJPL1), 
mRNA 


NM_014265 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1 , mRNA 


NM_014237 


Homo sapiens a disintegrin and metalloproteinase domain 18 (AD AMI 8), 
mRNA 


NM 005032 


Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 


NM_0 13980 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 -c, mRNA 


NM_0 13979 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIPl-b, mRNA 


NM_013978 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 1 (BNIP1), 
transcript variant BNIP 1 -a, mRNA 


NM 004178 


Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 


NM_005915 


Homo sapiens MCM6 mmichromosome maintenance deficient 6 (MIS5 
homolog, S. pombe) (S. cerevisiae) (MCM6), mRNA 


NM_002576 


Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 
(PAK l ), mRNA 


NM 012091 


Homo sapiens adenosine deaminase, tRNA-specific l (ADATl), mRNA 


NM 005358 


Homo sapiens LIM domain only 7 (LM07), mRNA 


NM 013451 


Homo sapiens fer-l-like 3, myoferlin (C. elegans) (FER1L3), mRNA 


NM 006113 


Homo sapiens vav 3 oncogene (VAV3), mRNA 


NM 003869 


Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actm-related protein 3 homolog (yeast) (ACTR3), niRNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (HERA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens single-minded homolog 2 (Drosophila) (SIM2), transcript variant 
SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosophila) (SHVL2), transcript variant 
SIM2s, mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDK1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protem (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALL1), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_012460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(T1MM9), mRNA 


NM_012457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10), mRNA 


NM_012450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


NM_012444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOll), mRNA 


NM_012240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3-like (yeast) (ORC3L), 
mRNA 


NM_0 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA ! 


NM 012222 


Homo sapiens mutY homolog (E. coli) (MUTYH), mRNA 


NMJH2279 


Homo sapiens double-stranded RNA-bmdmg zmc finger protein J AZ (JAZ), 
mRNA 


NM 012206 


TT 1 i ■ • - a HI j. 1 /TT A "\ 7/^1"T» 1 \ T1"N.T A 

Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1 ), mRNA 


NM 012205 


Homo sapiens 3 -hydroxy anthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcin, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXC1), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRB1), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDC1), mRNA 


NM_0121 lo 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HP1 alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDG1), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 ] 
JNM 


Homo sapiens peroxiredoxin 5 (PRDX5), mRNA _ — _ 

lt~™^ oa^Anc Vipcit QVmr.V transcrintion factor 2 (HSF2), mRNA — 


NM 004423 

-r-» r r\ r\ >—l A 

INiVl UU/J/H 

NM 007373 
NM_002388 


Homo sapiens dishevelled, dsh homolog 3 (Drosophila) (UVU), mKNA 
H.-.mr. sapiens sine oculis homeobox homolog 6 (Drosophila (SDC6), mRNA 
Homo sapiens soc-2 suppressor of clear homolog (C. elegans) (bHUtzj, mttiNA 
Homo sapiens MCM3 minichromosome maintenance deficient 3 (t>. cerevisiae) 
(MCM3),mRNA 


NM 004873 
NM_007316 


Homo sapiens BCL2-associated athanogene 5 (BAG5), mRNA 

Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 

variant 2, mRNA : 


NM_003819 

NM 005737 
NM 002358 


Homo sapiens poly(A) binding protein, cytoplasmic 4 ^inducible iorm) 

(PABPC4), mRNA 

Homo sapiens ADP-ribosylation factor-like 7 (ARL7), mRNA 

Homo sapiens MAD2 mitotic arrest deficient-like 1 (yeast) (MAD2L1), mKJNA 


NM 007264 
NM 006870 
NM_005476 


TTrtvnr* ci-nim© nrlrpnornedullm recentor (AFVMRY mRNA 

Homo sapiens destrin (actin depolymerizing factor) (DSTN), mRNA 

Homo sapiens UDP-N-acetylglucosamine-2-epimerase/N-acetylmannosamme 

Kinase ^vjinjj> ), uijx±>/a. . — ; 


NM_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
12C, mRNA 


NM 001878 

"KTTl It C\f\i\ A oo 

NM_UUU4oy 


Homo sapiens cellular retinoic acid binding protein 2 (CKAiJFZ), mRNA 
Hnmft car»ien<? alnha thalassemia/mental retardation syndrome X-linked (KAJJM 
homolog, S. cerevisiae) (ATRX), mRNA 


NM 002528 
NM_004085 

NM 002310 


Homo sapiens nth endonuclease Dl-like 1 (E. coh) (NTHL1), mRNA 

Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 

(TIMM8 A) nuclear gene encoding mitochondrial protein, mKJNA 

Homo saoiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 
NM 002657 
NM_006724 


Homo sapiens acetyl-Coenzyme A transporter (ACATN), mKNA 
Fnmn sapiens pleiomorphic adenoma gene-like 2 (PLAGL2), mRNA 

— L *- ■ | - i ~ i ■ a /-* if A "Dlf rlA 

Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAr 

transcript variant 2, mRNA 


NM_006882 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p!>3 binding proxem 
(mouse) (MDM2), transcript variant MDM2e, mRNA 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmdmg protem 
(mouse) (MDM2), transcript variant MDM2c, mRNA 


NM 006879 


tt^^ can i PT1c AAr\mi transformed 3T3 cell double minute 2, p53 binding protem 
(mouse) (MDM2), transcript variant MDM2b, mRNA 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmdmg protem 
/ /Tv>n"Y\yro'\ ft-oi-ior»t*iT\t \m riant MDIVT 9,a . mRNA 

(IXlOUSe J \lcilici^>Lipi vatiaiii ivx-Ls^r*.^**, — — - 


NM_003801 


Homo sapiens GPAA1P anchor attachment protein 1 homolog (yeast) (CiFAAU, 

mRNA 

TTrvmn cinipn^ mViiilm-snecific chanerone e (TRCE), mRNA 


TvTTV X f\f\1 1 OQ 

NM 003 lyi 
NMJW2370 


Homo sapiens mago-nashi homolog, proliferation-associated (Drosophila) 
(MAGOH), mRNA 

tt ~ AAAm -arrpct Hf»fi Hent-lilce 2 (veasf) rMAD2L2), mRNA 


NM 006341 
NMJ)06149 


Homo sapiens jvlauz mitotic arrest aeiincui imc; ^ u wcii> w yyv^t ^s^*-^^ **** _ 

Homo sapiens lectin, galactoside-binding, soluble, 4 (galectin 4) (LGALS4), 
mRNA . 


NM 003585 
NMJ)07129 


Homo sapiens double C2-like domains, beta (DOU2B), mKJNA 

Homo sapiens Zic family member 2 (odd-paired homolog, Drosophila) (Z.1UZ ), 

mRNA 
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NM_ 


.007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 
(U2AF65), mRNA 


NM 


007194 


Homo sapiens CHK2 checkpoint homolog (S. pombe) (CHEK2), mRNA 


NM 


007271 


Homo sapiens senne/threomne kinase 38 (STK3S), mRNA 


NM 


007232 


Homo sapiens histamine receptor H3 (HRH3), mRNA 


NM 


007278 


Homo sapiens GABA(A) receptor-associated protein (GABARAP), mRNA 


NM 


007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZD10), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM. 


.006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM 


.003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NM. 


.006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant c, mRNA 


NM. 


.006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant b, mRNA 


NM. 


.001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


NM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBEC1), transcript variant 1, mRNA 


NM. 


.006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 


006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RTT), mRNA 


NM 


006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM. 


.007068 


Homo sapiens DMC1 dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMC1), mRNA 


NM 


007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM. 


.007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM. 


.006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 


006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 


006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCML1), mRNA 


NM 


006824 


Homo sapiens EBNA1 binding protein 2 (EBNA1BP2), mRNA 


NM. 


.005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


NM. 


.006807 


Homo sapiens chromobox homolog 1 (HP1 beta homolog Drosophila ) (CBX1), 
mRNA 


NM. 


.006734 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 2 
(HIVEP2), mRNA 


NM. 


.006732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


NM. 


.006729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 


006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 


006872 


Homo sapiens TFHA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3-like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 


006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SEC10L1), mRNA 



259 

BNSDOCIO: <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RKLB), 
mRNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBS1L), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CUGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBP1), mRNA 


NM_001211 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog beta 
(yeast) (BUB IB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNC13), mRNA 


NM_006357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3), mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B ), 
mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (S100B), mRNA 


NMJ)06271 


Homo sapiens S100 calcium binding protein Al (S100A1), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subunit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) (NTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transcription factor homolog A (Drosophila) (NKX6A), 
mRNA 


NM_006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELL1), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAF), mRNA 


NM_006306 


Homo sapiens SMC1 structural maintenance of chromosomes I -like 1 (yeast) 
(SMC1L1), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNK1), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 


Homo sapiens anadne homolog 2 (Drosophila) (AR1HZ), mKJN A 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFM1), transcript variant 2, mRNA 


MM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAI1), 
mRNA 
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NM 006109 


Homo sapiens SKB1 homolog (S. pombe) (SKB1), mRNA 


NM 005982 


Homo sapiens sine oculis nomeooox nomoiog i ^.urosopmiaj ^oia-ij, uitun/^ 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


NM 005980 


Homo sapiens SI 00 calcium binding protein r (aiuurj, niKJN/\ 


NM__005979 


Homo sapiens S100 calcium binding protein A13 (S100A13), mRNA 


NMJ)0593S 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), mRNA 


NM__005936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLT1), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


NM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 
(MADH1), mRNA 


NM 006033 


•ww • 1* i ,i t • i fx TT»/^\ T^l XT A 

Homo sapiens lipase, endothelial (LIPG), mRNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 
mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransferase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


NM_006110 


Homo sapiens CD2 antigen (cytoplasmic tail) binding protein Z (UJJzJbJrz), 
mRNA 


NM 006017 


Homo sapiens prominin-like 1 (mouse) (PROML1), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


NM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40bc, mRNA 


NM_004022 


Homo sapiens dystrophin (muscular uystropny, uucnenne ana r>ecKer types;, 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS 142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 



261 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM_004020 1 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mRNA 


NM_004019 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 ab, mRNA — 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 1 a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp7 lb, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp71, mRNA 


NM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270 DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_004011 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


NM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 

• i„j nn nY(!ii') r>Y<5i£d n\ r S?nfi TT5CS230 DXS239 DXS268, DXS269, 

includes Uao14Z, U-A-oio^-, uadjiuo, L/AOi^y, .l/^o^-j^, ^vu-^u, ^ , 

DXS270, DXS272 (DMD), transcript variant Dp427m 5 mRNA 


NM_000109 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
1 DXS270 DXS272 (DMD), transcript variant Dp427c, mRNA 


NM 005657 


Homo sapiens tumor protein p53 binding protein, 1 (TP53BP1), mRNA 


NM 005632 
NM 005631 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 
Homo sapiens smoothened homolog (Drosophila) (SMOH), mRNA 


NM_005621 


Homo sapiens S100 calcium binding protein A12 (calgranuhn C) (S100A12), 
mRNA — 


NM_005620 


Homo sapiens SI 00 calcium binding protein Al 1 (calgizzarin) (S100A1 1), 
mRNA 


NM 005610 


Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


NM 005732 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 


NM_005591 


Homo sapiens MRE11 meiotic recombination 1 1 homolog A (S. cerevisiae) 
1 (MRE1 1 A), mRNA 
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NM_005590 


Homo sapiens MRE1 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 

/"IV /TT> T"7 1 1 A \ ___T> XT A 

(MRJbl 1 A), mKJNA 


NM_0O5585 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 
(MADH6), mKJNA 


NM 005584 


Homo sapiens mab-21-like 1 (C elegans) (MAdzILIJ, mKJNA 


NM_005582 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 1 05kD (mouse) 
(LY64), mRNA 


NM 005667 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNB1), mRNA 


NM 005860 


Homo sapiens follistatin-like 3 (secreted glycoprotein) (rblL3), mKJNA 


NM 005758 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


NM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcnpt variant 2, 
mRNA 


NM__005766 


Homo sapiens rbRM, KnoObr (AKHCrtsr) ana pleckstnn domain protein 1 
(cnondrocyte-aenveu ) (rAKr 1 ), mKJNA 


NM 005722 


Homo sapiens AJt*Lrz actm-relatea protein Z nomoiog ^yeast) (ALiKij, mKJNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


NM 005170 


Homo sapiens achaete-scute complex-like 2 (Drosophila) (AbCL2), mKJNA 


NM 005426 


Homo sapiens tumor protein p53 binding protein, 2 (Ir53BK2), mKJNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOM1L1), mRNA 


NM 005488 


Homo sapiens target of mybl (chicken) (TOM1), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SDC3), mRNA 


NM_005444 


Homo sapiens RCD1 required for cell differentiation 1 homolog (S. pombe) 
(RQCD1), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuioblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


TT 1 , 1**1 1 

Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA ! 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 
mRNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


TT * s — > ■ * 1J , i r\ 1*1 /T-\ 1 '1 \ / /^l -f~» f~\ T \ 

Homo sapiens G protein-coupled receptor kinase 2-hke (Drosophila) (GPRK2L), 

T* XT A 

mRNA 


NM_005262 


Homo sapiens growth factor, augmenter of liver regeneration (ERV1 homolog, 
S. cerevisiae) (Or BR), mRNA 


NM_005261 


Homo sapiens GTP binding protein overexpressed in skeletal muscle (GEM), 
mKJNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


tt _ * _ T"' A T» j 1 "1 ^» ^_ 1 /1~\_._ 1 * 1 \ /T7 A TP\ T> XT A 

Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) {r Ai ), mKJNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis \arus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


JNJVI_UUj2Jj 


xiomo sapiens v-erb-a erytiiroDiasnc leuKemia virai oncogene nomoiog *f ^avian^ 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRJL1), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPH1), mRNA 
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NM_005207 


Homo sapiens v-crk sarcoma virus CT10 oncogene homolog (avian)-hke 

[l^J\JSJL/,J, IlJj\JN/\ — - 


NM 005197 


Homo sapiens checkpoint suppressor 1 (CHES1), mRNA 


NM_005454 


Homo sapiens cerherus 1 homolog, cysteine knot superfamily (Xenopus laevis) 
(CER1), mRNA 


NM_005496 


Homo sapiens SMC4 structural maintenance of chromosomes 4-hke 1 (yeast) 
f<sMP4T 1^ mRNA 


NM 005169 
NM_005078 


Homo sapiens aristaless homeobox (Drosophila) (ARK), mRNA 

Homo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) 

(TLE3), mRNA 


NM_005077 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 

(TLE1), mRNA 

Homo saoiens single-minded homolog 1 (Drosophila) (SIM1), mRNA 


NM 005068 
NM 005067 


Homo saniens seven in absentia homolog 2 (Drosophila) (SIAH2), mRNA 


NM_005138 


Homo sapiens SCO cytochrome oxidase deficient homolog Z (yeast; t^COZJ, 
nuclear eene encoding mitochondrial protein, mRNA 


NM 005156 


Homo sapiens ROD1 regulator of differentiation 1 (S. pombe) (ROD1), mRNA 


NM_005133 


Homo sapiens RCE1 homolog, prenyl protem protease (S. cerevisiae) (RCE1), 
mRNA 


NM 005057 


Homo sapiens retinoblastoma binding protein 5 (RBBP5), mRNA 


NM 005056 


Homo sapiens retinoblastoma binding protein 2 (RBBP2), mRNA 


NM 005053 


Homo saniens RAD23 homolog A (S. cerevisiae) (RAD23A), mRNA 


NM_005049 


Homo sapiens PWP2 periodic tryptophan protein homolog (yeast) (rWrzHJ, 
mRNA 


NM_005008 


Homo sapiens NHP2 non-histone chromosome protein 2-hke 1 (S. cerevisiae) 
(NHP2L1), mRNA 


NM 004997 


Homo sapiens myosin binding protein H (MYBPH), mRNA 


NM 004677 


Homo sapiens Testis-specific XK-related protein on Y (XKRY), mRNA 


NM_004788 


Homo sapiens uhiquitination factor E4A (UFD2 homolog, yeast) (UBE4A), 
mRNA 


NM 004617 


Homo sapiens transmembrane 4 superfamily member 4 (TM4SP4), mKNA 


NM 004607 


Homo sapiens tubulin-specific chaperone a (TBCA), mRNA 


NM_004602 


Homo sapiens staufen, RNA binding protem (Drosophila) (SI AU), transcript 
variant T4, mRNA 


NM 004653 


Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY), mRNA 


NM 004787 


Homo sapiens slit homolog 2 (Drosophila) (SLIT2), mRNA 


NM_004593 


Homo sapiens splicing factor, arginine/serme-nch 10 (transformer 2 homolog, 
Drosophila) (SFRS10), mRNA 


NM 004206 


Homo sapiens vesicle trafficking protein (SEC22C), transcript variant 2, mRNA 


NM_004657 


Homo sapiens serum deprivation response (phosphatidylserme binding protein) 
(SDPR), mRNA 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog l (yeast; ^luij, 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 


Homo sapiens ribosome binding protein 1 homolog 180kD (dog) (RRBP1), 
mRNA 


NM 004164 


Homo sapiens retinol binding protein 2, cellular (RBP2), mKNA 


NM 004584 


Homo sapiens nomoiog poinuc/ ix\jvl/7;, iii - Lv - L 


NM 004794 


Homo sapiens RAB33A, member RAS oncogene family (RAB33A), mRNA 


NM_004813 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, 
mRNA 


NM 004564 


Homo sapiens PET1 12-like (yeast) (PET1 12L), mRNA 


NM 004643 


Homo sapiens poly(A) binding protein, nuclear 1 (PABPN1), mRNA 
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JnM UU4-)Ol 


riomo sapiens ovo-iiKc i^jL/rosopniiaj ^uvwLij, hixvln/^v 


NM_004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC1L), 
rnKJNA 


JSJM 00455/ 


Homo sapiens JNotcn nomoiog 4 (jjrosopnuaj ^inwi^jcihj, mrviN/\ [ 


JNM UU4oUo 


riomo sapiens lN-myristoyitransierasc z ^tniviizj, Liis\sst\ 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), mRNA 


XTA It f\f\A 1 AH 

NJVMJU414/ 


xlomo sapiens Geveiopmentauy reguiaiea oijt omaing protein i \uj\\j ijy 

••WD XT A 


NM 004851 


Homo sapiens pronapsin A (NAP1), mRNA 


XTTV K AA /irT) 

NM 004533 


Homo sapiens myosin omamg protein L,, last type jivi x r>r\^zj, mi\j>i/\ 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 5 (JVLLL.13), mKJNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA | 


NM_004526 


Homo sapiens MCM2 minichromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCJVLz), mKJNA 


XTK It AA/IO^A 

NM_004829 


Homo sapiens lympJiocyte antigen y4 nomoiog, activating j\iJs.-recepior, injs.- 
p46 5 (mouse) (LY94), mRNA 


XTA A f\f\A"lAA 

NM_004744 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine— retinol O- 
acy ltransierasej ^i-ziv/vi ), mivLN/\ 


JNM 0U45Z4 


rlomo sapiens letnai giant larvae nomoiog z ^urosopnnaj ^l^ori^zj, mrviN/\ 


JNM 004 14U 


rlomo sapiens letnai giant larvae nomoiog 1 ^urosopmiaj ^iAj±-ri,), rnrviN/\ 


JNM_004922 


rlomo sapiens oJca^Z4 related gene iamiiy, memoer v« 1^0. cerevisiae^ ^oriv^zH^, 
mKJNA 


JNM 0045 Uo 


riomo sapiens lsopentenyi-aipnospnate ueiia lsomera&e ^11^11^, iru\j.N/v 


NM 004507 


Homo sapiens HUS1 checkpoint homolog (S. pombe) (HUS1), mRNA 


JNM UU4ZOZ 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


XTA A AA/IT-CO 

JNM 004 /5Z 


Homo sapiens glial ceus missing nomoiog d ^JLrosopniia^ ^vji^ivxd^, mr\jL>j«^v 


XTA A f\f\A AHH 

JNM 0044 / / 


rlomo sapiens r oriu region gene i ^Jrrvor 1 itikin/v 


XTA A f\(\AA/Z1 

JNM 004403 


T_Ta«-ma 1-1 a-h ct 4-r~* rt. /■^-A*'* 1 i^Trmlnr't A / A A»"plr/\ rr CrtAtt PX m /If ATVI O 1 ( 1-41 -will \ TT1 1? T^| A 

riomo sapiens laciogenitai uyspiasia ^/\arsKog-ocoix synuromej ^rvjjL/i j> mrsj.N/\ 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 

pOlypeptiae (rdiKKjrj, mKJNA 


XTA A AA/1/1 C/C 

JNM 004450 


riomo sapiens ennancer 01 zeste nomoiog z ^urosopnna^ ^nz^riz^, uuvin/^ 


XTTV A (\C\ A 1 C\C\ 

JNM 004100 


Homo sapiens eyes absent nomoiog 4 (jurosopniiaj ^Jtii/Vrj, mtvrN/\ 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


JNM_00444o 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


XTA IS A A A A A ^ 

JNM 004445 


riomo sapiens Jbpnr>o (^rirriJDOj, mKJN/v 


XTA A AA/t/11^ 

JNM 004450 


Homo sapiens endosulfine alpha (ENS A), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 2 (Hu 
anngen r>) yr,L,j\ \ ixusJsj\ 


XTTV A AA/nOA 

NM_004ziU 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, d (riUijZ) mKJN/\ 


AJT\/f AA/1/101 

JNM 0044Z1 


riomo sapiens aisnevenea, asn nomoiog i ^urosopnna^ ^i/vLij, uii\jLN-fY 


XTA A AA/11QO 

JNM__0045yy 


riomo sapiens i^r^/VLJ/ri ^/\sp-oiu-/via-/vsp/riis > ) dox poiypepuue 1 1 ^v^ruu i -iiivc 
nencase nomoiog, o. cerevisiaej ^l»jjai i ^, Lranst/npL vd.ridJiL z,, iiuvln/^. 


T\T\/T ClflAllR 
INIYI UU^tJ / o 


nurnu bd.piciic> i/Ciiuidi icliiiuiu doiu uiiKiiiig piuicm i \\^r\jr\iD± i j, liuu^n. 


NM 00489S 


Homo saniens clock homoloj? Tmouse^ (CLOCKS mRNA 


NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETN1), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLN1), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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(CALB3), mRNA 


NM 004338 


Homo sapiens chromosome 18 open reading frame 1 (C18orfl), mRNA 


NM_004725 


Homo sapiens BUB3 budding uninhibited by benzimidazoles 3 homolog (yeast) 
(BUB3), mRNA 


NM_004336 


Homo sapiens BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast) 
(BUB 1), mRNA 


NM_004331 j 


Homo sapiens BCL2/adenovirus E1B 19kD interacting protein 3-hke (BNIP3L), 
mRNA 


NM 004328 


Homo sapiens BCSl-like (yeast) (BCS1L), mRNA 


NM 004045 


Homo sapiens ATX1 antioxidant protein 1 homolog (yeast) (ATOX1), mRNA 


NM 004849 


Homo sapiens APG5 autophagy 5-like (S. cerevisiae) (APG5L), mRNA 


NM_004674 


Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), j 
mRNA 


NM 004316 


Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCL1 ), mRNA 


NM 004707 


Homo sapiens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mKNA 


NM_004641 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 10 (MLLT10), mRNA 


NM 004301 


Homo sapiens BAF53 (BAF53A), mRNA 


NM 001129 


Homo sapiens AE binding protein 1 (AEBP1), mRNA 


NM 003656 


Homo sapiens calcium/calmodulin-dependent protein kinase I (CAMK1), mRNA 


NM 000239 


Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA 


NM 000435 


Homo sapiens Notch homolog 3 (Drosophila) (NOTCH3), mRNA 


NM_000251 


Homo sapiens mutS homolog 2, colon cancer, nonpolyposis type 1 (E. coli) 
(MSH2), mRNA 


NM_000249 


Homo sapiens mutL homolog 1, colon cancer, nonpolyposis type 2 (b. coli) 
(MLH1), mRNA 


NM 000210 


Homo sapiens integrin, alpha 6 (ITGA6), mRNA 


NM 001537 


Homo sapiens heat shock factor binding protein 1 (HSBP1), mRNA 


NM 001499 


Homo sapiens GLE1 RNA export mediator-like (yeast) (GLE1L), mRNA 


NM 001458 


Homo sapiens filamin C, gamma (actin binding protem 280) (FLNC), mKNA 


NM_001444 


Homo sapiens fatty acid binding protein 5 (psoriasis-associated) (FABP5), 
mRNA 


NM 001432 


Homo sapiens epiregulin (EREG), mRNA 


NM_001388 


Homo sapiens developmentally regulated GTP binding protein 2 (DRG2), 
mRNA 


NM_001340 


Homo sapiens cylicin, basic protein of sperm head cytoskeleton 2 (C 
mRNA 


NM_001326 


Homo sapiens cleavage stimulation factor, 3* pre-RNA, subunit 3, 77kD 
(CSTF3), mRNA 


NM_001325 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kD 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation factor, 3' pre-RNA, subunit 1, 50kD 
(CSTF1), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homolog (S. cerevisiae) (CDC20), 
mRNA 


NM 001122 


Homo sapiens adipose differentiation-related protein (ADFP), mRNA 


NM_003413 


Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homolog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homolog, Drosophila) (ZIC1), 
mRNA 
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NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37), mRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse') (ZFP161) mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homolog (S. pombe) (WEE1), mRNA 


NM 003565 


Homo sapiens unc-5 1-like kinase 1 (C. elegans) (ULK1), mRNA 


NM_003345 


Homo sapiens ubiauitin-coniueatine enzvme E2I (TIRPQ hnmnlnir vM=f\ 
(UBE2I), mRNA 


NM_003344 


Homo sapiens ubiauitin-coniuffatine en7vme F2H fTTRPR hnmnlncy \//»c*ct^ 
(UBE2H), mRNA 


NM_003343 


Homo sapiens ubiauitin-coniueatinp enzvme F90 9 fTTRPV "hnmrJruy vmcA 
(UBE2G2), mRNA - - - - „ - 


NM_003340 


Homo sapiens ubiauitin-coniuoatiru* pn7vmp P9F> % flTRCA/^ Vir*T«ni^rr t; 0 ««A 
(UBE2D3), mRNA 


NM_003338 


Homo sapiens ubiquitin-coniueatine enzvme E2D 1 flTRCM/S hnmnlna vpasrt 
(UBE2D1), mRNA 


NM_00396S 


Homo sapiens ubiquitin-activatinc enzvme E1C fiJBA3 Vinmnlncr vpaurt 
(UBE1C), mRNA 


NM 003320 


Homo sapiens tubby homolog (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin (plasminogen binding nroteirA fTNAI nVR 7MA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2), mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 1 


NM003251 


Homo sapiens thvroid hormone re^non^ive f SPOT 14 firvmrklrnr rati /tttt?qp , \ 
mRNA 


NM_003250 


Homo sapiens thvroid hormone recentor alivha fprvthrnH1aQtir > IpnVpmiQ A/ii-oi A/ 
erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_003223 


Homo Sapiens transcription factor AP-4 factivatincr enVta-nopr KinHincr T-i-rrkt/s»in A\ 

(TFAP4), mRNA 


NM_003222 


Homo Sapiens transcription factor AP-9 pamma fartivatincr pnli^nrpr Kinrlinrr 
1^ i^/nuii iwviui rki gcniiiiia ^tii'Li vciLiiiH dllldllL'Cl nine iit^ v 

protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcription factor AP-2 beta fartivatina pnVianrpr v»inr?ir»rr ™wfroin 
2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A), mRNA 


NM_000458 


Homo sapiens transcription factor 2 henatic* TJF-R3* variant henatir mirier 
factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyury homolog (mouse) (T) mRNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homoloe 1 (Drosonhila^ 
(SUV39H1), mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3 -like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Ty 5 homolog (S. cerevisiae) fSUPT5H) mRNA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1), mRNA 


NM 003599 


Homo sapiens suppressor of Tv 3 homoloe (S cerevisiae"* fSTTPTW* mPMA 


NMJ)03162 


Homo sapiens striatin, calmodulin bindine protein fSTRNTl mRNA * 


NM_003134 


Homo sapiens signal recognition particle 14kD (homologous Alu pna hinHina 
protein) (SRP14), mRNA 


NM_003088 


Homo sapiens smged-like (fascin homolog, sea urchin) (Drosophila) (SNIA 
mRNA 


NM 003061 


Homo sapiens slit homolog 1 (Drosophila) (SLIT1), mRNA 1 


NM 003036 


Homo sapiens v-ski sarcoma viral oncogene homolog (avian) (SKI) mRNA 


NM 003031 


Homo sapiens seven m absentia homolog 1 (Drosophila) (SIAH1) mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 I 
NM 002983 I 
NMJ)02982 ] 

"xTfc K A AO AO 1 

NM 002981 J 
NM 003864 1 


lomo sapiens SEC14-like 1 (S. cerevisiae) (SEC14L1), mRNA 

iomo sapiens small inducible cvtokine A3 (SCYA3), mRNA 

Jomo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 

-cirvA,^ mPNA 

FTomo -nniens small «n*w.iMft cytokine Al, 1-309 (SCYAlh mKiNA 

Homo sapiens sin3-associated polypeptide, 30kD (SAf 30), mRNA 


NM 002962 
NM 002960 
NM_002966 


n™n Qar.iens S100 calcium binding protein A5 (S100AS), mRNA 

Homo aniens S100 calcium binding protein Ai (Siu»Ai>, mKMA 

Homo sapiens S100 calcium binding protein A10 (annexin 11 ligand, calpacun 1, 
lipht polypeptide (pi 1)) (S100A10), mRNA __ 


NM 003707 
NM_002944 


tt JL "itmpti- T?uvD like 1 (E coli) (PTtVRl 1), mKNA 

rlomo sapiens k.uvd ujv.o i v^- v*-™ il. 

Homo sapiens v-ros UR2 sarcoma virus oncogene homolog 1 (avian) (KUM), 


NM_002941 
NM 000326 


Homo sapiens roundabout, axon guidance receptor, bomolog 1 (Drosophila) 

(ROBOl), mRNA ^ 

Homo sapiens retinaldehyde binding protein 1 (RLBP1), mRNA _ 


NM 002930 
NM 003961 
NM_002912 

NM 002900 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RUST), mRNA 

Homo saoiens rhomboid, veinlet-like 1 (Drosophila) (RHBUL), mKJNA 

Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 

(REV3L), mRNA 

Homo sapiens retinol binding protein 3, interstitial (RBP3), mRNA „ 


NM 002894 
NM_002888 

NM 002879 


Homo sapiens retinoblastoma binding protein S (RBBP8), mRNA 

Homo sapiens retinoic acid receptor responder (tazarotene induced; 1 

(RARRES1). mRNA — 

Hnmn sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA 


NM 00287S 
NM_002875 

NM 002874 
NM 002853 
NM 002o/3 


Homo sapiens RAD51-hke 3 (S. cerevisiae) (RAD51L3), mKNA 

Homo sapiens RAD51 homolog (RecA homolog, E. coli) (S- cerevisiae; 

(RAD5 1), mRNA 

Homo sapiens RAD23 homolog B (S. cerevisiae) (RAD23B), mRNA 

Homo sapiens RAD1 homolog (S. pombe^ CRAD1), mRNA __ 

TTnmn "inipns P AD1 7 hnmoW (S. pombe") (RAD17), mRNA 


NM 000264 
NM 003738 
NM 002616 
NM_002600 


Homo sapiens patched homolog (Drosophila) (P 1 CH), mKJN a _ 

Homo sapiens patched homolog 2 (Drosophila) (P1CH2), mKNA 

T Tr , 11in r-nninn- nprioH homolop 1 (Drosophila) (PERU. mRNA 

Homo sapiens phosphodiesterase 4B, cAMP-specilic (phosphodiesterase E4 

dunce homolog, Drosophila) (PDE4B), mRNA 


NM 002568 
NM_003932 


Homo sapiens poly(A) binding protein, cytoplasmic 1 tPABPCl ), mKJN A 

" Homo sapiens suppression of tumorigemcity 13 (colon carcinoma) (Msp/u 

interacting protein) (ST1 3), mRNA — 


NM 003715 
NM_002553 


Homo sapiens vesicle docking protein pi 15 (P115), mRNA 

" Homo sapiens origin recognition complex, subunit 5-lUce (yeast; iuRCdL), 

roRN^ — — : - TT^i 7 A frXQ CAX \ 


NM_002552 
NM 003634 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (OKC410, 

m"RNA — 

Homo sapiens nipsnap homolog 1 (C. eleeans) (NIPSNAP1), mRNA 


NM 002499 
NM_002484 


Homo sapiens neogenin homolog 1 (chicken) (NEOl), mRNA __ 

CQ „; PT1C n.if-l^Atirlp hindinp nrotein 1 (MinD homolog, E. coli) (NUBP1), 
jLxomo sapiens nucieouLic uiiiu-uig piv^t^m * y^t*".**-- * c ' 

mRNA — — 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, alpha 
(NAPA), mRNA — 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian)-like 2 
(MYBL2), mRNA 
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MM 00944S 


xiomo bapicns msn nomeo dox nomoxog x ^ivrobopmiaj ^xvio^i j, niKJN/\ 


MM 00^76 


xioniu oapicno ocnne/iiireoniHc KJiidbe ^oiczu iioiiiuiug 5 yeasij l KZt 1 J, 
mRNA 


NM 002442 


T-Tnmf* ^anipnQ TtrncncTii Virk-mri1r\c 1 fT^t*riQf"vnhil5A /TV/T^IT 1 ml?WA 

J.J.U11IVJ oupl^llo H-AUoaoiH IHJIIlUlwg, A ^J— '1 woVJjJllllo. J ^lVXOAl Jy lIlXvXN^V 


NMJK)2441 


Homo sapiens mutS homolog 5 (E. coli) (MSH5), mRNA 


MM 009440 

1XXVX Wl< J ' * V/ 


nuiiiu bcipieiib iixuto noiiioiog *+ yii>. (^0117 ^lvioxiH-i, ttxx\J.n/\ 


NM 002439 


Homo sapiens mutS homolog 3 (E. coli) (MSH3), mRNA 


mm nn^ztn^ 

INXVi wZ*fUJ 


xiomo sapiens manic tnnge nomoiog ^JL/rosopniiaj (JYijriNCj), mKJNA 


NM 002402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


JNlvl__UUZ3yo 


Homo sapiens Meisl, myeloid ecotropic viral integration site l homolog (mouse) 
(MEISl), mRNA 




Homo sapiens Mam4 ) transtormea 313 cell double mmute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


JN ivl__UUZ J y Z 


Homo sapiens Maniz, transtormea 313 ceil double minute 2, p53 binding protem 
(mouse) (MDM2), transcript variant MDM2, mRNA 


IN JV1_UU .5 y UO 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associatea protein ^MOJVL3 Arj, mKJNA 


IN lVI__UU Z jOU 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog K 
^avianj ^ivi/vriv^, mivxN/v 


IN JV1_UUZ -5 J !7 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (MAFG), mRNA 


mm nrn^sn 

IN XVI UVJ J J D \J 


xiomo sapiens ivjl/viji mixonc arrest aencient-iiKe l ^yeasv ^iVLAlJlLl), mKJNA 


MM 00^0^7 
inivi yjKjjyj / 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNXJ), mRNA 


MM 0099^0 
inivi \j\jz.z*\jy 


nonio sapiens Karyopnerm aipna d ^lmportm aipna oj ^JvxrxNA!)^, mKJNA 


NM 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


>JA/T 0099^0 
1N1VJ. \j\jZ.A\jZ. 


Homo sapiens ISL1 transcription factor, LIM/homeodomain, (islet- 1) (ISL1), 
mRNA 


mm nn^^Hid. 

IN IVI VJU J OU *r 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


NM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), mRNA 


JNJML_UU3oOO 


Homo sapiens inositol polyphosphate-4-phosphatase 5 type n, 105kD (ESTPP4B), 
mRNA 


IN ivi_w 1 J jO 


Homo sapiens HJVll 1 nnKlNr metnyltransxerase-like 2 (S. cerevisiae) 

^liivlVi 1 ll^Z )^ mKJNA 


NMJ)01535 


Homo sapiens HMT1 hnRNP methyltransf erase-like 1 (S. cerevisiae) 

/TTPTv/TTIT 1 ^ mT?TsJA 
^rlxvLVX 1 1 JL» 1 ITUvlN/V 


mm oo^ro.^ 


Homo Sapiens harakin, BCL2 interacting protein (contains only BH3 domain) 
^nxviv mivXN/Y 


MM 0091 S9 

INIVI 1/LJ.^I.J.Z 


xiomo sapiens nistiume ncn calcium binding protein (JblKUj, mKJNA 


MM 0091 1 id 

INIV1 Ul/Zl In 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 
(HTVEPl), mRNA 


MM 00^710 

XNXVX HUj / 1U 


xiomo sapiens serine protease lnniDitor, ivumtz type 1 (oKUN 1 1 ), mKJNA 


iNM__000179 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


MM OOHS^Q 

in xvi uuuojy 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


NM 002077 


Homo sapiens golgi autoantigen, golgin subfamily a, 1 (GOLGA1), mRNA 


XNXVI_UU J o / o 


Homo sapiens gamma-glutamyl hydrolase (conjugase, folylpolygamma glutamyl 
nyuroiase^ ^vjvjxtj, mx\j.N/\ 


NM 001488 


Homo saniens transcrintional adantnr 9 ( AF)A9 hnmnlop vea^t i-like rXAl^>A9T ^ 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM_002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 


Homo sapiens GATA binding protein 3 (GATA3), mRNA 


MM 002050 


Homo sapiens GATA binding protein 2 (GATA2), mRNA 


NMJ302049 


Homo sapiens GATA binding protein 1 (globin transcription factor 1) (CrAlAi;, 
mRNA 


NM_002040 


Homo sapiens GA binding protein transcription factor, alpha subumt (60kD) 
(GABPA), mRNA 


NM 002039 


Homo sapiens GRB2-associated binding protein 1 (GAB1), mRNA 


MM 003508 


Homo sapiens frizzled homolog 9 (Drosophila) (FZD9), mRNA 


MM 003507 


Homo sapiens frizzled homolog 7 (Drosophila) (FZD7), mRNA 


NM 003506 


Homo sapiens frizzled homolog 6 (Drosophila) (FZD6), mRNA 


NM 003468 


Homo sapiens frizzled homolog 5 (Drosophila) (JeZLtt), mRNA 


NM 003505 


Homo sapiens frizzled homolog 1 (Drosophila) (fZDl), mRNA 


NM 001465 


Homo sapiens FYN binding protein (FYB-120/130) (FYB), mRNA 


MM 002031 


Homo sapiens fyn-related kinase (FRK), mRNA 


NM 003717 


Homo sapiens neuropeptide FF-amide peptide precursor (NRb t ), tiikjna 


NM 001457 


Homo sapiens filamin B, beta (actm bmdmg protein 2 /») (.HJNtfj, itlkjn a 


NM 001456 


Homo sapiens filamin A, alpha (actin binding protein 280) (FLNA), mRNA 


NM 002018 


Homo sapiens flightless I homolog (Drosophila) (FLIT), mRNA 


NM 001991 


Homo sapiens enhancer of zeste homolog 1 (Drosophila) (EZH1), mRNA 


NM 001990 


Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 


NM 000503 


Homo saoiens eves absent homolog 1 (Drosophila) (EYA1), mRNA 


NM_001989 


Homo sapiens eve, even-skipped homeo box homolog 1 (Drosopnila) (iiV^vij, 
mRNA 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 
(avian) (ERBB3), mRNA 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/RNP complex 1- 
interacting) (DUSP11), mRNA 


NM_003859 


Homo sapiens dolichyl-phosphate maxmosyltransferase polypeptide 1, catalytic 
subunit (DPMI), mRNA 


NM 001928 


Homo sapiens D component of complement (adipsm) (DF), mRNA 


NM 003649 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 1, mRNA 


NM_001343 


Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotem 
(Drosophila) (DAB2), mRNA 


NM_001913 


Homo sapiens cut-like 1, CCAAT displacement protein (Drosophila) (tu lL,l), 
mRNA 


NM 001316 


Homo sapiens CSE1 chromosome segregation 1-hke (yeast) (vJSfclL), mRNA 


NM 003652 


Homo sapiens carboxvpeptidase Z (CFZ), mRNA 


NM 003909 


Homo sapiens copine HI (CPNE3), mRNA 


NM 003915 


Homo sapiens copine I (CPNE1), mRNA 


NM 001308 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kD (CPN1), mRNA 


NM 001841 


Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 


NM 001280 


Homo sapiens cold inducible RNA binding protein (C1RBF), mRNA 


NM 001274 


Homo sapiens CHK1 checkpoint homolog (S. pombe) (CHEKlh mRNA 


NM_001806 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (CiiiJFU), 
mRNA 


NM_003655 


Homo sapiens chromobox homolog 4 (Pc class homolog, Drosopmia) ^ts^;, 
mRNA 


NM 001749 


Homo sapiens calpain, small subunit 1 (CAPNS1), mRNA 


NM 000716 


Homo sapiens complement component 4 binding protein, beta (C4BPB), mRNA 


NM_000715 


Homo sapiens complement component 4 binding protein, alpha (C4BPA), 
mRNA 


NM 001726 


Homo sapiens bromodomain, testis-specific (BRDT), mRNA 
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XTA A AA 1 lAf 

NM_001205 


Homo sapiens jDO.LZ/aaenovirus .bin iyts±j lnieracting protein i ^u/sjir i ) 9 
TxanscnpL vananx oiNJUr 1 , mj>JN/\ 


NM_001714 


Homo sapiens Bicaudal D homolog 1 (Drosophila) (BICD1), mRNA 


NM_0037oo 


Homo sapiens beclm l ^coiiea-coii, myosin-iiKe dulz interacting protein j 
(BECN1), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


XTA A nni i on 

NM 001 loV 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPX1), mRNA 


XTA A A A 1 A O 

NM_0016yb 


Homo sapiens AU RNA binding protein/en oyl -Coenzyme A hydratase (AUH), 
nuclear gene encoding mitochondrial protein, mRNA 


XTA A nAI /CTO 

NM_00 1 672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


XTA A AA1/T10 

NM 00l63o 


Homo sapiens apolipoprotein F (APOF), mRNA 


XTA A f\(\1C\ni 

NM 003^77 


Homo sapiens aryl hydrocarbon receptor interacting protein (AJP), mRNA 


ATA A A A 1 nO 

NM_00113o 


Homo sapiens agouti related protein homolog (mouse) (AGRP), transcript 
variant 1, mRNA 


XTA A ACOO /I /T 

NM_05b24o 


Homo sapiens DnaJ (Hsp40) homolog, subiamily jd, member o tUNAJ rsoj, 

„_T3 XT A 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


XTA yf Af 01 

NM 058165 


Homo sapiens diacylglycerol acyltransferase 2 -like (DGAT2-like), mRNA 


ATX >r rv/\ 1 O ZT 1 

NM_0018ol 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4I1), nuclear 
gene encoding mitochondrial protein, mRNA 


XTA /T A 1 /I /I A 1 

NM 0144^1 


Homo sapiens ioncneaa box rz {rUXJrZ), niKiN/v 


XTA A AC/11 1 A 

NM_U541 10 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme polypeptide N- 
acetyl gaiactosammyitransierase / ^vj/\j-riN i / j, ituvin/v 


XN1V1 UUO/ZO 


jtiomo sapiens vesicie TramcKing, oeacn ana diiunor conidinmg ^i^isjj^vj, iiii\jl>i/\ 


ISlVl UZUOOj 


jiomo sapiens lv^iu-iiKe jkjio uirase ^1^^, mtviN/v 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) (ALS2), mRNA 


NM Ujzojz 


Homo sapiens nypotneticai zinc linger protein wiKjy^ZDyo jiviuL^zjyo ), miviN^v 


XTA/T ACJA/ll 

NM UZ>3U4:5 


Homo sapiens nypotneticai protein ivioL/ZU4ou ^iviv_r\^zu4ou mJviN/\ 


ATA A AC1A17 

NJVL Uj3U 1 / 


jtiomo sapiens /VL/x-nDosyitransierase j (/\_kidj, nuviNA 


NJVL KJjZyyy 


riomo sapiens cnemoKine-iiKe iacxor-iiKe proiem ^Jtvi^rri i ^v^jsj^rrii ), ir\i\i\/\ 


XTA/T H^9ftQ1 


Jtiomo sapiens nypotneticai protein qj / mr lh.d ^novei v^zjiz type zinc linger 
proiem j ^ivivjv_,zuju*+y, iiiivin/^ 






ATA/f 0<\9Q^O 
IN 1V1 UJZ7OV 


T— T/^mo coriipnc rpfin ai r\ V\inHftifr TM*oi"<aiTi 7 it? TIP7 i rn K NT A 
XlUIllU odpiCIlt> ICUIIUILL UlllUlIlg piOlCUl / ^JVDr / ^, IlilVlN^rV 


J.N1VJL VDZyDy 


jtiomo sapiens paimexm o yr ), miviN-rv 


AJA/f 0^9QZLQ 
1N1VI UjZ7nO 


noiiiL) bdpiciib boning ncAin zu ^oiNyvzoy, iiirviN/A. 


XTA/f 90/17 


jriorrio sapiens nearx aipna-Kinase ^jri/\is»y, itixvin^v 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


ATA/f n^9Q/ / l'i 


Homo sapiens nypotneticai protein ivivjv^ioh^i ^ivivjv-/io't!7i ) 9 iiixsjln/\ 


XTA/T ACOO/1 1 
JNJVL UDZy41 


Homo sapiens guanyiate uincung protein 4 ^vjjDJr^t^, nuviN/v 


NM 0DZV35 


Homo sapiens nypotnencai protein iviaj k^zkj /oi ^iviov^zu / o i j, ttlkj.n/\. 


xta A ACOCQA 


Homo sapiens peptioogiycan recognition proiem precursor ^jrvjJLr xs\sr), mjKj>j/\ 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 

/QT P9 A nVPXJA 
(OJU<wZ/\13j, m±viN/\ 


XTA A ACOOC/1 

NM OjZoo4 


Homo sapiens sialic acia oinamg ig-iiKe lecim 1 1 ^oiojLfiiL^i i ), txijkjn/\ 


AJA/T 0^9877 


TTaitio QanipnQ <;iTni1nr tn VivriAthptirjil r>rAfpin TVTNC!H-5'^Rf : i CKACiC*] 7544^ mRNA 

XiUlllv' OO-l-llC'llO ollililCtl IAJ liy L/SJ LiidlUal LIHJLwlli- iVAiiV/U X<JOU ^1VXVJV_-»1 / J*t*ry, Illivj-^IXX 


NM 052876 


Homo sapiens transcriptional repressor NAC1 (NAC1), mRNA 


NM_052873 


Homo sapiens MGC 16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 1 
1 

NM 052858 ] 
NM 052855 
NM 052854 
NM 052844 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protein 

Ho™Lpiens similar to RKEN cDNA 1810006A16 gene (LOC91862), mRNA 

sm i ms hvnothetical nrotein MGC1 5396 (MUCl^yc-), mKJNA 
Homo sapiens old astrocyte specifically induced substance (OASIS), mKJNA 
Homo sapiens hypothetical protein MGC20486 (MGC204S6), mKJNA 


NM 052839 
NM 033551 
NM 033549 
NM 033546 
NM_033544 

NM 033515 
NM 033519 
NM 033516 
NM 032231 


Homo sapiens pannexin 2 (PANX2), mRNA 

Homo sapiens hypothetical protein MGC19556 (MGC195bb), mKJNA 
Homo sapiens hypothetical gene MGC1 127 (MGC1 127), mKNA 

Homo sapiens myosin regulatory light chain (MLC-B), mRNA 

Homo sapiens similar to cyclin-E binding protein 1 (H. sapiens) (MUCi4:>&o;, 

mRNA 

Homo sapiens MacGAP protein (MacGAP), mKNA 

Homo sapiens olfactory receptor sdolf (sdolf), mRNA 

Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 
Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 
NM 033378 
NM 033377 
NM 033448 
NM_033424 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 

Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 

Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGB1), mKJNA 

Homo sapiens keratin o irs (isJ*.i oij*.o;, nurviN^ 

Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (Tvl. musculus) (LOC9277 1), mRNA 


NM_033445 
NM 033439 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 

(iVlvJV-'J I OJ J, 1 1 LIVING _ _ . 

Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 
NM 033438 
NM_033423 


Homo sapiens elastase 2A (ELA2A), mRNA _ 

Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 

Homo sapiens similar to granzyme B (granzyme 2, cytotoxic T-lymphocyte- 

rt t,,-^;^^ ^ctRmcp 1^ nr saniens^ f CTTLA.1 k mRNA 

associated serine coiciaac xj v 1 - 1, ^k 1 ^ 11 * 3 / . — 

Homo saoiens hypothetical protein MGC13523 (MGC13523 ), mRNA 


NM 033411 
NM_033416 

NM 033413 
NM 033410 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME TV (MGC19606), mRNA 

Homo sapiens hypothetical gene MGC16309 (MGC16309), mKNA 
Homo sapiens hypothetical protein MGC13138 (MGC13138), mKJNA 


NM 033419 
NM 014083 
NM 033043 
NM_031451 

NM 033183 
NM 020443 
NM 033343 
NM 033318 
NM 03332S 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 

Homo sapiens PRO0767 protein (PRO0767), mRNA 

Homo sapiens chorionic gonadotropin, beta polypeptide 5 (COB 5), mKJNA 

Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 

TES101RP (MGC4766), mRNA — 

Homo sapiens chorionic gonadotropin, beta polypeptide 8 (COB8), mRNA 
Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 

Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 

Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 
Homo sapiens capping protein alpha 3 (CAPPA3), mRNA . — _ 


NM 033315 
NM 033309 
NM 033296 
NM 033297 
NM 033280 
NM_033196 

NM 033272 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 
Homo sapiens hypothetical protein MGC4655 (MGC4655), mRNA 

Homo sapiens T-cell activation protein (J'ORl ), mKJNA 

Homo sapiens leucine-rich-repeat protein (RN02), mRNA 

Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mKNA 
Homo sapiens similar to ZINC FINGER PROTEIN 85 (£INC FINGER 
PROTEIN HPF4) (HTF1) (H. sapiens) (LOC91 120), mRNA 
Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDI2), mRNA 


JNM U33Z04 


xiomo sapiens Drotner 01 \^u\j ^jdw^j, itiivln/\ 


JNM U33zU4 


xiomo sapiens nypotneucai gene ujsJrjespD /uauioh- /uiuioh-i, itijsj.n/\ 


JNM U33z:>y 


xiomo sapiens i^aivi-jsju inniDiiory protein v^r\ivi-jviiiN )•> rnivLN/v 


VTTV/T rk17^Q7 

JNJVl yjoZjy 1 


rioiiio sapiens testes ueveiopnient-reidieu in lu-orzi ^in i jlj-oxz i ), iuivin/\ 


iNJVl_U3 3z 1Z 


xiomo sapiens nypotnencaj gene supponeu oy xjv^uuhju/, dv_/Uuozoj 
(MGC 10992), mRNA 


JNJVl U33zUo 


xiomo sapiens sirnnar 10 jency ^mousej nomoiog-iiKc yL^Kjy^zf 1 1-> i), niixiN-rt. 


"KTNyf AtillQ^ 
JNJVl 0331:0 


xiomo sapiens lactate uenyarogenase r\ -nive ^luiil j, rni\jN/\ 


JNM_U1 o 043 


xiomo sapiens JLJis^rZ/xH-j^x' izz protein ^lyis-r zjt ho izzy, itii\j.n/\. 


JNJVL U3Z0U4 


xiomo sapiens iting aLpna/oeia nyuroiabe 1 ^i^/ajdxxi iuxsj.n/v 


JN IVI__U3 Z 1 D d 


xiomo sapiens nypometiodi protcm jl^xsjt /^y-rDHi^ ihu ^jvt Zjih jhi^ i *t i jy, 

mPXT A 
Tni\_LN/V 


1N1V1 UjUoUj 


XIOIIIO bd.piCllo Iiyp*JLIlCLlL/a.l piULCill X XjJ JLV/V/J J JL \J\JU U Jy 1 1 LLVi N A 


"MN/f A9/4A£9 
JNiVl UZhUOZ 


xiomo sapiens nypotneucai protein iyivj\^jj>jo ^ivxvj\^w)_)jo^, uiiviNr\ 


JNJVl UZHUO;* 


xiomo sapiens nypotnctic-d.1 protein ivxvjv^jj ju ^ivxvjv^j^jo^j iiuviNrv 


JN1VL U1C04Z 


xiomo sapiens seiine/irireomne protein Kinase lvxrvoiv ^ivioi £ t > i, iiiivin/\. 


INIVL Ujj 1Z / 


xiomo sapiens lCgtiudit/iii gene pruiiMJiui icgion icidicu piL/iciii ^iwjxivy, iii-xvin^v 


JNJVl UjjIZo 


xiomo sapiens scinuenn ^ov^hn mxviN/\ 


INIVI kjddKjdo 


xiomo sapiens ring linger protein z^ ^jcvln rz^, rnxviN-rv 


1N1V1 \J3 5 1 lo 


xiomo sapiens nypotnctiwai prutcui ivxvj\^ivj/ ih ^ivivjv^iu/ ihj, iiiivin f\ 


1N1VL UjjIZj 


Vfr\mr\ cnr\if*-nc tactic Hp»\r^lrkr\TVH=»r»t -r<»l ntf=»H TsTV r T > i« < sP97 nsJVTl-^IP97^ tyiPNA 

xiomo sapiens testib-ucvciopmcnt rciatcu. in i u-orz. / ^in i j^-oiZr / ^, iiiiviNrA. 


JN1VI U J 3 1 ZD 


xiomo sapiens serme/tmeonine jcmase xois^xiz ^xoisjrLzj, iruviN/v 


JNJVl U33lz4 


xiomo sapiens jn yu-oJtZo protein ^rs ijj-orzoj, mx\jN/v 


JNIVI_U33 IZZ 


xiomo sapiens testis aeveiopment protein in i u-orzo ^in x iy-orzoj, mxsjiN/\ 


"NTA A (VI Q1 1/1 

JNJVl U^oll4 


Ur>m/\ rnnionp A/T A TYP 1 r\rr\tpin /T^4^ A AP 1 "\ TVlP XT A 

xiomo sapiens ivx/vl/Jt-i protein ^ivi/\xjx-i^, rniviN/v 


NM 033083 


Homo sapiens EAF1 protein (EAF1), mRNA 


JNJVl U33Uo/ 


nomo sapiens nypotneiicai protein r l,j ihj i 1 ^x-lj 1*40 1 1 j, mxviN/v 


JNJVL UZ4D1Z 


xiomo sapiens leucme-ncn repeat-containing z ^lxsjv^z ttix\jn/\ 


\TAyf AA^A9Q 


xiomo sapiens paraneoplastic antigen ivi/\i ^xinivx/^i niisj.Nr\ 


JNLVl UJjUZD 


xiomo sapiens nypotneucai protem ri_<j i jj i a v ' •"■^ )■> nnviN/v 


iNJVi_uij> loy 


xiomo sapiens nomoiog 01 yeast riDOsonie oiogenesis regulatory protem xnjvoi 


tsTKA A1^19Q 


xiomo sapiens septm o ^oxzjtzj, iijxvin/\ 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


"MA/T A"*99A£ 
INIVI U3ZZUO 


xiomo sapiens nypotneiicaL protein rLJzi /\jy ^rLJzi /vy), iru\±\i\ 


XTA/f A^97Q7 


xiomo sapiens nypotneucai protein flj m^ty / ^rLj 1^7 / mrviN/\ 


KT\A A^9zL79 
1N1V1 \)dJ.h / Z 


xiomo sapiens peptiayiproiyi isomerase ^cyciopninn^-iiKe j ^rr jjuj^, uixvin/y t 


INIVI UJ)ZyJO 


xiomo sapiens jjljz yuy^DA ) 7 miviNy-v 


"MTV/T 0^9^77 


xiomo sapiens meidnoma-dssocidiea cnonoroitm binidte prutcugiywdii-ixivc 

^L/VJ^OHUUH J, lliXViNxV 




XXOIIIO SdpiCUS liypOlilCLlL'dl piOtClll XVXVJ V_/ 1 1 JOU ^1VX\J V^/ 1 lDOKJJ) lllTvlN^Y 




xxoiiio odpiciio xiypotiictiL'di piotciii 1VXVJV./1 *+ / y j ^±vxv_jv^i*t /yjj, iiixvin-ta. 


MTV/T A^9Q9R 


xiomo sapiens nypotncticdi piotcin ivivj it-ihi ^ivxv-j^ihihi j, iiii\j.n/-v 


INIVI \jDAy£ / 


xiomo sapiens nypotneucai protem ivxvjv-/i j iDy ^ivioL/ijijyj, iiix\j.n/-v 


Xnv/T A79Q9A 


xiomo sapiens nypotneiicai protem iviov^iz) / j / ^ivio^io / j / j> mxviN/\ 


1 ~ J. YX \J ^* S — * X 


Homo saniens hvnothetical nrotein MGC 15 875 HVIGC 15875^ mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC 14407 (MGC 14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 16A 
(PPP1R16A), mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MUU , mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436), mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC 12928 (MGC 12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGC13130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC160J7), mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGC15827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSM10 (LSM10), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032S78 


Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC 1543 7 (MGC15437), mRNA 


NM 032867 


Homo sapiens hypothetical protein FLJ14966 (FLJ14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FLJ14950 (FLJ14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FLJ14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FLJ14871 (FLJ1487 1), mRNA 


NM 032850 


Homo sapiens hypothetical protein FLJ14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FLJ14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FLJ14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FLJ14813 (FLJ14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FLJ14810 (FLJ14S10), mRNA 


NM 032842 


Homo sapiens hypothetical protein FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypothetical protein FLJ14800 (FLJ14S00), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FLJ14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ1475 1 (FLJ1475 1), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(PPPlR15B),mRNA 


NM 032832 


Homo sapiens hypothetical protein FLJ14735 (FLJ14735), mRNA 


NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCJLF2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FLJ14721 0FLJ14721), mRNA 


NM 032S28 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein FLJ14708 (FLJ14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FLJ14697 (FLJ14697), mRNA 


NM 032825 


Homo sapiens Hypothetical protein r-LJJ.4000 (ru i^ooo misj.N.tt. 


NM 032821 


Homo sapiens hypothetical protein FLJ14665 (FLJ14665), mRNA 


NM 032S17 


Homo sapiens hypothetical protein FLJ14641 (FLJ14641), mKNA 1 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FLJ14621 (FLJ14621), mRNA 
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mm n^9Rin 

INlvl Uj/o 1 U 


Wnmo sam'ens hvnothetical nrotein FLJ14600 (TLJ14600') mRNA 


mm rmcno 

AN1VI UjZOU.7 


TTnmo ^aniens hvnothetical nrotein FLJ14596 (FLJ14596# mRNA 

XX.U1XH-F 0<X|Ji^/llO ll_y JJWLiiV^LlV^'Cll |J1 U 111 A 1 — 'J l^J .✓VJ J — • w» V/ / , 1 * -IAN—I. > X i. 


MM O^^QHS 
INIVa UjZoUo 


u nm A canipnc hvnnfhptiral nrntpin FT T14594 (FT T14594i mRNA 

XiUlllU odpit'llo ILy pULHt<ll^al piUIAvXXl A A-»J X*TJ.7*"T \^X AjJ L~T ~J J ^ llXXVX^iwr*. 


MM 0,19907 
lNxVl UjZoU/ i 


TTnmn canipnc hvnnthptipal nrntpin FT T14590 TFT T14590i mRNA 

XXUIIIU oapiCllo ILy pwlllwllAydX LJUJlwlll X X-» J 1"tJ7V X-»J X^T-^-'X/yj IXXLXX^ixX 


MM ni9ao6 

INlvl UJZoUO 




MM 019805 

INlvl UJZOUJ 


TTnmn <umipn<; hvnothpfiral nrofpin FT T14S49 (FT J1 4549 1 mRNA 


MM 019R09 


TJrvmn canipnQ hvnnthptiral nrotpin FT T14S40 TFT T14S40i mRNA 


XTTV/f 0197QQ 


TTnmn Q5»nipn«: hvnnthpfirfil nrntpin FT T14S24 fFT T14524i mRNA 


MM 0197Q6 


llAmn cof\*ipTic t*pcptupH (S'YA'P 1 i tnT^^JA 

AaUIIIU oafJlC'llO ICOvl V t/VA X .TvA X y ? XIXXN-X^^V, 


VfA/f H197Q9 
IN lVi UjZ / :7Z 


TTomr\ Q«r»ipnQ hvnnthptiral nrotpin FT T1 44R6 (FT Tl44S6i mRNA 


mm n^97on 


Wr*mr» ca-nipnc Vi\mntViptipn1 nrntpin PT T1 AAfkf* /HPT T144f»6^ mRNA 

aaUIIIU bdpiCIla IiypULIlCLlwa.1 piULClll rJL/J IttUU ^A. i_vJ i*T*-rViVJ/ 9 HXXXAN.TY 


MM 0197£fi 


tr nrn n conipnc h\mnthpfira1 nrntpin FT T144S7 CFJ T14457i mRNA 

aaOIIIU oclpICilb Liy pULIldliv-di piutcill X X_< J X rJ / yx X_>J 1 TTJ / F ? ilXXVX^^x 


MM H197S7 
INlvl UjZ / o / 


TJ ArYlrt C n«j pnc Vi\n-\rktVipfir*^1 -r»rr\tp»in T7T T144^4 HPT T144S4i mRTvJ A 


MM H197ft6 


u ntrif x canipnc hvnnthptiral nrntpin FT T144S1 (FT T144S1 i mRNA 

XTUIIIU octpiCIlS) IiypULIlCliOo.1 piULClil A X^tJ Xf+J X i— fJ X'T'-rJ X )^ IIXXXANaa 


MM 01978^ 
lNlYI UjZ/oj 


IT nrnn cQm'pnc hvnntVipfipfll nrntpin FT T14449 fT*T T 1 4449 i mRNA 


MM H197R1 
INlVl UjZ/oI 


TTrvmr\ Qnnipnc hwinthptipal nrntpin FT T14497 fFT T14497i mRNA 


MM 0197R0 
XNlVl UJZ / ou 


TTnmn cianipn«; hvnnthptiral nrntpin FT T14^99 (FT T14399i mRNA 

AXUlXlU OCXpidlO llj'pVJlilC-LlOa.l pt \J LV/H1 X X-fJ 1*TJ77 \X X^iJ XTJV-^^5 llU\J.iii 


MM 01977Q 
iNivi UjZ / / y 


TTnmn Qam'priQ hvnnthptipal nrntpin FT T14^97 (FT T14197i mRNA 

XXUIllU ^dpiCllo liy pUlllwIAl/dA piV7tt/lll X A^J 1*TJ7 / yX A-/«/ l*tJy / F 5 1 1 1ANJL JTx. 


MM 01977R 

INlYi U jZ / / O 


TTnmn <;anien«; hvnothetical nrotein FT T14393 (FLJ14393i mRNA 

AXVJi-l l\J OdpiWllo liy pUUl&LlV/ClX pXVFLwXXX X X^«J 1TJ7J y^A AjJ X~r— 'yj llXAVA^i^x 


mm n^977^ 

1N1V1 UjZ / / J 


U nTrin canipnc hvnnthptipal nrntpin FT T1 4^60 (FT T14^60i mRNA 

AAUIXlU odpiCllo liy pUtllCLiOdX piUlClii riyJl^JUV \^X XjJ ItJUU^j 1 1 iA VJ. > i^. 


vnv>f 019771 
1N1YI UjZ / / j 


u Amn cQTvipnc irvmntrtptipal nrntpin Mr^r^41 96 CMCrC*^ 9(i i mRNA 


MM 019779 
1N1V1 UJZ I /Z 


u nrnri cqnipnc Vi\/nntVip*Hpa1 nrntpin TVfCrC^SSS rhAClC^JS SS^ mRNA 

liUIIlU bdpiCIlo nypUlllCLlVvdl piULClIi lVXVJ^^i.JJJ ^XVAVJV^Z, J J J J) llXTSdN-TA 


MM 019771 
JN1V1 UjZ / / 1 


LJomrv conipnc Vnrr^r\fK^t-i r»a1 nrAfpin ^AClf^ 19917 (A/Tr^r^ 1 99 1 7^ mT?i\TA 

jrioiTio SopiciiS nypoinciit/di protciri ivivj^izzi / ^ivivjv_^iz.z.x / ^, iixivxn/tl 


MM 019770 
INlvl UjZ / /U 


IaOitio sapienb nypuincLit/di pruLcin ivivjrv^ x 1 ^ivavjwxu--j' 1 ^, xixxvin^y 


M"M 0197£^ 
INlvl UjZ /CO 


aaOitio Sapiens nypoineucai proiein ivivj^ioi /j ^xyivj\_^iui / j/, iiixvln^a. 


mm ni9764 

1N1V1 UjZ/O't 


TT7vmr\ cnr»ipr»c h\mnthptipal nrntpin MfrPI 61 (M(r(*^1 61 nYRNA 
XxOlIlt) ScipiCIlo HypULIlCLlOdi piUlCXXX IVIVJV^IUI JJ ^IVlVJv^lUl Jjy, 1 1 1XVJ. N rv. 


mm oi9769 

IN 1Y1 UjZ/OZ 


TJ^mrt coni^nc ViAmntViPtir'al r\rntpin A/TOr ,, 16191 rMrTr^^^l i mRTSTA 

aaOxxio Sapiens nypOuicuAvdi pruLcixi xvxvjv_> x u x z. x ^iva vj x vj x x y , 1 1 ixvi > 


MM 019761 
1N1V1 U J Z / 0 1 


TTnmn conipnc Vivnnfhptipal nrntpin MfrP1607S (M(tC1 607S i mRNA 

JTaUIXIU bapiCllo ilj'pULIlCLlL'dl piULClIi XVAVav-* X Uv / J ^IVIVJ 1 / J / ? xiix\_ln.ta 


MM 0197SQ 
IN 1V1 uj Z / J j/ 


TTnmn canipnc h\mnt"hptipa1 nrntpin FT Tl 1 ^9R (FT T1 1 *32ft i mRNA 
aaUIXIvJ oapiCIlo IiypUlIlCllL/dl piUlClIX rLJl IJ^O V^X A-/J,x l Ji-O^j ixxxxxNiTV 


MM 0197*\R 
1N1V1 UjZ / J o 


U nmn cortip»nc V»\/rintVif*tir*a1 r»rntpin T\ACrC~* 1 ^46 fl^ACxC* 1 ^46^ mRNA 

xxuiiiL) Sapiens nypoinciiL-ai pruicux lvxvjv^ijtu ^xvavj^xj^tu^, nuviMrv 


mm 0197^7 

IN1V1 UJZ / J / 


TTnmn ennipne ViA/nnthptipal nrntpin MCtPI S70S (MCtPI S705 i mRNA 
aaOIIIO SapiCIlb IiypULllCUL'aX piULClIi iVXVJV_/ X J / UJ ^XVXVJVw'X J / UJ/, AXXA\d"N.rv, 


MM H197^*s 
1N1V1 UjZ / JJ 


TTr^mr^ CQrvi^nc Vi\/r»ntliptipa1 nrntpin Mfwf" 1 ! S6^4 (TVT(tC1 S634 i mRNA 

xxoino Sapiens nypuinctiudi pruLcin xvavjjv-/X juj*+ ^iviu^i juj*t/, 1 1 lxvi > -rv 


mm 0197^1 

IN 1V1 Uj Z/Jl 


TTrvmr* ccini^nc iwrtrktVi^tir^l nrntpin \ACIC*'\ SS04 (M(t(^1 5504 i mRT^JA 

nomo Sapiens nypumeLic-di pruicux xvxvjv^ x j jut ^xvxvjv^x j ju 4 -!-/, xiiaxx>-tv 


MM ni97<;o 

INIVJL UJ~/JU 


TTnmn canipnc V»\mntVi<=»tipa1 nrntpin M^rPI 5499 (MCtCM 5499 i mRNA 
xauiiio sapiens nypuineuudi pxuLcni ivxvjrv_x 1 J i tz,7 ^ivxvj i ji , z-7 j, xixlvx^^a. 


MM 019747 

XNXYX WJZ, / 


TTnmn canipnc V»\mntViptipa1 nrntpin MdP 14697 (MOP 1 4697 i mRNA 
XxUIIiO Sapiens IiypULncllUal piULClIi XVXVJV^ x'-tKJZs l \^xvx vJ i t -r\jy i j 9 xxxxxa^i^v 


mm 019746 

XNXVX v/J.£. / tU 


TTnmn canipnc Iwnnthptipal nrntpin MOP195^R (MGP1253R"i mRNA 
xauixxu bapieiia iiypuiiicLiL/ai pivjit-in ivivjv> iz. j j o ^xyavjv-/ a -^-^ nuvixrv. 


\fM 032740 

XNXYA \JJXJI*T\J 


TTnmn canienQ hvnnthptiral nrntpin M(tC5391 (1VTCtC5391^ mRNA 
XAUixiu oapxeiio ny pwuiic Liv>ai pivyt^iii ivi\j\^j jy i \^±y.l\~j\~s-j s x /j j-a ja>— i v 


NM 032739 

X > X YX v JZ. / _7 


TTomo qanien<; hvnothetical nrotein TVTGC5370 (MGC5370i mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


MM 019731 

XNXVL UJ.Z./JJ 


TTnmn canipnc Vn/nnthptinal nrntpin MGP1 9679 (MGP1 9679 i mRNA 

XXUIIIO SapiCnS liypULIlCLlL/dl piULCXll XVX\J X Z.U / Zs ^1VX VJ L z-KJ 1 -S )■> AllA\d^/~\. 


"MM 019719 

IN XVL uJZ. i D jL 


TTnmn canipnc hvmnfhptiral nrntpin MGP1076^ (MGP1076^ i mRNA 
aaUIXXU) bapieilb liy pULllCUW/dl piuuein ivxvjv^/ l\j / V7J yivx vj i\j/ j 3 iiiavj. >xv. 


xnv/r 019711 

1N1VX UjZ / J I 


lxomo sapiens nypoineucai protein iviul ihjjj ^ivivj^ihjjj/, xxuxin/a. 


MM 019710 

INlYA. UJZ / JU 


xiomo sapiens lNwoiJ-inLcracung miLOcnonunai pruiem ^inmyxt/j aiiavxn/tl 


MM 019797 

1N1V1 UJZ / Z / 


nomo sapiens miemexin neuronal iiiLcruicu.iaic xxiaiiieiiL piuiexxi, dipud ^axn^v^, 

mPTsTA 

XI1XNJ.N-TV 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC1 1314 (MGC1 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGC1 1332 (MGC1 1332), mRNA 
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NM 032717 
NM 032714 

INiVi Uji/ 1U 

NM 032709 
NM 032701 
NM 032691 
NM 032690 
NM 032687 


Homo sapiens hypothetical protein MGC1 1324 (MGC1 1324), mRNA 
Homo sapiens hypothetical protein MGC13251 (MGC13251), mRNA 
iwm Qnr.ie.nR hvnnthetical orotein MGC13053 (MGC13053), mRNA 

Homo sapiens hypothetical protein MGC13047 (MGC13047), mRNA 

Homo sapiens hypothetical protein MGC2705 (MGC2705), mRNA 
Homo sapiens hypothetical protein MGC1 1082 (MGC1 1082), mRNA 

Homo sapiens hypothetical protein MCjC 1 3 1 y o (JViu^ l j i y a), mruN-n. 

Homo sapiens hypothetical protein MGC13010 (MGC13010), mRNA 

Homo sapiens hypothetical protein MGC12972 (MGC12972), mRNA J 


NM 032683 
NM 032680 
NM 032679 
NM 032676 


Homo sapiens hypothetical protein MGC4266 (MGC4266), mRNA J 

Homo sapiens hypothetical protein MGC440U (M<ji_44UU), mKiN/v _j 

Homo sapiens hypothetical protein MGC10955 (MGC10955), mRNA 


NM 032673 
NM 032671 
NM 032664 
NM 032663 


Homo sapiens hypothetical protein MGC1 0882 (MGC10882), mRNA 1 
Homo sapiens hypothetical protein MOClOb 14 (MCjC1UM4; 5 mRJNA 

— ' " — I Z I « • -» k s-\ /~\ -11-1/11 /TV K t~~\ 1 1 1 A 1 "\ W T) XT A 1 

Homo sapiens hypothetical protein MGC1 1141 (MGC11141), mRJNA I 
Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 


NM 032658 
NM 032654 


Homo sapiens hypothetical protein MGC10701 (MUU1U /ul), mkNA 
Homo sapiens hypothetical protein MGC10981 (MGC10981), mRNA 
Homo sapiens hypothetical protein MGC10960 (MGC10960), mRNA 


NM 032648 


Homo sapiens hypothetical protein MGC10820 (MGC10820), mRNA 1 


NM 032647 


Homo sapiens hypothetical protein MGC10561 (MGC10561), mRNA 


NM 032644 


Homo sapiens hypothetical protein MGC2452 (MGC2452), mRNA 


NM lozo'+l 


u«rr,/% 1i vnntrteti r.al nrotein MGC25 1 9 (MGC25 1 9), mRNA _| 


NM 032638 


Homo sapiens hypothetical protein MGC2306 (MGC2306), mRNA 

Homo sapiens hypothetical protein MGC5457 (MGC5457), mRNA 1 


NM 032633 
NM 032632 


Homo sapiens hypothetical protein MGC5378 (MGC5378), mRNA 


NM_032630 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 032627 
NM 032626 


Homo sapiens hypothetical protein MGC3 1 8 1 (MGC3 181), mRNA I 
Homo sapiens hypothetical brain protein my038 (MY038), mRJNA 


NM 032624 


Homo sapiens hypothetical brain protein myOSO (MYUDU), m^uNA 


NM 032623 


Homo sapiens ovarv-specific acidic protein (OSAPh mRJNA J 


NM 032622 


Homo sapiens multi-PDZ-domam-containmg protein (JLMX), mRJNA 


NM 032620 


Homo sapiens mitochondrial GTP binding protein (GTPBG3), mRJNA 


NM 018622 


Homo sapiens presenilins associated rhomboid-like protein (rAKL), mRJNA 


NM 032498 


Homo sapiens homeobox protein from AL590526 (LOC8452b), mRJNA 


NM 032600 


Homo sapiens testes development-related N YD-SF 1 7 (NYD-SP 1 7), mRNA 


NM 032599 


Homo sapiens testes development-related NYD-SP 18 (JN YD-SP18), mRJNA 


NM 032594 


Homo sapiens insulinoma-associated protein IA-6 (INSM2), mRNA j 


xTA/f n^9^R^ 
iNlVl UjZjOj 


TTnmn qanipn<; testis-snecific transcript Y-linked 6(111 mRNA 


NM 032575 


Homo sapiens Rruppel-like zinc finger protem GLIS2 (GLIS2), mRNA 


JN1V1 UjZj Id 


Wnmn Qnr»ipnQ tp«5tiR-^necific nrotein TSP-NY (TSP-NY), mRNA 1 


NM 032572 


Homo sapiens ribonuclease 7 (RNASE7), mRNA J 


NM 032568 


Homo sapiens GABA(A) receptors associated protein like 3 (GABARAPL3), 1 
mRNA 1 


NM 032567 
NM 032566 


Homo sapiens testis-specific protein NYD-TSP1 (NYD-TSP1), mRNA 

TT/\w»a nnt-k-io-Mo £»o/-\t-\V»o m 1 o r»«ai-ir»f*T_.'rf a 1 ;*1"F»H (TPTlf*-^ f H,CJCxZ K m K. [Nj A 


NM 032562 
NM 032547 


Homo sapiens group Xm secreted phospholipase A2 (PLA2G13), mRNA 

Homo sapiens short coiled-coil protein (HRJHFB2072), mRNA 

Homo sapiens ring finger protein 30 (RNF30\ mRNA 


NM 032546 
NM 032519 


Homo sapiens hypothetical protein HT023 (HT023), mRNA 


NM 032513 


Homo sapiens hypothetical protein MGC1 1303 similar to Zmk transporter 2 
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(MGC11303),mRNA 


NM 032490 


Homo sapiens PNAS-127 protein (PNAS-127), mRNA 


NM 032488 


Homo sapiens protein related with psoriasis (LOC845 1 8), mRNA 


NMJ)32471 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor beta (PKIB), 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 032263 


Homo sapiens hypothetical protein DKPZp434B227 (DKFZp434B227), mRNA 


NM 015178 


Homo sapiens KIAA0717 protein (KIAA0717), mRNA 


NM 032410 


Homo sapiens hook3 protein (HOOK3), mRNA 


NM_032108 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM 015636 


Homo sapiens DKFZP586J01 19 protein (DKFZP586J01 19), mRNA 


NM 015701 


Homo sapiens hypothetical protein (CL25084), mRNA 


NM 015224 


Homo sapiens KIAA1105 protein (RAP140), mRNA 


NMJ)32390 


Homo sapiens nucleolar protein interacting with the FHA domain of pKi-67 
(N1FK), mRNA 


NM 032388 


Homo sapiens nasopharyngeal carcinoma-related protein (NPCR), mRNA 


NM 032383 


Homo sapiens Hermansky-Pudlak syndrome 3 (HPS3), mRNA 


NM 032378 


Homo sapiens hypothetical protein FLJ20897 (FLJ20897), mRNA 


NM 032376 


Homo sapiens hypothetical protein MGC4251 (MGC4251), mRNA 


NM 032375 


Homo sapiens hypothetical protein MGC2865 (MGC2S65), mRNA 


NM 032373 


Homo sapiens hypothetical protein MGC 16202 (MGC 16202), mRNA 


NM 032370 


Homo sapiens hypothetical protein MGC 157 16 (MGC15716), mRNA 


NM 032369 


Homo sapiens hypothetical protein MGC 156 19 (MGC15619), mRNA 


NM 032368 


Homo sapiens hypothetical protein MGC 15436 (MGC 1543 6), mRNA 


NM 032374 


Homo sapiens hypothetical protein MGC2562 (MGC2562), mRNA 


NM 032364 


Homo sapiens hypothetical protein MGC 14726 (MGC 14726), mRNA 


NM 032362 


Homo sapiens HEIL1 protein (HEIL1), mRNA 


NM 032361 


Homo sapiens hypothetical protein MGC5469 (MGC5469), mRNA 


NM 032360 


Homo sapiens hypothetical protein MGC2404 (MGC2404), mRNA 


NM 032359 


Homo sapiens hypothetical protein MGC4308 (MGC4308), mRNA 


NM 032358 


Homo sapiens hypothetical protein MGC13183 (MGC13183), mRNA 


NM 032357 


Homo sapiens hypothetical protein MGC12981 (MGC12981), mRNA 


NM 032356 


Homo sapiens hypothetical protein MGC14151 (MGC14151), mRNA 


NM 032355 


Homo sapiens hypothetical protein MGC13272 (MGC13272), mRNA 


NM 032352 


Homo sapiens hypothetical protein MGC1 1296 (MGC1 1296), mRNA 


NM 032350 


Homo sapiens hypothetical protein MGC1 1257 (MGC1 1257), mRNA 


NM 032349 


Homo sapiens hypothetical protein MGC1 1275 (MGC1 1275), mRNA 


NM 032348 


Homo sapiens hypothetical protein MGC3047 (MGC3047), mRNA 


NM 032346 


Homo sapiens hypothetical protein MGC13096 (MGC13096), mRNA 


NM 032345 


Homo sapiens hypothetical protein MGC13064 (MGC13064), mRNA 


NM 032343 


Homo sapiens hypothetical protein MGC 130 16 (MGC13016), mRNA 


NM 032341 


Homo sapiens hypothetical protein MGC 14844 (MGC 14844), mRNA 


NM 032339 


Homo sapiens hypothetical protein MGC14832 (MGC14832), mRNA 


NM_032336 


Homo sapiens hypothetical protein MGC14799 (MGC14799), mRNA 


NM 032334 


Homo sapiens hypothetical protein MGC14595 (MGC14595), mRNA 


NM 032332 


Homo sapiens hypothetical protein MGC4238 (MGC4238), mRNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC13061 (MGC13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 



NM 032314 



NM 032313 



Ho^o sapiens hypothetical prote in MU( 4399 (MQPPM), ™jpT 



NM 032312 



NM 032310 



NM 032307 



NM 032303 



NM 032302 



NM 032301 



NM 032300 



NM 032298 



NM 032297 



NM 032296 



NM_032295 



NM 032294 



Homo sapiens nypuuicu<.<» pi^wx. + y- - ^ — 

Homo sapiens hvpoth erical^otein MGC3 2327MGC3 232 mRN ^ 



x r - , r „ ^ur .ninsrMfiT1 1 1 1 5V mRNA 



y - : , _i ^.x^ Avr ^inQQQ riVTOriOQQQV mRNA 



^ « r „ A yrrar^mQAn HVAr;r.10Q4Ql mRNA 



Homo sapi ens nyyuuiw^ y^^^ — AAr?m — v>xt a 

Hol^^sl^^ ^ MGC10870 (MGC =10870 . mgg 



Homo sapiens hypothetical proxem u ^^y^^^ TT l- innin , L .TtTI.». 



Homo sapie ns nypotnencai p i mem ^ ^ K ,v^ ;7" ; , , , ; . — P x T a 

Homo sapiens hypoth ^l Protein DK1W 761 A 132 (DKJ^ /blAlg) mRNA 
to^piens hypothetical protein DKFZp761N0624 (DKi-Zp/blNUOZ^r 
mRNA 



NM 032289 



NM_032287 



NM 032280 



NM 032278 



NM 032274 



Somo sapiens hypothetical protein DKFZ p761M0423 (DKFZp761M042i), 
mRNA 



Homo sapiens hypothetical pro tein DKFZp761B0514 (DKFZp761B0514), 
mRNA 



fomo sapiens hypothetical pr -o^nDKFZp761017121 (DKFZp 761U1 / izij, 
mRNA 



Vn ,j,tia1 p rotein DKFZp761J139 (DKPZp761J139), mRNA. 
ff^ ggg ^S tatical p 7o^KFZp547P^^ 

Homo sapiens nypotneno^ F f^fera^n m^PZ r,547F072\ mRNA 



NM 032271 



NM 032270 



NM 032269 



NM 032266 



NM 032265 



NM 032262 



NM_032257 



NM_032256 



NM 032255 



NM 032254 



— — . r rr-7~mz: f^ c^ xZmoI^ rmcFZn434N2435\ 



mRNA 



-j-ys [V /\ . „ 

Homo sapiens hypothetical protein DKFZ p434K2435 (DKKZp^K^j, 
mRNA 



Homo sapiens hypothetical protein DKFZp 434I1 9j0^^E43 4I1930), mRNA 



NM 032247 



NM 032242 



NM 032238 



mRNA 



Homo sapiens hypothetical protein DKFZ p564Al 76 (DKhZp564A176), mRNA 
-A ^ ; r 1 L-^~- t7t To^t/ii A (Vf 6Y mRNA 



NM 032235 



NM 032234 



NM 032233 



NM 032229 



NM 032221 
NM 03 2213 



NM_032212 



NM 032207 



NM 032205 



nUIllU Sapie ns n_ypumvnvm — ~ 1- — 

H omo sapiens hypothetical protein FLJ23416 (FLJ23416), mRjjA, 



TT<->mr» gap ^ R hy pothetical protein F T J23138 fFLJ23l38)^mRNA_ 



Hnmn a niens hypothetical protein F LJ23059 (FLJ23059), mRNA 



H omo sapiens hypothetical protein FLJ23027 (FLJ23027), mRNA„ 

■ — *— : r: T ^. ■„ t?t nn'n/i /T7T T0 1*77/^ mR IS! A 



^ ^.piflns hy pothetical protein FLJ22774 (FLJ22774), mRNA 
— ^ i ' ttt too-^^q nn TT7.169Y mRNA 



JTIU1X1U &api^XA O Ujyuui vviv*" t i_ ___ 

H« mn aniens hy pothetical protein FLJ22369 (FU22369), mRNA 



Hom o sapiens hypothetical protein FLJ21977 (FLJ21977), mRNA 



tiomo sapi ens lrypum^n vcn " - v ; ^ 0 n 

Homo sapiens similar to DNA-directed RNA polymerase (135 kDa) (Rpol-2), 
mRNA 



NM 032196 



NM 032192 



u ^plinj Wjhfitjn gl protein FLJ21742 (FLJ2 1 742), m RNA 



numu sauici ia uww»^; i — 

TTomn aniens h vpotheticafprotein FLJ21615 (F LJ21615), mRNA 

— ^- . r — 7 — t FTA A n^o ^TTTA A mRN 



nomo bapi cixa iiy^wtix^L i^^ i : — T A 

Homo sapiens hyjrfteftj prote in KIAA1259 (KIAA1259), mR NA 
— . ; __i 4.~„ T?T toaqzIO rFT T?n04m mRNA 



Homo sapiens hypothetical protei n FLJ20940 (FLJ20940), mR NA 
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XTTVvf All 1 Q1 

1NM uiziyx 


u An1ft cnnipnQ h\mothRtira1 nrntein FT T14326 rFLJl4326i mRNA 


XnV/T 0^9 1 C7 


Homo qanienq hvnothetical nrotein FLJ 14026 fFLJ 14026), mRNA 


IN 1VI UjZIoO 


Homo ^aniens hvnothetical nrotein FLJ13964 (TLJ13964), mRNA 


MTVyf 0191 R1 


Homo ^aniens hvnothetical nrotein FLJ13391 (TLJ13391), mRNA 


xnv/f 017179 

1N1VA UJi Lis 


Homo saniens hvnothetical nrotein FLJ20542 CFLJ20542), mRNA 


TsJA/T 019 17£ 
INlYx vOZA/O 


Homo ^aniens hvnotbetical nrotein FLJ13291 (TLJ13291), mRNA 


XTA/f 01917^ 
1N1V1 U jZ 1 /-> 


Homo «:ar>iens hvnothetical nrotein FLJ127S7 (FLJ12787\ mRNA 


XTN/T 019174 
INlvx lOZ 1 / f 


Homo cnnieTKi hvnothetical nrotein FLJ 12770 (7012770^ mRNA 


XTA/f 019 1 


TTi^mrt cfvnipTiQ h\mothetiral nrotein FT T12SQ2 TFT Tl 2592 i mRNA 

XXOlllO ot*|JldlO lly [JU U11C LlOdl ^-71\JLt^lll X XjJ X ^ l^X X-»»l J } xxxjl>j. ,, i^ i. ^ 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


XTTV/T A 'J 7 1 /C9 


u^rt CQn ; pnc Vi-\mrkthf>tipAl nrofpin FT Tl 1 QS9 TFT T1 1 9S2 1 mRNA 
iiOmo Sapienb nypoLncLivai prutcni x^xjji i7w»l ^l-j i i^jxjj xxxxxx^x^ 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 


NM 032152 


xlomo sapiens x^v/vivi-i proxem ^rxwvivi-i^ 5 miviN/iL 


NM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 


NM_032147 


Homo sapiens nypotnencai protein jjr^rzvp^f-j^fxjuiz/ ^x^xsjrzvjrHo*+jL^uiz/^, 

-rv> T>TxT A 

mt<JN/\ 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 

/r\Tr X7 r 7T>A 0 /I T 1 1 00\ -rvVDTvTA 
(^JLilsJr ^1^43^1-. 1 IZj ), mKJN/V 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 

XT A 


NM_032142 


Homo sapiens hypothetical protein FU10352 (FLJ10352), mRNA 


NM_032l41 


Homo sapiens nypotneticai protein iJisJrZ/p^o^xvi^-zi {jjr^jr^rHDHss.iHz.L), 
mRNA 


NM_032140 


rlomo sapiens nypotneticai protein jlusjt z^pH-^ i j iy yij^r z^rHD^ixi o iyj, 
mRNA 


NM_032135 


Homo sapiens nypotneticai protein uivr zjpHrD nr iui / ^i^ivrzvx^H^^tr iui 

•*v.r>XT A 

mKJNA 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 

niKJN/v 


XTN/T A*20 111 

JNM_0JZli 1 


rlomo sapiens nypotneticai protein i^jsjrZipH-jHx v/ 1*+ yxJv±-r£->± *+j*+xv// 
mRNA 


NM 03zl30 


Homo sapiens nypotneticai protein i^jL\_rz>pH jm-j w i ij> ^jl^xn^t^j: h-jhjvj i ujx\i\n. 


NM_03zlZ^ 


TT»,„^ T-ixmr*tVi^+ij-Ql nrntpin T^TT T^7t^z1^z1H90 1 0 fi~i 1^F7P4^4H?0 1 0^ 

xlomo sapiens nypotneticai protein ijisj:^ph jhxtju^v i \j ^x\r^rHjHrxz,u i u;, 
mRNA 


NM Uizlzo 


riomo sapiens nypotneticai protein ujsj:^zl.pjooiyii it ^x^ivrz-fi: juuivh iiLLVi>r ^ 


NMJ)32127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 
nu<JN/v 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


NM_032124 


Homo sapiens nypotneticai protein iJJsj 4 i6pz>0'fj-^i^ /o ^xjxsjrz-x^jo^xji j /o;, 

♦*-»T>XT A 

mKJN/\ 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 
associatea protein ^j^isjrZvpjo^xvi^zj, itixsj.n^v 


XTTVyf AO') 110 

NM_U3Z 116 


UotviA Po-*-«-t£>nc< V»-t/r^rt'fVi^+-i/>ol -rvrwl7=»i-n FT T1 90^^ QlTTlllai" tO TV/Tl 1 Q TT11 1 QP1 ill 1 T^) ^ A/TlTl ^ e 

nomo sapiens nypotneticai proiem jrivj i^7jj &nxiiia.i iu lviuo niuaouiua x-/jivxxiu^ 
rP"TT190^^i mPXTA 


"NTM" 0191 1 7 


H^r^mo canipriQ ^rAT nfoteiri TOATi mRNA 


XTN/f 019 1 1 £ 
lNlVi_lOZ 1 1 0 


Hrf-kmo canipriQ hvnotVierirfll nrotein iVTGP2599 similar to katanin n60 subunit A 1 
2599 (MGC2599), mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein (TEOAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAA1 173 protein (KIAA1 173), mRNA J] 


NM 018670 


Homo sapiens hypothetical protein (IR1 899308), mRNA 
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NM 018385 ] 
NM 018064 
NM_0 17607 

NM 015645 
NM 015528 
NM 015512 
NM 015426 
NM 015292 


Homo sapiens hypothetical protein FLJ1 1301 (FLJ1 1301), mRNA 
Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA 
Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12U 

,PPP1R1ZC), mKJNA 

Homo sapiens DKFZP5 86B062 1 protein (CTRP5), mRNA 
Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 
Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 
Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 
Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 
NM 015196 
NM 015112 
NM 015070 
NM 032308 
NM 004801 
NM_001221 

NM 015208 


Homo sapiens KIAA0768 orotein (LEC3), mRNA 

Homo sapiens KIAA0922 protein (KIAA0922), mRNA 

Homo sapiens KIAA0807 protein (MAST205), mRNA 

Homo sapiens KIAA0853 protein (KIAA0853), mRNA 

Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 

Homo sapiens neurexin 1 (NRXN1), mRNA 

Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) U 

delta (CAMK2D), mRNA 

Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 
NM_032040 

NM 032037 
NM 032033 
NM 032032 
NM 032031 
NM 032029 
NM 032026 
NM 032024 


Homo sapiens BRCA1 -interacting protein 1 (BRIP1), mRNA 

Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 

mRNA 

Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 

Homo sapiens FKSG43 (FKSG43), mKJNA 

Homo sapiens FKSG42 (FKSG42), mRNA 
Homo sapiens FKSG17 (FKSG17), mRNA 
Homo sapiens FKSGS7 protein (FKSG87), mRNA 

Homo sapiens CDA1 1 protein (CDA1 1), mRNA 

Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 
NM 032022 
NM 031956 
NM 031954 
NM 031953 
NM 031936 
NM 031934 
NM_031933 

NM 031932 
NM 031931 
NM 031930 


Homo sapiens AD037 protein (AD037), mRNA 

Homo sapiens AD036 protein (AD036), mRNA 

Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 

Homo sapiens MSTP028 protein (MSTP02S), mRNA 

Homo sapiens MSTP043 protein (MSTP043), mRNA 

Hnmn saniens G Drotein-coupled receptor 61 (GPR61), mRNA 

Homo.sapiens RAB34, member RAS oncogene family (RAB34), mRNA 

Homo sapiens wingless-type MMTV integration site family, member 8A 

(WNT8A), transcript variant 1 , mRNA m — 

Homo sapiens testis transcript Y 14 (TTY14), mRNA 

Homo sapiens testis transcript Y 13 (TTY13\ mRNA 

Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 
NM 031927 
NM 031926 
NM_031925 

NM 031924 


Homo sapiens testis transcript Y 1 1 (TTY1 1), mRNA 
Homo sapiens testis transcript Y 9 (TTY9), mRNA 

Homo sapiens testis transcript Y 7 ( 11 Y7), mRNA 

Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 

(TMPIT), mRNA 

Homo sapiens radial spoke protein 3 (RSP3), mRNA — 


NM 031917 
NM 031948 


Homo sapiens angiopoietm-reiaxea proxem d ^/^rvr . 

Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complements lq tumor necrosis factor-related protein 2 (C1KF2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA — 
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NM 022447 


Homo sapiens topoisomerase-reiatea iuncxion protein h~z ^iivt-h-zj, tiuvln/\ 


XTTV Jf All A O C 

NM 031465 


Homo sapiens giutamate rich wd repeat protein ujk.wl; {kjj^y/ ljj, mr\j.N/-\. 


XTTVVf AO 1 AO A 

NM 031484 


Homo sapiens nypotneucai protein iviov_,<-Kt i j ^ivio^hhi d) 9 uu\±vf\ 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC463S), mRNA 


NM_031474 


Homo sapiens hypothetical protein LJivr z,p /oivriyio v uj>vr z,r / o i kj i y 1 dj 9 
mRNA 


NM 031466 


Homo sapiens jsjaaiooZ protein ^iviov^h- / d / ), mtviN/v 


\t» r no 1 A /~ C 

NM 031465 


Homo sapiens hypothetical protein MvjrL^i3ZU'^ ^mulij/u^j, mruN/\ 


NM_03l464 


Homo sapiens hypothetical protein MCjI^i izo / similar to noosomai protein oo 
Kinase , (MUrC 1 izo / j, rnKJN a 


"KTA A A1 1 /ICO 

JNM U314j>y 


Homo sapiens sestnn z ^oxiozjy rrtKiN/v 


XTA If C\1 1 /ICC 

NM 031455 


Homo sapiens nypotneucai protein jL/is-rz»p/oix , z 4 ti ^jjjsrzjr /oirzH-i^, uunjin^v 


XTTV It f\1 1 A C 1 

NM 031453 


Homo sapiens hypothetical protein iyloi^i iujh v iviur^i iuivin/a. 


XTAvf HI 1 /I 

NM U3145Z 


riomo sapiens nypotneticai protein iyiov^zjou ^ivi^v^zjou^, nu\j.>!y-v 


XTA If A "3 1 A A C\ 

NM 031449 


TJ^rt ^ ' ^- _ 17T A A 1 CCA ni-Atpin /T^V T7'7P'7 A 1 T9 1 9^ ml? XT A 

Homo sapiens ssjj\j\ i ooo protein \j_/jvrzjr / o i iz i z^ ^, inivrN^v 


NM 031447 


Homo sapiens hypothetical protein ivio^i dvjj ^ivivj^ lj\jdd) 9 rniviN/\ 


NM 031446 


Homo sapiens hypothetical protein rJNAo-i^ i ^iN/\c>-io rrLKiNA 


XTTV K AO 1 vlO*7 

NM 031437 


Homo sapiens hypothetical protein iyioLxIUozj ^ivivrv^iuozjj, mivLN/\ i 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical pro tern DK_rz>p3o4104zz (iJlsJ^z^rDOHlu^TZz;, mtciN/v 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM_031425 


Homo sapiens hypothetical protein MCjCIOoIz (MCjClOblz), mKJNA 


NM 031423 


Homo sapiens hypothetical protein NUrzK (NUrzK), mKJNA 


NM_031421 


Homo sapiens hypothetical protein DKJ H Zp434HU 1 Id (JL)lsJt < Zr434HUi id), 
mRNA ! 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPL1), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription tactor HJr-3 (ltro), mKJNA 


NM 031307 


Homo sapiens hypothetical protein rKbGJz (rK^oizj, niKJNA 


NM_031305 


Homo sapiens hypothetical protein D!<LrZ,pDo4r>l loz ^iJlsx^rDo^iii lozj, 
mRNA 


"VTTV Jf AO 1 O A 1 

NM_031301 


Homo sapiens hypothetical protein DKl^p!>o4LJU3 /z ^iJisJ^ZirDOHiJU^ /zj, 
mKJNA 


XTA If AlllfiO 

NM 0312^6 


Homo sapiens hypothetical protein ivivjtl^zvod ^iviov_^zyo o ^, rruxiN/\ 


NM 031293 


Homo sapiens hypothetical protein l>\sj? zjp £ +D £ +\j l j i ^iJivr/jrHj^u 1 s> i iiixsj.n.^v 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mKNA 


XTA If AO 1 OOO 

NM 03128b 


Homo sapiens rAJr-1 bmaing protein (rArA-i itlkjn/v 


"KTX Jf AOIAO/1 

NM 031284 


Homo sapiens hypothetical protein Uls^r Z,p434r> iyj (^uis^r Zv-th J^frs iyo mjKJN/\ 


X TK If AO AATI 

NM 030972 


Homo sapiens hypothetical protein jvio^d Jo4 ^jvi<j<^d 3o4j, rru\JN/\ 


XTA If A1AOA1 

NM_030901 


Homo sapiens onactory receptor, iamny /, suoianiiiy /v, memoer i / ^v-/xw/-yi / ) y 
rnxsJN/\ 


NM Ul /yyyJ 


riomo sapiens n3^potneticai protein tjuj iy ^jtjl-j luu/yj, rriiviN/\. 


XTTVvf HI 1 O 1 O 

NM U31219 


riomo sapiens hypothetical protein iviur^i zjajh yvviyjK^Lzyv^jy iiu\j.n/tl 


X.TA/T m 1 9 1 52 

NM Uolzlo 


xiorrio sapiens nypotneucai protein jtlj i -hoo ^plj izhoo^, ituvi>irv 


NM 011914 

1N1Y1 UJ 1L 1" 


Homo ^aniens hvnothetical nrotein AF3 1 1 304 ( AF3 1 1304") mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWP1), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex, 
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subunit 5 (MGC3038), mRNA 1 


NM_030971 


Homo sapiens similar to rat tricarboxylate earner-like protein (BA108L7.2), j 
mRNA 


NM_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- | 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E j 
(MGC3184), mRNA - J 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACA1), mRNA 


NM_03095S 


Homo sapiens organic anion transporter polypeptide-related protein 4 j 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKFZp434J037 (DKFZP434J037), mRNA I 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8 1 98 (MGC4276), 1 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA j 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 1 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 1 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 1 


NM 030907 


Homo sapiens hypothetical protein MGC 1 073 1 (MGC 1 073 1), mRNA 1 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 1 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGC1 1335 (MGC1 1335), mRNA 1 


NM 030814 


Homo sapiens hypothetical protein GL0 1 2 (GL0 1 2), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3 178 (MGC3 178), mRNA I 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 1 
mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 1 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 1 


NM 020909 


Homo sapiens KIAA1548 protein (K1AA1548), mRNA 1 


NM 018023 


Homo sapiens hypothetical protein FLJ10201 (FLJ10201), mRNA I 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate | 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR023 89 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 1 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ12987), mRNA 1 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ12242), mRNA I 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA _ _| 


NM_0 17578 


Homo sapiens AKAP-binding sperm protein ropponn (DKFZp434B 1 222), 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA I 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 1 


NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protein (KIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ2 1 628 (FU2 1 628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 
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xta/t no /iTon 
NM 024329 


riomo Sapiens nypotnencai protein ivivjv^hoh-z ^ivivj\ w .-*+jh-z,^ 3 iili\i>/-\ 


ATA /T AO/1AQT 

NM 0240o / 


riomo Sapiens JLyisjrZyjr jOHJ^uooz proiem ^i/jvt z^r j u*tl»uouz ^, iiiivln/-v 


ata /r mncfi/i 
NM__030594 


riomo Sapiens cytoplasmic poiyaaenyiaiiun cicmcni uiiiuiiig proLein yK^ij^jD i j 3 
ni±Nj.N/\ 


XTA/T no^nc/i 
JNM 0z5Uo4 


TJ nmr v oonipnc Vt\rr»r\tVi^tir"al r\rnfF»-in FT T9970S /FT T99705^ mPMA 

norno sapiens nypoinencai proiem jri^jzz/^j ijrx_/j zz /yjj, iijjl\j.n^v 


xnv/f no^non 
JNJV1 \)ZD\jy\) 


JtlOinO Sapiens £\^Lt\s\lHJO prLHCIIl l v xVXr\_rVl*T.J-J > ;, llilVlN/^ 


XTA/f 09/10^ Q 


TJntnn cnnipnQ TwnntVi^tiral nrntf»in FT T9191 R CFJ T?1Q1 mRl^JA 


XTAyf A9/1GA'} 

NM Uz4yUo 


xiomo sapiens nypoLneiiL/ai proiem rLj i*tzj7 /. ^x^i^j i*-f^y i j, iii-lvin^o. 


XTA 4" 09/170^ 


u nTnA oanipnc VIA ACl&AI nrnfpin ACTA A0^4^^ m"R7\TA 

nOmO Sapiens JNJLrV-rVUUHO piUlClIl V k JNJ-rVr\.VlJ*-r-5y, lIlTSJ-N-rt. 


XTA/T Q 
JNIVL UZ4/io 


norno sapiens nvpouieiiL'ai pruicm rjjj iuivi ^jtjl»j iv/iv/i/, jiii-lvin^v 


XTAyf 01^/^9 ' 
NM UIDODZ 


u A mn canine TYI^F7P^aP1 01 ^ rirotein (VlKV7VSf\AV] 01 f%\ mRN A 
norno sapiens JL>.rvr z^r j uhi ii/io piutciii ^i-/xvx^ z^.x ^> unr uiu^, nix\a>rv 


XTA/f A9^ 1 RQ 


TJ Arnr . c-anipnc Vi\mntViPtin5»1 r>rntf»iTi FT T1 ^6S0 fFT T1 ^6S9^ mTil^A 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), niRNA 


XTA X AO C A 1 A 

NM 025010 


tiAinfi eow»nc TTTA AA7Q^ rvtwhain n<TT A A 070^^ TnPXTA 

riomo sapiens jsjuv/\u /yo proiem ^jsjjrv/Au >^^)-> lrxtviNA 


NM 024&94 


riomo sapiens nypoinencai proiem rj-j l^-u id \tjlj ih-u/j k iiijvin/\ 


XTA 4" AO /I O A A 

JNM 024840 


xiomo sapiens nypoinencai proiem ri_>j ljjyu v,"lj i^j^uj, tjixvjln/\. 


NM 022782 


Jtlomo sapiens M-pnase pnospnoproiem y ^vj^iri^ojrxiy ), mtsjN/\ 


NM_01755o 


xiomo sapiens nypoinencai proiem jl^jvt zjphjhLj\jodv {jjjsjrjuy^DHXjyjojyjj, 

m"I?XT A 


XTA/f AO.A^OA 

NM 0305oO 


xiomo sapiens nypoinencai proiem ivivjv^iudzu ^ivivjv^iujzuj, iiiiviNy-v 


JNM uzDibO 


jriomo sapiens pnubpnoproiciii rcgmaLcu. uy iiiiLugciiiL/ paLiiwayo ^v,or w ^z, iinvi^iio. 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


ATA /T f\CT~l 

NM 030577 


Homo sapiens nypoinencai protein ivi^j^iuy^o {]yi\j\^i\)yyj), mjviN/\ 


NM 030576 


Jtlomo sapiens nypotneticai proiem iviuLiiiyoo ^iYivjv-/iuyooj, miNj.N/\ 


XTA/T A"3AC7C 

NM 030575 


Homo sapiens nypoinencai protein iviijv^iujj^ ^ivioc-iu«do^ 3 mxviN/\ 


TVTTV JT AT AC TO 

NM 030572 


Jtlomo sapiens nypotnencai protein lvi^j^iuyifo ^ivio^iuyH-oj, miviN/v 


NM_030571 


Homo sapiens nypotneticai protein Mvjv^ioyz4 similar to JNeau^- w w-Dinamg 
protein j ^ivio^i uyz^+K nuviN/\ 


INIVI UjUj07 


XXOmO Sapieilb Uy pULIlCHUal piULClll IVIVJV^. I UCrO ^1VXVJ\-/1V/0*tO / / 5 iiuvlnz^. 


INIVI UjUjOo 


"HTvmr* canipnc "h-vmntViptif-Jil -nrAtPin A/irjP10Rl R /MOP1 0S1 5s 1 m"R"NTA 
xxomo sapiens nypuiiicuit/ai piutciii ivivjv^-ixjoio ^±vavj\^iv/oio^ ? iiixvi^ixv. 


INivi UjUjO/ 


xxomo sapiens nypuLiicuiL/a.i pioiciii ivxvj^iv// /z ^ivxvjv^iv / f^)) iuxvj-nztl 


XJA/f AO C 1 (LA 

1N1YL UZ » lO 4 * 


Wr\mo ennipne TTTA A 0000 r»rntf»in /TCTAAOOOOi rrTRTsTA 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


XTA/T A9/1£^0 

NM 024ooo 


T-T/^-rv-irx nnnipnc V»i7r\r\f"h<atir»ol r\rrvti=-in FT 1909 855 /TFT T909RR^ mPATA 

riomo sapiens nypoinencai proiein j/jljzuzoo ^ruzuzooj, miviNio. 


XTA/f AO A ^ AH 

NM 02454 / 


norno sapiens isjl/vauho / proiem ^isj^v/vu^to / ttiivin/y 


XTA/T A1 QA 1 C 

NM 01o41o 


riomo sapiens nypoinencai protein ^nouo. 1 nitvaN/v 


XTA/T A9^ 1 B9 
JNM UZDloZ 


Jtlomo sapiens nypoinencai proiem ri^j i ldov yri^j i uouj, iiiivin/\ 


XTA/T A9^ 1 
JNM_JJZ J lOO 


riomo sapiens Ju/\r ^leucme-ricn repeats ana ru/j j ana. nu ri/zL proiem ^ni\vy } 


xjA/i AO^aci 
IN JLV1 UZj Uol 


com'pnc Xf T A A 1 nrofpin /TcTA A 1 ^ft^ mPMA 
nomo sapiens xs^Lr\_rviouj piuiciii ^j\x/A/\ijujy, ixixvln/^. 


XTTA/f 09A7S0, 
1N1VJL UZ^f / 


nomo sapiens icu.vinc-"rit^ii icpcai-L/Lniiaiiiiiig ^ ^x_#x\j\.v^z.i 3 iiJULViN/>L. 


INIVI UZDZOO 


TJ AynA canipnc ViAmrktVipfi r^^l nrotp»ir» A/fr^r^97Sn rMYr(~ , 97Rn l mPTsTA 

xxOiiio sapiens nypoineiicai piLHcin ivxvj^/Z/ov ^ivxvjv^^/ o\jj s iiu\±\i\. 


xnv/f 09^9/^ 

1N1V1 UZ3Z03 


U« mrk conipnc V»tn-*/^tVi<afir»ol -nt-ritPlTi A/f/^/~ , 9 77/\ /A/Tf : l/~ 1 977/^ mT?XJA 

riomo sapiens nypotneticai proiem iyio\^z/ /o ^ivivjv^z/ / ok itii\jln/\ 


XTAyf A9*\9£A 
NM UZDZO^f 


Jtlomo sapiens nypotneticai protein iviov^z^f ^ivio^zh- 3*+), rni\j.N/\ 


XTAyf 09^9/17 


riomo sapiens nypoinencai proiem iviov^joui ^ivxov-/Z>oui ) 9 inrvi>i/\ 


XTA/f 09^9a/\ 
INIVI VJZ jZ^fO 


nomo sapiens nypoinencai proiem ivxvjvozyj ^ivivji^ Dz.yj ) 9 iiixvin/\ i 


NM 025^34 


TTnmo ^aniens rpCAmhination nrotein RFC* 14 rRJRC14i mRNA 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 1 
1 

NM 025187 1 
NM 025 184 
NM 025181 
NM 025163 
NM 025159 
NM 025157 
NM 025155 


Homo sapiens hypothetical protein FLJ13660 similar to CDK5 activator-binding 

nrotein C53 0T.J1 3660), mRNA 

Homo sapiens hypothetical protein FLJ12076 (FLJ12076), mKNA 
u nmn M dpn 5 Winrtipiical rtrotein FLJ22843 (FLJ22843), mRNA 
Homo sapiens hypothetical protein FLJ22004 (FLJ22004), mRNA 
Homo sapiens hypothetical protein FLJ12768 (FLJ12768), mRNA 
Homo sapiens hypothetical protein FU1 1577 (FLJ1 1577), mRNA 
Homo sapiens hypothetical protein FLJ23042 (FLJ23042), mKNA 
Homo sapiens hypothetical protein FLJ1 1 848 (FLJ1 1848), mRNA 


NM 025152 
NM 025150 
NM 025147 
NM 025146 
NM 025145 
NM 025143 
NM 025140 
NM 025139 
NM 025134 
NM 025133 
NM 025130 


Homo sapiens hypothetical protein FLJ12660 (FLJ12660), mRNA 
Homo sapiens hypothetical protein FLJ12528 (FLJ12528), mRNA 
Homo sapiens hypothetical protein FLJ13448 (FLJ13448), mRNA 
Homo sapiens hypothetical protein FLJ13 194 (FLJ13194), mRNA 
Homo sapiens hypothetical protein FU22944 (FLJ22944), mRNA 
Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA 
Homo sapiens hypothetical protein FLJ22471 (FLJ22471), mRNA 
Homo sapiens hypothetical protein FLJ12584 (FLJ12584), mRNA 

Homo sapiens hypothetical protein FLJ12178 (FLJ12178), mRNA 

Homo sapiens hypothetical protein FLJ12673 (FLJ12673), mRNA 

Homo sapiens hypothetical protein FLJ22761 CFLJ22761), mRNA 

Homo sapiens hypothetical protein FLJ22688 (TLJ22688), mRNA 


NM 025129 
NM 025118 
NM 025115 
NM 025113 
NM 025112 
NM 025108 
NM 025107 
NM 025105 


Homo saniens hypothetical protein FLJ13310 (FLJ13310), mRNA 

Homo sapiens hypothetical protein FLJ23263 (FLJ23263 ), mRNA J 

Homo sapiens hypothetical protein FLJ21562 (FU21562), mRNA 1 

Homo sapiens hypothetical protein MGC1 1349 (MGC1 1349), mRNA 
Homo sapiens hypothetical protein FLJ13909 (FLJ13909), mRNA 

Homo saniens hypothetical protein FLJ21269 fFLJ21269), mRNA 

Homo sapiens hypothetical protein FLJ12409 CFLJ12409), mRNA 


NM 025104 
NM 025103 
NM 025100 
NM 025093 
NM 025092 
NM 025088 
NM 025087 


Homo sapiens hypothetical protein FLJ1 3087 CFLJ13087), mRNA 1 

Homo sapiens capillary morphogenesis protein i (U-jyujI), miu\n 

Homo sapiens hypothetical protein FLJ12294 (FLJ12294), mRNA I 

Homo sapiens hypothetical protein FLJ1 1827 (FLJ1 1 827), mRNA 

Homo sapiens hypothetical protein FLJ22635 (FLJ22635), mRNA 

Homo sapiens hypothetical protein FLJ13241 (FLJ13241), mRNA 1 

Homo sapiens hypothetical protein FLJ2151 1 (FLJ2151 1), mRNA 1 


NM 025082 
NM 025075 
NM 025074 
NM 025073 
NM 025071 
NM 025069 
NM 025067 
NM 025064 


Homo sapiens hypothetical protein FLJ131 1 1 (FLJ131 1 1), mRNA 

" Homo sapiens hypothetical protein FLJ23445 (FLJ23445), mRNA 

" tj ^ conimc himrwtVipriral nrotein FLJ22031 (FLJ22031), mRNA j 

' Homo sapiens hypothetical protein FLJ21 168 (FLJ21 168), mRNA 

Homo sapiens hypothetical protein FLJ12190 (FLJ12190), mRNA 
" Homo sapiens hypothetical protein FLJ 14299 (FLJ 14299), mRNA 
" Homo sapiens hypothetical protein FLJ14106 (FLJ14106), mRNA 

Homo sapiens hypothetical protein FLJ23604 (FLJ23604), mRNA 


NM 025063 
NM 025059 
NM 025057 
NM 025056 
NM 025052 
NM 025049 
NM 025048 
NM 025047 


Homo sapiens hypothetical protein FLJ23550 (FLJ23550), mRNA 
' Homo sapiens hypothetical protein FLJ23305 CFLJ23305), mRNA 
u<%mn cnnipnc VivnotViPtiral nrotein FLJ23 1 89 (FLJ23189), mRNA 

" Homo sapiens hypothetical protein FLJ23 1 85 (FLJ23 1 85), mRNA 

Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 
Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA — 
Homo sapiens hypothetical protein FLJ22684 (FLJ22684), mRNA 
~ Homo sapiens hypothetical protein FLJ22595 (FLJ22595), mRNA — 
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XTTV/f Cil^fiA^ 
JNIVI UZjU4j 


tfnmn <!anien<! hvnntVietiral nrotein FLJ22582 (FLJ225S2V iriRNA 

XJ-vJIIlw oCX|JlC»110 ll_y }J\J Lllt'LlV/di ^JX VJ L^/lll A A-/ J A»w~/ v^-*- x-»*» j huvi ^.t a. 


mm 09^0^1 

INIVL UZjuj 1 


Homo ^aniens hvnothetical nrotein FLJ21075 (FLJ21075), mRNA 

AAVJlllvJ OU ^Jl WllO ll_y pWtll^llvfll piu Uw 1 A A JL J_^».J J. V ' \x .*-/«# *■ v f / J ****** ^* *■ 


MM 09^0^0 
INIVL UZjUju 


Homo saniens hvnothetical nrotein FLJ20972 (TLJ20972), mRNA 

AAV'IllLX OCXJJit/ilo 11 _Y j-HJ U1C Llv/dl LJlvlwlll X a- v » *- \x i *^/j ^- X - L * * *■ 


MM 09^09** 
INivl UZjUZO 


TTnmn sanienq hvnothptiral nrotein FLJ14107 (FLJ14107V mRNA 

XXVilHJ OxXLJlwllo lljr JJULllC/Lll/dl |J1ULv>111 X Jw J A » a \y j A/JiTiv/yj -v_l x 


mm 09*^09^ 

INIVL UZDUZ*> 


TTnmo Qnniprn: ViwintVipfiral r»rntein FT T14100 rFLJ14100^ mRNA 


mm 09*^094 

INIV1 UZjUZ 4 * 


TTomn ^anienc: rivnothetical nrotein FLJ14082 fFLJ140S2) mRNA 


mm n?sn?^ 

INIVL UljUZj 


Homo saniens hvnothetical nrotein FLJ 14069 (FLJ14069\ mRNA 


XTM 09 ^ ft 1 Q 


Mnmn QanipnQ IiVpIv ortholocr nfmouse tubulin alnha 4 fFLJ13940V mRNA 


INIVL UZjUIZ 


TTomo Qflnten^ hvnothetical nrotein FLJ13769 CFLJ13769) mRNA 

A AvJlIlU O C* j. J 1 1 1 1 0 li._y ^/VJ Lllvv Li\sCXX yJX \J LVv 111 A A_/»/ A «^ » J— r*f *. — ■ » j -** *— ' •* *• 


MM 095009 
xnivx \j\JZs 


Homo saniens hvnothetical nrotein FLJ13621 (TLJ13621), mRNA 


"MM 09<iOOR 


Wnmn Qanipnc; hvnothetical nrotein FLJ13544 fFLJ13544i ITlRNA 


MM 09^00^ 
INIVL UZjUUO 


Homo <;anipn«; hvnothetical nrotein FLJ13373 (TLJ13373 1 mRNA 

AAV/1 1IU OClJJlVvllo lij |7^JUlt<llV/£*l J-/1 \J UVvlll A J — 'v> 1. *J ~s l *J ± —> ~S 1 -J J} "**- x J>'* * . 


"MM 095004 


Wottio <;anipn^ hvnothetical nrotein FLJ13215 rFLJ13215i mRNA 

XaL/IIIU oCaJJIC/IIo lljr JJ'vJLllCtlVycll J-»l VJtVvlll A A_/»FAJ^A»y ^a i -^iy i. l 


MM 09500^ 
INIVL UZjUUj 


TTomo sanienc hvnothetical nrotein FLJ13166 (TLJ13166i, mRNA 

AAVJIl 1V7 oCA|JlwllO Aljr Lll*-» LlvyCAl ^lvlwlll A A—/«J A «^ i W \A- J — *. — ' A iiuviii x 


XTM 095009 
JNIVI UZjUUZ 


U nmA cnnipnQ hvnothptiral nrotein FT Jl 3 1 62 TFLJ13162I mRNA 


"MM 095001 


Wnmo danipn c: hvnothetical nrotein FLJ1 3105 flFLJ 1^105^ mRNA 


MM 095000 
INIVL UZO UUU 


TTnmn qanipn«: hvnothetical nrotein FLJ13096 fFLJ13096^ mRNA 


MM O94Q07 


Homo <wmien<; hvnothetical nrotein FLJ1^668 (FLJ 1266 8") mRNA 


xjA/f 094QQ1 


TTomo <?anipn<i hvnothetical nrotein FLJ12568 (FLJ12568) mRNA 


MM 09AQQ9 
INIVL l/Z^t!7^Z 


Wrvmn Q^nipnQ hvnothptiral nrotein FT Tl 2547 (FLJ12547^ mRNA 

XAv/IIltJ OClJJlCIlo Lly \J\Jl.LlKsl.X\jCll yJL\J\,^sXlL A J 'J X £*»J~ 1 \X Xj%f A t A A lAu ^ A ». 


MM 094QSQ 
INIVL UZ^W 


TTomn <;anipn«? hvnothetical nrotein FLJ 123 77 CFLJ 12377) mRNA 


INIVI UZ4700 


Wrm-in cnriifriQ h\mothprira1 nrotpin FT T1^^55 fPl T12355i mRNA 

XlUlTlv) odpiCllO Il_y [JVJ LUC Li v/Cll |JiVJLvylll A A-/J i*/JJJ yA A-r»» 1 jL*~J ~J — ' 75 lllAA-A^A^i. 


INJV1 UZ^yoO 


TTr.mrk canipnc "h\mnthptira1 nrotpin FT T19^^1 ('FT T12331 I mRNA 

XXtJIIlO odpiCIlO ll_y p\JLHCl.AV/<ll [7Ivilt/lll A A-iJ l^i.J«/l \A Aj«F l^JJl / 3 AlAAXJ-^IA^A 


MM 09AQR0 
INIVI UZH70U 


Wrkmn csmipnc hvnothptiral nrotpin FT T12132 fFLT1213^ j mRNA 


INIVL vz^-y /y 


TTrimn cQniVnc hvnothptiral nrotein FT T1^122 rFLJl' ? 122 > i mRNA 

XXUlXlvJ oClJJldlO li_y JJULllwllL/a.1 LilVJl.t'lll A A_/J 1mAX>^« yA A— A^A^^y, iinviii i 


inivl vzny 1 o 


PT^Tvirk C5»ni#>nc hvnothptiral nrotpin FT T121^1 rFLJ1^121 • mRNA 

XXOllAV/ OCtlJldlO ll_y lllCLlv/Cll UJlULV^lll A X->J l^l«wl yA X~/*f A A 4* A 111AV11AA 


INIVL UZ47 / I 


PTrimn cnnipnc nvnnthpriral nrotpin FT Tl 1 726 fFT Tl 1726^ mRNA 

XXV/IUU odJ-/lCllo liy JJLI LIlCHv/Cll LylVJlAvlll A 1— <«l 1 1 / *v»VJ \A A^«f 11/ ±*\J J ^ iiaaxj."^a x 


TsjA/T 09AQ70 
INIVI UZ*+J7 /U 


TTomn <:anipn<; hvnothetical nrotein FLJ1 1722 (TLJ1 1722\ mRNA 


MM 094Q£Q 
INIVL ^*t707 


TTomn qanien^i hvnothetical nrotein FLJ1 1703 fFLJl 1703) mRNA 

XXHJlllLI oClJJidli Lxy yJ\J\.iX\^\.X\yCLX LJ1 W Lvll I A A^><! A A / V/«^ yx J — <«J a a i \J ~j ) 5 iiuvt, ' -t *- 


"MM" O940££ 
INIVL UZH700 


TTnmn canipn<; hvnothptiral nrotein FT Jl 1598 CFLJ11598) mRNA 

XTHJIllU oapidlo llJT L^VJ lllwllvyCll jjl villain A X-jJ A X.~s~fKJ yA A_#^/ A l«//*Jy 5 iiu.\j.i^ x 


MM 094961 

INIVI \JZ*'-ry\j L 


TTomn <?anien<? hvnothetical nrotein FLJ1 1370 (FLJl 1370V mRNA 

XlUlllvJ oCLLylvvllo 1 Xy yJyJ LllV^ Lluai yJX w it^lll a X-i*j i x ~s j \j \x a_v»f x a-/ / v» #5 iillvii^ x 


MM 094Q5Q 
inivjl \jj.HyDy 


TTomn qanipn«? hvnothptical nrotein FLJ2^233 (TLJ22233) niRNA 

XAiJlllv oCA^lCllo lly Lilt/ LI well |vlviLwlll A -1 — 'J ~s *J yA A_/«J -j y 5 iiuxi^ii 


MM 094957 

iNaVa UZ47J / 


TTomn <?anien<? hvnothetical nrotein FLJ22686 (TLJ22686i. mRNA 

XXvJlll«J OCA [Jl t/1 lo ll_y L^f L11V/ Llwdl pi vj tv^ii 1 A AjJi/**vuu yx x^x^ uuv/yj iluu - *■ 


"MM 094Q55 
INIVL UaCH- 


TTomn Qanipnq hvnothetical nrotein FLJ23322 (FLJ23322) ITlRNA 

XXUlllv oa.JJlv/110 lljr LJiJ Lllt/Llv/cll LylVFLv^lll A A/J — > — > awa> ^a a_-/»/ *->j— j ^ x 


"MM 094054 

INIVI UZHyjH 


TTomn ^aniens hvnothetical nrotein FLJ1 1807 (FLJ1 1807 # mRNA 

XjLvlXlJLvl odfJlt/llO ll_y L^VJ LllwLlV/CLl yJX \Jl\^XXl X Xj*J L A UV / y A X-tO A A Uv / y ; xaxx-v-l ii x 


"MM 09495? 


TTomn <;anien<; hvnothetical nrotein FLJ20950 CFLJ20950). mRNA 

XX\Jlllv7 OClkxlwllO 11_J J«/V/l.AlV/VlV/t*l |«rAVfkVyAAA X J— /•» A» \J ^ «✓ V/ ^X XM^yV/a/ vyj ***_m.-»_». ii «. 


MM 094950 


TTomn ^aniens hvnothetical nrotein FLJ12891 (TLJ12891V mRNA 

X lwlllVJ oCLL/lV/llo llj JJULllwlll/Ul LJAVSlVvlAl A -!—/«/ 1. ^*KJ *s x yx X^>«/ X^>U^ / ) ^* x 


MM 094049 


TTomn <;anien<; hvnothetical nrotein FLJ22029 (TLJ22029), rnRNA 


MM 09494R 

1>AVX \7Z**-r J7*-tO 


TTomn ^aniens hvnothetical nrotein FLJ13397 (FLJ1 3397V ITLRNA 

X 1V_/11 X\J OA L/lvllO Al y [Jv/LllvtluUi pivjivni a j—>*t x ~j ~j ~s i yx x_>»r x^/«>r^ » y 5 ^ »• 


MM 094946 


Homo saniens hvnothetical nrotein FLJ21799 (FLJ21799), mRNA 

X IvJlilVJ OU^JlwllO Hj LILFlllvllVftl piUlvUl A (J x— X ' \ A *-<<» — ' A ' / 3 *■ 


"MM 094945 

XNIVX v/Z.*t^*tJ 


Homn saniens hvnothetical nrotein FLJ 128 8 8 CFLJ 12888V mRNA 

XXUlllvJ OCAjJlV/llO il_y L^vJ L11L/ L1VC11 L/lWL^llA A AjJ AX#USJU \^A A_v«I AA>UW-» / 3 iixxu. x 


"MM 09404^ 

INIVL \JZ.HyHD 


tj nm « ennipne nvnothptiral nrotein FT T23235 fFLT23235 i mRNA 

XXVJIIlVJ odJJlCllo llj' ^t*JLllt^Llv/«l LXlwLt»lll A 1jJaVJZ<JJ \A X-iO 4* ^ ~J -> ) j aiiavi^j x 


MM 094040 

INIVL \Jz,Hy*+\J 


Wnmrv cemipne nvnothptiral nrotein FT T21034 fFT T21034i mRNA 


MM 094917 

INIVI / 


TTomn csmipnQ hvnothptiral nrotein FT T129^9 fFLJ12929i mRNA 

XXVJIIIU odfJiCIlO lljr jJvJLllv^Llvdl VJX\J\S^XXX A X-J%f 1 \X AjJ li-y*»^/j i*xa>j. x 


MM 094916 


TTomn qanipns hvnothetical nrotein FLJ23024 (TLJ23024V mRNA 

AXUIIaU OdjJlCllo lljr L-/wLllt/Ll^/dl LVlVJLWlll A AvJA>JUA>"T yA A/Ji/jv— t^/j iiirvi^i x 


NM 024929 


Homo sapiens hypothetical protein FLJ231 12 (FLJ231 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019).. mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FLJ22389 (FLJ22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FLJ21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FLJ22792), mRNA 
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NM 024916 


Hnrr.n sapiens hypothetical protein FLJ22814 (FLJ22S14), mRNA J 


NM 024915 


Homo sapiens hypothetical protein FU13782 (FLJ13782). mRNA I 


NM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986). mRNA 


NM 024912 


wo,™ sarins hvnothetical protein FLJ14327 (FLJ14327), mRNA 1 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700). mRNA J 


NM 024902 


Homo saDiens hypothetical protein FLJ13236 (FLJ13236), mRNA — 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mKJNA 1 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA J 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FLJ23209). mRNA 


NM 024892 


Homo sapiens hypothetical protein FLJ1 1700 (FLJ1 1700), mRNA I 


NM 024891 


Homo sapiens hypothetical protein FLJ1 1783 (FLJ1 1 783), mRNA 1 


NM 024888 


Homo sapiens hypothetical protein FLJ1 1535 (FLJ1 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJ13102 (FLJ13102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA I 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA J 


NM 024881 


Homo sapiens hypothetical protein FLJ1425 1 (FLJ1425 1), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 


NM 024875 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 1 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FLJ12748), mRNA . 1 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA I 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ2 1 1 74 (FLJ2 1 1 74), mRNA 1 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ1 3962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 1 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 1 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 1 


NM 024852 


Homo sapiens hypothetical protein FLJ12765 (FLJ12765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 1 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), mRNA 1 


NM 024846 


Homo sapiens hypothetical protein FLJ1 1710 (FLJ1 1710), mRNA 1 


NM 024845 


Homo -sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 1 


NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ1 2549), mRNA 1 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA — j 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA I 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 1 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJ13657 (FLJ13657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ2 1159 (FLJ2 1159), mRNA 


NM 024825 


Homo sapiens hypothetical protein vLJzim/ (r^ziwi ), iiikina 


NM 024824 


Homo sapiens hypothetical protein FLJ1 1 806 (FLJ1 1 806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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MM 094C 1 A 
IN 1V1 UZ4 614 


TJnmn canienc hvnnfhetiral nrntein FT T91109 fFT T9'" J i109i m"RMA 

XIOIaIvJ oaplCllO XXy JJUlil&lil/dl pUJLdil I JL-iJ-^J 1u7 ^X JuJZ<J X\JZr ) 9 llIXVIN.fl. 


mm 094*209 

1N1V1 UZ'toUZ 


ij AmA Qonipnc hvnntheriral nrntein FT T911r»Q fFT T9116QA rnRNA 

JTlOIIlO odpiClld Xiy puillv^lll^ai jJiWLVlli X JL^J Z« 1 jU7 ^X J-tJ^l JU7^j IIJXNJLN^V. 


\ru 094S01 


TTomn Qanienc. hvnntheriral nrntein FT T91 SS1 fFT T?1 SSl^ rnRNA 


mm 0945200 

IN IVI UZ*+OUv 


Wnmn <;ar»ipn<; hvnntTipHral nrntein FT T9^40S TFT T9^49S^ mRNA 

XlVJlllU o Cl J. J 1 C 1 1 0 ll_y W Ll 1\_/ LlV^Cll L^l UlV^lll A Juj J J **t J ^JL JT^Jyj 111XVJLN/V 


MM 094708 
IN 1VI UZ4 / y O 


u nm A Qorvipnc hvnnthefiral nrntHn FT T1 ^0S9 fFT T1 ^QS9^ mPNA 


MM 0947Q4 

lNivl WZH i yn 


TTnmn cnnipnc hvnnthpriral nrntein FT T9940R iTFT T9940S^ mT?MA 


MM 0947Q9 

IN IVI UZH / ;7Z 


y nmn Qan i pn c rivnnthpripal nrntein FT T99989 CFJ T999R9^ mPMA 

JUIUIIIU d£t]Jldl^ Xly U71J LllCLlO d 1 jJlV7tt^lll JL JL/J ZyZ^Z, Oz- ^l\bJZ.Z,Z.OZ- ^ ? 11 LLVINxTl 


MM 094701 
IN IVI / y 1 


u Arnn cornVnc hvnntnetieal nrntein FT T997Sf^ /FT T997^^ mT?MA 


mm 094700 

1N1VI UZ*t / "7U 


T4nrr»r» canipnc ViAmnthetieal nrntein FT T99400 rFT T99400^ mPMA 

JtlOITlU odpiCIlO liy piJlIlCLlV/d.! piULClll JTJLvJZZH^v ^jri-rJZZ'+^v/^, llJLCvlNxv. 


MM 09478R 
IN 1V1 / oo 


T-T/-kmr» cnnipnc Vivnntrierieal nrntein FT T9 1 0/^9 /FT T9 1 0^9^ m"RMA 
IaOITiO bd.picno iiyi^uLiicLit/cii piutcin jrj_fj^iv/oz ^rjbjziuozj, iilivln^v 


XIM 09 47527 
1N1VI UZH / o / 


u A mn n Qni ' pn c Vrvn^ntTietiral nrntein FT T19^9£ CRT T1 9^9^% mPMA 
xxOTiio sa.pi en t> iiypoLiiciit/<n pruicni jtj-j izjzo ^jrijj lzjzoj, iiiivin/\ 


fJKJf 0947QA 
1N1V1 UZH- / oO 


WrvTvnr* canipnc "h^mrktVi i r r» 1 ruT-ntf^in FT Tl ^ 1 /"FT Tl ^1 ^ 7^ mPMA 

iriOTiio Sapiens nypoinetit/cii protein ri^j i j i jj ^jtjl«j i j ijj nLtviN/\ 


TvJTVyf 09475"!^ 
1N1V1 UZ4 / o J 


U Arnn canipnc 'hxm^t'hf^ti ml nrot^in FT T9974/^ /"FT T9974^ mUMA 
xiomo Sapiens nypuLiictioai pxuLcni _rju-jz.z /*+o ^rijjzz / toy, jtiuxxn/y 


>JM 0947R1 
IN IVI vZ't /Oj 


FTrk-mo canipnc hvnntrierieal nrntein FT T9^SQR fFT T9^^0R^ mRMA 
jtionio Sapiens iiypoLiicti^ai piutcixi x jo j z,j j^o ^jt jl^jz^j oyoj^ iiixvi> 


MM 094789 
1N1V1 UZ*+ / oZ 


"PVvmrt canipnc VivrintVieti eal nrntein FT T1 9/^10 fFT T19^10i m"RMA 
jriojuio Sapiens iiypuiiicLiL/ai piuicni jtjl/J izoiu ^jti^j lzoiu^, nirviNrY 


NM 0947R1 

IN IVI l/Zt / O 1 


TTnmn canienc hvnnthetieal nrntein FT T9^Q4 fFT T9^SQ4^ m"RMA 
jnnjniu bapiciio n_y puLut/ ti^ai pi\j>uviii x juj^jj7^ z. j j -7**t j 7 iijlivjln^v 


MM 094770 


tf nmn canipnc nvnnthetieal nrntein FT T990SS fFT T990*»S^ mT?M A 
xiviinu sapiens iijrpvjtncLiC'ai piuicin jt z,z,ujj ^rjujzzuj j ^, iiiivln^a. 


NM 09477R 

IN IVI UZH- / / O 


TTnmr\ canipnc hxmnthetieal nrntein FT T99619 fFT T99^1 9^ rrVRNA 
jTiunio sapiens iiypuu.iciioai piuLcni jujl^j^z<uiz yjrjL>jz^vj>iz^ 9 iijiiVLNjrv 


MM 09477f", 
INlYi "JZ*+ / / O 


TTr%mr\ conipnc n\mnthetieal nrntein FT T9 1 140 PPT T91 140% nVRMA 
nuuiu Sapiens nypuLiiciioai pruLcm jrj-rjzi i ^jtjujzi i*tu/ ? njuvLN.rv 


MM 094774 


U Arnn canipnc n-i7nrvfrnptir«ci1 nrrvfp-in FT T9 1 Q94 /T?T T9 1 Q94*\ mT?MA 

nomo Sapiens iiypuineiiL/ai proiem jrjLfjzi!7ZH ^jri_»Jzi}7Z i Tj, iiixviN/A. 


MM 094770 


"PTrktnr* canipnc Ti^rr»r*tnptir»ol nrnfpin FT T1 ^QR4 fFT T1 ^Qfi4% mPTSJA 

JlIOjtio sapiens nypoineuc/d.1 protein r jlj ljyo't ^jTJUJ iji/oHj, itiinj.n/\ 


MM 0947/^R 
IN IVI /OO 


W/xmr* canipnc V»^mr\f-n/=»ti r»cil nrnfpin FT T1 90^7 H7T T1 90^7% ml? XT A 

nomo Sapiens nypoLncLioai proLem jt jl>j izuj / x jri_/j izoj / j 9 iinviN/^. 


MM 0947f"£ 
IN 1V1 KJZ.H / O 0 


UAmrt canipnc Vi i rr\r\t nph'r a 1 rtrni-pin FT T9^4^ 1 fTTT T9^4*\1% m"PXTA 

jnLonio sapiens nypoineticai protein jrjujzj^+j i ^jtjl.jzjh-j i ) y inxviN/\ 


MM 0947£<" 


TJ Arrin canipnc "hxmrxtnpfi r*»a1 nrnfpin FT T19401 fFT T19401% m"PMA 

jtiomo Sapiens nypoincnt/ai protein jti^jizh-oi ^jtjuj iz*tui j 9 iniviN/v 


TsTM" 0947^4 


U Arnn canipnc n\mirvtnpH nal nrntpin FT T1490S fFT T149QR% mT?MA 

jTioino sapiens nypomctit/ai proLem jtjuj i4Z7o \ri^j xH^yo), iiuvln^v 


MM 0947A1 


U nrnn canipnc Vrvrintneriral -nrr^fpin FT T1 ^904 fFT T1 ^904% mT?MA 
jnLOino Sapiens nypome 11 t/ai protein jtjL/J i jzoh- ^jti^j uzuhj, iiixvin/a. 


MM 0947SQ 

in ivi uz4 / j y 


OrtTv,^ canipnc Vn.mr\tnptir«ci1 nrnfpin "PT TI^Q^^ fFT T1^Q^^% mPMA 

xxomo Sapiens nypotnexicai protein jrjLyJijyjj ^jtjl»j ij7jjj, itii\jln/\ 


MM 0947^7 
1N1V1 /j / 


TJ7/-\n-i^ canipnc Vi\/nr\fViptir>a1 nrnfpin T7T T1 95J70 fFT T1 9527Q\ mPXTA 

jtionio sapiens nypoineticai protein jtjlj izo/7 ^jTjl»j iZo/7j, jttuvin/\ 


MM 0947Sf" 
IN IVI UZH" / JO 


"H"i^n-ir\ canipnc n\mr*tnptir»a1 nrnfpin T7T T1 'XAf% £ \ fT?T T1 ^Af\^\ m"RMA 

nomo sapiens nypotnctieai piotein jt jl^j uhoj ^jtjlaJ i jhoj ) y niruN/i 


"MTV/f 0947^^ 


T4>vmr\ canipnc ni/nntripfir»a1 nrnfpiti FT T1 191 1 fFT T1 191 1% mPMA 

xTomo sapiens nypoineticai protein jt-L-j ijzi j ^jtjl»j ljzijj, inivLN/A. 


MM 0947^1 
IN1V1 UZ** / jj 


lJ/r»mn canipnc V\A/nr\thpfir»a1 nrnfpin T7T Tl 14^7 fFT T1 1 A^1\ n-iT?MA 

nomo sapiens nypoineticai protein jt juj i i^j / \r jl#j i lhd / ) 9 itijt\jln/\ 


MM 0947^1 


LI A1 Y, n canipnc Vi\rr\rwTliP+ir»a1 nt*nfpin T7T Tl 1971 fFT Tl 1971% mPMA 

xiomo sapiens nypoinericai protein jtjlj ijz/j ^jtjuj ijz/j j ? rruviN/\ 


NM 09474R 


tinmn cam* en c hvnntTietieal nrnfpin FT Tl 1 ^10 fFT Tl 1 S10% nVRMA 
JLiOmO csapiCIlS IiypomeLlL/al piOLCin jTJUJI 1JJ7 ^jrjLwJl 1JJ7J, IllIVLNrA. 


NM 094747 


TTnmn canienc h\mnthetiea1 nrntein FT T99^01 fFT T99S01% m"RMA 
jLjUJino oapiciia iiyputxieiiL>ai piutcm jtjl<jz.z.jvj i \xr x ) 9 iiiivlnza. 


MM* 09474S 

INIVI vZ*r/*tJ 


TTr»mn canienc *h\/nntnf»tipa1 nrntpirtt FT T9900Q fFT T99000% m"RMA 

JtiUIIlO oapiCIld liy pOLllCLlL/al pi O Leill JTJl_i J ZZUV/7 ^jrjL»JZZv/v/-7 /, IIJISJ.N.TY 


MM" 094741 

IN 1YX V/Z»*t/*tJ 


TTnmn Qanien«: hvnnthetieal nrntein FT T91014 fFT T91Q14% mRM A 
juloiihj oapiciio liyputncLioai pioicin vx^jl, x j7j*+ i^jt jl-» j z»i7J ^ j , iiiisj.n/a. 


MM 09473 R 


TTnmri o.anien<; hvnntnetieal nrntein FT T9141 S fFT T9141 S% m"RMA 
1-j.uiiiw oajjiciio iiy potiictioai pivjuciii jtjL/J^ i*t i j ^jt -L/j^ i*-r i J/ 5 liirviN^v 


MM 094736 

IN 1VX V^.*T / J\J 


TTnmo <5anien<5 Vivnntrierieal nrntein FT Tl 9 1 SO fFT Tl 91 S0% mRM A 

JLJUJlllVJ' OdJ-Zlv^llO liy pViLlldlOai \J1 VJ IV^lll JL JL>J l^l JV JL-**! X£* X J\J J 9 lllXN-lN^i. 


MM 09471 S 

IN IVI UZH / JJ 


T_T nmn canipnc h\mAinpfir*a1 nrnfpin FT T99477 fFT T99477% ml? MA 

xionio aapiciib iiypotnetit/ai protein J^I-fJZZH■/ / ^jt i_/jz.z, t t / / j 9 iijuvln 


MM 094714 

1N1VJL WZ*t / J*t 


TTnmn cam pn c r*a lnnn in 1i Itp +rancmpmr*ranp /I nm am nmtpm fr^almmi mT?"KIA 

rxoiiio &apiciic> t/aiponin nivc u aiismcniDr ane vjoiuaiii piuicni ^^aiiiiiiiy, njuviN/\ 


MM 094711 

IN 1YI UZ4 / J j 


TTnmn canipnc ViAmnf Vtpfipal nrnfpin FT T1414S fFT Tl 414^% mPMA 

xxomo sapiens nypoineticai pioiein jtjl^j ihjhj ^jtjoj i hjhj j } iiiivin/a. 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


MM 094790 

in ivi uz^f/zy 


TJAmn canipnc V»-imrv+V»p+i r»al nrnfpin T7T T11QC1 fT7T T11RQ1% mUMA 

Jtionio sapiens nypoineticai protein rjUJijooi ^rjbjijooi j, nusjN/\ 


MM 09479 8 
IN IVI UZ*+ /Zo 


XJnn-in canipnc Vt^mrvllion^ol rvrnfoi^ T?T Tl 1 Of|C fTTT Tl 1 SOC% n-iT?XTA 

jtionio sapiens nypoineticai proiem tjUJ i i ooo \r l^j i i ouo ) y mjLvLN/\ 


NM 024725 


Homo sapiens hypothetical protein FLJ2351S (FLJ23518), mRNA 


MM 094794 
IN IVI VZH/ZH 


TT AtY ,A canipnc Vl\7nnfVip+i/-»al nrnfo-in T7T T99119 fFT T99119"\ rn"D\TA 

xiomo sapiens nypoinericai protein jtjljzzjjz ^rjujzzjjzj, irjU\JN/v 


NM 094791 


T-Tnmn <;anien<i liVelv nrf*hrv1ncr r\f mnnce T'ine fin Per rinmenHnmain 4 fFT T900R0% 

X X\Jil lw oa^lvllO llXVCiy \JL LllvJlVJg, VJ1 1 1 lUUoL £jLXX\j XXllg^J. XlV^lll^V7i-ll711iaill *-r yX JL*J £*\J*7 0\J Jy 

mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FLJ22690), mRNA 1 
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NM 024710 1 
NM 024708 1 
NM 024707 ] 
NM 024706 1 
NM 024704 ] 
NM 024702 
NM 024699 
NM 024697 
NM 024696 
NM 024694 
NM 024691 
NM 024685 


4n™ sapiens hypothetical protein FLJ23469 (FLJ23469), mRNA . 
^mo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 
Homo sapiens hypothetical protein FU13956 (FLJ13956), mRNA 
q n ...n sapiens hypothetical protein FLJ13479 (FLJ13479), mRNA 
tan sapiens hypothetical protein FU23045 (FLJ23045), mRNA 
Homo sapiens hypothetical protein FLJ13841 (FLJ13841), mKNA 

• t .x. __„*~;_ xtt ndfim T 1 400 7^ mRNA 

Homn sapiens hypothetical protein tU 14UU / {.flj ito nimw 

Homo sapiens hypothetical protein tuzzmy (t uzzm?), mursA 

Homo sapiens hypothetical protein FLJ23058 (FLJ23058), mRNA 

Homo sapiens hypothetical protein FLJ23 121 (FLJ23 12 1 ), mRNA 

Trn™ sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 

Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 




NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168), mRNA 




NM 024680 
NM 024679 


Homo sapiens hypothetical protem tU23 1 1 1 (rL>iZjj 1 1), 

Homo sapiens hypothetical protein FLJ1 1939 (FIJI 1939), mRNA 


NM 024677 
NM 024676 
NM 024674 


Homo sapiens hypothetical protein FLJ14001 (FLJ14001 ), mRNA 
Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 
Homo sapiens hypothetical protein FU12457 (FLJ12457), mRNA 


NM 024671 
NM 024669 
NM 024667 


Homo sapiens hypothetical protein FLJ23436 (FLJ23436), mRNA 
Homo sapiens hypothetical protein FIJI 1795 (FIJI 1795), mRNA _ 
Homo sapiens hypothetical protein FLJ12750 (FLJ12750), mRNA 


NM_024665 

NM 024664 
NM 024661 
NM 024660 
NM 024659 
NM 024658 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex suoumt 

(FLJ12894), mRNA 

Homo sapiens hypothetical protein FLJ1 1838 fFLJl 1838), mKNA 
Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 
Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 
Homo sapiens hypothetical protein FLJ1 1753 (FIJI 1753), mKNA 
Homo sapiens hypothetical protein FLJ23338 (FLJ23338), mKNA 
Homo sapiens hypothetical protein FLJ1 1 565 (FIJI 1 565 ), mRNA 


NM 024657 
NM 024656 
NM 024653 
NM 024652 
NM 024645 
NM 024644 
NM 024643 
NM 024642 


Homo sapiens hypothetical protein FLJ22329 (FLJ2232y), mRNA 
Homo sapiens hypothetical protein FLJ13902 (FLJ13902), mRNA 
Homo sapiens hypothetical protein FLJ23 1 19 (FLJ23 119), mRNA 
Homo sapiens hypothetical protein FU13842 (FIJI 3842), mRNA 
Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mKNA 
Homo sapiens hypothetical protein FLJ23093 (FLJ23093 ), mRNA 
tt. r,rnte.m FT J21212 (FLJ21212), mRNA 


NM 024639 
NM 024638 
NM 024635 
NM 024633 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRINA 
Homo sapiens hypothetical protein FLJ12960 (FLJ1296U), mRNA 
Homo sapiens hypothetical protein FLJ22643 (FLJ22643), mRNA 
tt i™rt^5««l protein FLJ21276 (FLJ21276), mRNA 




NM 024632 
NM 024631 
NM 024630 
NM 024629 
NM 024623 
NM 024620 


Homo sapiens hypothetical protein FLJ1 1526 (FLJ1 1526), mRNA 
Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mKNA 
Homo sapiens hypothetical protein FLJ20984 (FLJ20984), mKNA 
Homo sapiens hypothetical protein FLJ23468 (FLJ23468), mRNA 
Homo sapiens hypothetical protein FLJ13491 (FLJ1349 1 ), mKNA 
TTomn -mirm byr-*-ti™l protein FLJ12586 (FLJ 12586), mKNA 


NM 024619 
NM 024618 
NM 024614 


Homo sapiens hypothetical protein FLJ12171 (FLJ12171), mRNA 
Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mRNA 
Homo sapiens hypothetical protein FLJ13197 (FLJ13 IV /), mKNA 




NM 024612 


w™ sapiens hypothetical protein FLJ22060 (FLJ22060), mRNA 




NM 024608 


Homo sapiens hypothetical protein FLJ224U2 (f ljzz4uz;, mkW A 
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"MM* 094/^07 


tT/vmn conipn c nrntpirt nhncnTuitace 1 reOTllatOTV finhihitori ^nhlinit 3T3 
XJ.UII1U OdpiCllO pivjlclll pilUbpildLaoC 1 5 1 CgU.la.LvJl _y ^iixixxiJllAJXy auUUlllL JXJ 

fPPP1R3Ri mRMA 


MM 094604 


"Homo <ianien<5 hvnnthetiral nrotein FT J21908 (TLJ21908i mRNA 

O Ul 1 1VJ odpiCIlo liy p*J 111C LlVydl L71 W Lv^ IX 1 X l>Jx*l.yvu yx J^>r^iy\/uyj xxxxvx^xx. 


MM 09460^ 
1N1V1 yJjL^TyJVJJ 


TTnmn <;anien<; hvnothetical nrotein FLJ1 1588 (TLJ1 1588^ mRNA 


NM 094599 
IN1YJL vi'+J^y 


Homo 9anien<; hvnothetical nrotein FLJ22341 CFLJ2234n mRNA 


MM 094^Q8 
xNivi 


Unmn canienc: Vivnnthpriral nrnfpin FT Tl ^1 *S4 fFT Tl 1154^ mRNA 


MM 094^07 


Unmn cnnipnc Vi\mrit"hpHral nrntHn FT Tl 964Q fFT Tl 2649 i mRNA 


MM 094^06 


u nTT1 A oonipnc 'h\mr\fhpfinnl r»rntpin FT T1 9R47 rPT T19R47^ mRNA 


MM 094*\Q4 


u nrnn Qonipnc Viw»rktiiptira1 -nrntpin FT T1 9R9Q ^FT T1 9899 1 mRNA 


MM 094^0^ 


u nmr > co^ipnc "hvnot'hptinpl nrotein FT Tl 1767 CP1 T1 1 lfil\ mRNA 


mm 094^0,9 


u Arnn cQnipnc Vivnr^tlxptiral nrntpin FT T1 ^^S9 iHPT Tl ^S9^ mRNA 


xNlVI UZHJ7U 


ti Arnn canipnc Vivnrvt"hptina1 nrotein FT T9^S48 rFT T9^S4R^ mRNA 


MM 094^80 


Wnmn QanipnQ TiVTinthptiral nrntpin FT T99^Rri fFT T22^R6^ mRNA 


MM 094<\RR 
IN IVI U O o 


Mnmn QanipnQ hvnrvthpiiral nrntpin FT T9^SR4 fFT T2^SR4i mRNA 


MM 094^ R7 


Wnmn canipnc hvnntnptiral nrntpin FT T993S^ fFT T22^S3 >> l mRNA 


MM 0.94^ fc'J 


Womn cam'pnc nvr-inthpripal nrntpin FT T91149 CF1 T9^149 1 mRNA 

XXOIIIU odpiCIlo Liy pOLllCLlvval piULClll X X>> J J It^ \^X i_vJ^-_? 1*T^.^ 3 lliXvlNzv 


MM 094^89 


Wnmr* csnipnc Vi\/r-»ntnptir^1 nrntpin FT T9^0S6 fFT T9^0S^ m"RNA 


MM PI94^R1 
iNxVl UZ4j o 1 


PTomn cqnipnc nvTintnptipnl nrntpin FT T1 ^949 fFT T1 ^949 1 mRNA 

XXUIIIU bd.pi Clio liy pOLIlCLlCal piULClll TX-^J Ljy*r£ \± Xv J ij/t^Jj lllXViN-rt. 


MM 094<\7Q 


TTnmn c^nipnc Vi\mntnptipa1 nrntpin FT T9^991 fFT T9^991 1 mRNA 

XXvJIIlU pi Clio liy tllCllt/dl pivJIClll X JbJZ. J/<^' 1 ^X 1—/J£+*J4*JL* X ^, A 1 1XV1 > il 


MM fi94^7& 


Mnmn oo-nipnc hvnntnptipnl nrntpin FT T9970Q fFT T99709 1 mRNA 
xxUillo bdpiciio iiypijLiictit/di piviLciii x^ x_,j a. a. i \jy \r j-ij f \jy ) 9 iiixvinjtv 


MM 094^77 
INxVl UZHJ / / 


TTnmn canipnQ hvnnthptipal nrntpin FT Tl ^fiOS fFT T1 ^fiOS 1 mRNA 
XxUllivJ odpicilo liy yj\J LiiCLivvo.1 piuuciii xXyj i juv/w' \^x x-»j j 9 x i ix vj. ^ n 


MM 094^76 
INxVl UZ4 J> / O 


FTnmn canipnc TiwintViptipal nrntpin FT T91079 fFT T9 1 079 i mRNA 
xxUlllu odpicilo liy piiiiicui/di pujLcni x x^ j l\j j y \x jl^j x\j / y j 7 i i ixvi n in. 


MM 094575 


FTnmn canipnQ hvnntriptiral nrntpin FT T9^4r»7 fFT T23467 i mRNA 

XXwlIlvJ OdpiCllO XXy pLJ LliCtlVvdl piVXLCXlX X XjJ4>J*TU/ yX A-jJ Z*~J^\J I J j lllXVXXxx. 


MM 094^74 


Unmn canipnQ Vivnnthptiral nrntpin FT T9^191 fFT T9^1 91 i mRNA 
xxvJllHJ oapicilo liy pvJ LllCLlL/dl pivjtcixx x x^JZ-J 171 ^x i—i J ^ -J Lyi.j} x i xxvj- > rv 


MM 09457^ 

XN1V1 v^HJ / D 


TTnmn Qanipn<5 hvnnthptiral nrntpin FT Tl 90 1 0 fFT Tl 291 0 i mRNA 
XXv^lllvJ odpicilo liy pvJL.iictiC'ai pivxLviii x x_/j x +-*y x v/ \^x x-»«i ±.z,y l\j j 9 iixxxx^xx 


MM 094579 

INlYx v-ZHO / — 


TTnmn Qanipn^ nwintnptipal nrntpin FT T19f»91 fFT T19691 i mRNA 

XXUllliJ OdpiCllO liy pU tIlCLlv/O.1 piVtClll X XjJ X,£-\jy X \X X^J 1a«v7 X 7 5 XI IX VI 


MM fi94<N£Q 
INlYx o oy 


U Ani A cdnipnc ViA/nntnptiVnl nrntpin FT T91047 fFT T9 1 047 i mRNA 
xxOixxt) odpicilo nypiJiiicLiodi pruLciii r i-fj jl i / ^jr^ x_» j i v/*t / j 9 iiixvin^v 


MM 094.^/^7 
IN 1V1 UZ*+ J O / 


"LTr-v-rrirv canipnc ViAmntViPtipal nrntf»in FT T9 1 f>16 fFT T9 1 ^1 6i ml\NA 

XHJlllvX OdpiCllO liy piJLllCtlCdl piVJLClll 1 X-rJ JL. X\J x\j yr XjJ ^- 1 \J 1 \J J j XXXXVi >XV 


mm 094^^4 


"tTi^t-*-»r\ conipnc 1r\ri-*r\+1n^4~i/^«a1 Tv?*r*f£»iYi T7T T1 171^ fT7T T1 171 mT?M A 
ilOniO odpicilo HypOLIlCllt/dJ piOLCUl ri-iJ 11/ 1 J ^rLJ 11/ l^^j IIIXvIN.rV 


IN JV1 UZ*f jOj 


Wr\mn cnnipnc nvnntnetiral nrntein FT T140S4 fFT Tl 40S4^ mRNA 
XXOIIIL) odpicilo IiypUlllCllCdl piUlCHl 17 L-iJ IHWjH ^J/X-rJ i hv/j^ J, IIIXVIN/x. 


mm 094^0 


PTnmn canipnc nvr^ntViPtipal nrntpin FT T91Q61 fFT T9 1 Ofi^ l mRNA 
xiuinu odpicilo iiypuLUCLiudi piuicm x^ l^j z. l y\jj yivL^jz, i7uj i, iiixvin^x 


MM 094*^R 


TTnmn Qnnipnc irvnntliPtiral nrntpin FT Tl 3Q90 fFT Tl ^990 i mRNA 

XXCI11U OdpiCllO liy p\J LllCLlwa.1 piULClll X l—i J 1 J7^V yX l~tJ lJ7iu^j XXXXVX^cn. 


•MTV/T 094557 

1N1VX Vii.4jJ / 


Hnmn <;anipn<; nvnnfhptiral nrntpin FT T1 1 608 fFT T1 1 608 i mRNA 

XXUlllvJ OdpiCllO liy P*J LIXCLXVv a I LJXV-ILCXXX X X^/J X X WO y^X X—iJ X 1UUU J ^ IXXXVX^lxx. 


MM 0945 54 

IN 1V1 v/^H- J J *t 


TTnmn «:anipn«5 hvnnthptiral nrntpin FT Tl 141^ fFT Tl 141 X\ mRNA 

XXVJlllU OdpiCllO liy pLf LllCLlVvdl piVJLClll X 1—iJ X ItlJ \^X X_»J X X *T X -J Jy XXXXVX^Cii. 


MM 094548 

1N1VX V/Zr*T».'*tO 


TTnmn <;anipn<; hvnnthptiral nrntein FT T2^047 fFT T23047 i mRNA 

XXvJXXlvJ 0<ipiCX10 liy pw L11C llvvdl IJlVJLOlll X XjJxiJut/ ^X J-iJi»JV/*T / J ^ XXXXVXXxx. 


MM 094S4S 


TTnmn <:anipn«? hvnnthptiral nrc\te\r\ FT T19761 fPT T19761^ mRNA 

xxuniu odpicilo ny pvtllCllCo.1 piwtciii X X~tJ 1L / Ul ^X J— < J 1-/U1 J) XX1XVX ^ jrx 


MM 094S44 

IN 1V1 VZr** J *T*T 


TTnmn QanipnQ hvnnthptiral nrntpin FT T1987S fFT Tl 95s7S i mRNA 

xxvjinu odJJlCllo liy fJLfLiiciiccii pivjLCiii x x—iJ xz-o / +J \x X—iJ x z*{j / «j y 5 XXXXVX^xV 


MM 094541 


TTnmn Qnnienc hvnnthptiral nrntpin FT Tl ^1 14 fFT T1 31 14 1 mRNA 

X XUH1VJ OdjJlCllO liy (JWIXIC LICdl JJXVJLClll X XjJ X ~J X X*~T ^X X—iJ X — r X XT J 9 X X IX VX > il 


"MM 094S^Q 

INIYl UZ.'+JJj? 


TTnmn canipnQ hvnnthptiral nrntpin FT T9^S16 fFT T93S16i mRNA 

XXV71I1VJ OdpiCllO liy pv7LHCLlCdl pivJIClll X X—tJ Z*J*JX\J ^xLiJZ.J J 1U^, XXXXVXN.fi. 


MM 094S37 

1N1V1 uZ.tJJ / 


TTnmn QanipnQ hvnnthptiral nrntpin FT Tl 91 1 R fFT Tl 91 1 8 i mRNA 

XXU111U OdpiCllO liy PvJ LlXCUXCdl pXVLCXXX X X—iJ 1Z.1 lO ^X X—)J X X HJ J 9 llllVL^iX 


MM 094536 

IN IVX v/Z.'t .7 .7 \J 


TTnmn QanipnQ hvnnthptiral nrntpin FT T9967R fFT T99678 i mRNA 

XXAXilHJ OdpiCllO liy pVJLUCllCdl piULClll X LjJ j-Z-\J I O ^X A—iJZ*£*\J 1 O J 9 XXXXVX>XX 


MM 094535 

1N1V1 xJZ.'-t^} J _> 


TTnmn ^am'pnc; hvnnthptiral nrntpin FT T99091 fFT T99091 i mRNA 

XXVJXX1VJ OdpiCllO lXy pV7LX!CtlCdl LXXVtCXll X X-/J Z-Z*\JZ* X \^X X J y 1X1X VX i XV 


MM 094^33 

INIYl UZ.tJJJ 


TTnmn «;anipn<; hvnnthptiral nrntein FT T22167 fFT T99167i mRNA 

XXUlilU OdpiCllO liy pUUlCllCdl piVJIClll X XvjA^ilU/ yX 1—tJ X \J 1 J 9 XIXXVXNXX. 


MM 094S31 

IN1YX V/«*tJ J 1 


TTnmn <;anien<s hvnnthetiral nrntpin FT Tl 1 856 fFT T1 1 856 1 mRNA 

XXvlllU OdJJltXlO liy pi^F tlXCUCdl ^71\JICXXX X X—jJ X X <J ~J yj y^X X-#J X X <J^J\J J y lllXVliXL 


MM 094530 

1N1YX UZ-^Jw 1 w 


Homo «;anien«; hvnothetical nrotein FLJ23306 fFLT23306i mRNA 

x jlkjx i i\j ou|JiviiD Hj uivUvui |jivjtvin x i—i j ~j \j \j ^x x—io j—t ~> \s yj j y mx\x ixl 


NM 024528 


Homo sapiens hypothetical protein FLJ22626 (FLJ22626), mRNA 


NM 024527 


Homo sapiens hypothetical protein FLJ1 1743 (FLJ1 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FLJ22555 (FLJ22555), mRNA 
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NM 024519 ] 
NM 024509 
NM 024506 


FTomo sapiens hypothetical protein FLJ13725 (bU 13 /zd;, hikina 

Homo sapiens hypothetical protein MGC2655 (MUUOjo;, mru^ 

Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1A (zinc linger puncuy trs^i i*v> 
mRNA . 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mRNA 


NM 015545 


Homo sapiens KIAA0632 protein (KIAAQ632), mKJNA _ 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member a iu laiaose icuui-iast; 
(AKR1B10), mRNA — 


NM 003308 


Homo sapiens testis specific protein, Y-hnked ( IbrY ), mKiN/v 


NM 024339 


Homo sapiens hypothetical protein MGC2b:>:> (JVHjL.zo:>:>; s mtuN/\ . 


NM 024334 


Homo sapiens hypothetical protein MuCiZZz (iviUL^zzzj, huvin^ _ 


NM 024328 


Homo sapiens hypothetical protem MGC2652 (MUC2COZ), itijsjn/y 


NM 024327 


Homo sapiens hypothetical protein MG125U5 (MUU3U6), mi^iNA _ _ 


NM 024323 


Homo sapiens hypothetical protein MGC1 1271 (MUtl 12 / 1), ™na _ 


NM 024322 


Homo sapiens hypothetical protem Muti lzoo uyio^i izooj, iiuvin^ 


NM 024320 


Homo sapiens hypothetical protem MGC1 1242 (MUt l iz^zj, mruN/^ 


NM 024319 


Homo sapiens hypothetical protein MGC4174 (JVKjU41 /4j, itikjna 


NM 024314 


Homo sapiens hypothetical protein MGC4294 (MGC42V4), mKfMA 


NM 024313 


Homo sapiens hypothetical protein JVLULo 15 i /ji;, miMNA — < 


NM 024310 


Homo sapiens hypothetical protein MGC40yu (MGC4Uyu), hikjna 


NM 024303 


Homo sapiens hypothetical protein MGC4161 (MGC4101), hikina _ 


NM 024297 


Homo sapiens hypothetical protein MGC2941 (MGL,2y4 1 j, hikina 


NM 024293 


Homo sapiens hypothetical protein MGC3035 (MGC3UJ^), hikjna 


NM 023003 


Homo sapiens transmembrane 6 supertamiiy member l ^nvioar i), xiuuna 


NM 015254 


Homo sapiens kmesm family member 13B (Klb 13B), mKJN/v 


NM 015127 


Homo sapiens Mid- 1 -related chloride channel 1 (isJAAU/Oi), mtuN/\ 


NM 024033 


Homo sapiens hypothetical protein MGC5242 (MGU^242J, mKJN/\ 


NM 024122 


Homo sapiens hypothetical protem MGC4825 (MGC482^ ), rrttCJNA 


NM 024121 


Homo sapiens hypothetical protein 1< JLJ20y /y (^i.J2uy /y;, hlkina 


NM 024119 


— 1 1 71 7- i 7 ; t»t ti nc/i /T?T Tl 1 l^^dA T-nT?TsJA 

Homo sapiens hypothetical protem l^LJ 1 13t>4 (£U 1 1 3^4), hikin j\ 


NM 024117 


Homo sapiens hypothetical protem MbU /4^ <M<a<^z /^o;, ituun^ 


NM 024115 


Homo sapiens hypothetical protein MGC4309 (MGU43Uyj, itikin j\ 


NM 024111 


Homo sapiens hypothetical protein MGC4DU4 (MLrv^4DU4j, mtuN/v 


NM 024109 


Homo sapiens hypothetical protein MuC2o!>4 (Mulzdjh j, mtuN a _ — 


NM 024108 


Homo sapiens hypothetical protem MGC265U (MLjC2o:>u), niKJN/\ 


NM 024107 


. 1 7 7- i 7 • AA'pmm /A/f r^r^l 1 9^ A rnRlSJ A 

Homo sapiens hypothetical protein MGCJ123 (MLrL,^ izj;, mtUN/Y 


NM 024106 


Homo sapiens hypothetical protein MGC2663 (Mut/ob^ J, ihkina 


NM 024104 


Homo sapiens hypothetical protem MGC274 / (Mut/ /4 / mmN/\ 


NM 024102 


— . "7 77 "7 \ • \ifpPT70') /AyT/7ir^9799 > \ mT?7\f A 

Homo sapiens hypothetical protein MGC2722 (JVluu/^j, mtuN/\ 


NM 024097 


Homo sapiens hypothetical protem MGC955 (JVlGCyD^;, mtuN/v 


NM 024094 


Homo sapiens h^othetical protein MGC5526 (Muud^zoj, mi5LiN/\ _ 


NM 024093 


Homo sapiens hypothetical protem MGC5509 (JVLU^Duy mtuN/v 


NM 024090 


Homo sapiens hypothetical protein MGLo46 / mxviN^ _ — ^ 


NM 024086 


Homo sapiens hypothetical protem MGC3329 (MUUJ^j, hiktsa 


NM 024085 


Homo sapiens hypothetical protem FLJ22 1 69 (ri,J22 i W), hikjn a 


JNJYL U24USU 


TT/-kT-n<-k csriien* hvnothetical nrotein MGC2849 (MGC2849), mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3 1 69 (MGC3 1 69), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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XTTV/f AO AC\ £LQ 

iNM UZ4UO0 


HJ^^Y->rA CQn ; P « c ViArr^fh^tir-dl rvrrkt^ in A/ffrP97^1 fN/TGP97'3 1 ) m"RNA i 

xxomo Sapiens nypoinencai proiem iviu^ i j i \±v.l\jv^ / j iij-Lx_L><.rx 


INIVI UZ4UOl> 


Tj rtnin corkipTiQ hvnnthetiral nrntein "MGP3062 fMGC3062i mRNA 


"MA/1 fi9AO£1 
INM UZ4UD1 


WriTTirk cpTiip-nc ri\mntriptinfll nrnfpin MGC'5521 (MGP5521i mRNA 


JNM UZ4LOO 


iT ATT1ft c « n ; PT1c Vi\mr\tlip'tiral r>mtpin MGPS590 fMGPSS90 1 mRNA 

JjLOIIIO oaJJlCIlo IXy poiIlCUCai puJlc-lll ±vxvj v_^^ *j ~s \j yiy±\j\^*s*j j 9 iiuviin 


INM UZ4UD / 


W/vmr* cQnipnc "hAmr»thp>ti r nl -nrrktein A/TOPSSRS fiVTGPSSRS I mRNA 

O.OIT10 Sapiens nypoineiicai proLcm ivxvjv^^joj yiyx\j\^j~>oj iiuvi>n. 


INM UZ4UDJ 


xionio sapiens nypoinencai pioicni ivivjv^ovji ^xyxv_j^'Oi/x / j, 1 1 n vj. > f\. 


JNIVL UZ4UjU 


rtoiTio Sapiens nypoineiiodi proicm ivivj v^z, j 7H ^ivivj\^y^j-/*T^, iiixvl^jtv 


XT\/f f\1 AClAG 


xiomo sapiens nypoinencai proxem iviov^^ joo v.-mlvjv^j jooj, iiuNj.Nrx 


JNJVl UZ4U4o 


riomo sapiens nypoinencai protein ivivjv^juzu ^ivivj^-duzu^, hjjvln-tv 


INM UZ4U4D 


rioirio Sapiens nypoLnciit/ai pruiem ivi^jv-^om-v/ / ^ivx\jv^o*tv/ / j, hixvjlnx^. 


INM UZ4U40 


xxomo Sapiens nucleolar pioLcni uul ^uu^, iilivin^x 


JNM UZ4U41 


xxomo Sapiens nypomeuuai proteiii ivxvjv-'-j iou \±v±vj\^j xo\jj} iiixnj.>^a. 


INM UZ4Ujy 


XlOiriO Sapiens nypouicuL/ai pioieiii ivivjv^^*TOO ^ivivjv^z.*+oo^ 3 hjivi>/\ 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), rnRNA 


NM 024037 


rlomo sapiens nypoinencai protein mulzdi/j ^ivio^zou jj, nrtviN/v 


NM 024032 


Homo sapiens nypotnetical protein MvjLxJ i (MuLJJjU), rnruN/\ 


NM 024031 


Homo sapiens nypotnetical protein MvjLo izi ^MVjrL^^ izi^, rnxvJNA 


NM 02402b 


Homo sapiens nypotnetical protem mlj^^zod ^mvjl^jzod^, mKiN/v 


NM_024027 


Homo sapiens nypotnetical protein MUL32/7 similar to couecuns ^mvjt^jz /y j, 
mivJN/v 


INM UZ4UZD 


xiomo sapiens nypoinencai proicin ivivjv^i 1 00 v.i^i-^-*^-' 1 * JU /9 hixnj.^-**- 


xta/t no/inn^ 
JNM UZ4UUO 


xxomo sapiens nypoinencai protein i±\ii\\jjujhjjz,\j\j ^uviAvjrj / j'Tjjz.uu / ;, 1 1 u\± > -rv 


JNM UIDDOj 


xiomo sapiens i^js^Zyi^»?oor , uj'to proiem ^jL^jNjrz^jrjoor , u fc ? < +o^, iiuvin-tv 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


XTA/T A1 £LA Q 1 

NM Ulo4ol 


Homo sapiens nypoineucai proiem (.nor v^zi^j, ixitvtn/\ 


XTTV A AO 1C\ Af\ 

NM 023940 


Homo sapiens nypotnetical protein ivuj^zoz / ^mvjLxZoz / nuviN/\ 


NM 023938 


Homo sapiens nypotnetical protein ivluv,z/4z ^m^l^z/4Z), niKiN/\ 


iNM 023931 


Homo sapiens nypotnetical protein nikj^ah/h ^ivivj^z4/^+j, mrsj.N/\ 


NM015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (j\aiz,r ), mKJN/v 


NM U1j34U 


Homo sapiens Dt^rz^r /z /ivii 1 1 protein yujs^r /Ljr /z /ivii n;, nxtv±N/\ 


JNM U1DU4.3 


riomo sapiens xsjl/vauo/o proiem ^jvi/v/wjo/o^, miviN/\ j 


NM UZJyj4 


Homo sapiens nypoinencai proiem mu^^7j {ivivjrv^z^t;? j ^, mrviN/iL 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 

oimt^ofooa /X7T T1 QQ > \ ml? AJ A 

syntnetase yr lj j z^ oy ) y mixiN/v 


JNM UziyZo 


Homo sapiens nypotnetical proiem rJLJizoyo ^r , i-»jizoyjj, nuviN/x 


NM Uz3yz4 


Homo sapiens nypotnetical protein rLJ 13441 ^ri^j io44i ), mixXN/v 


XTX K A1AT2A 

NM 02UZ3y 


Homo sapiens small protem eitector I oi Cac4z (oJriiv^ij, miviNA 


jnm_u J zuoy 


Homo sapiens Aii^ase, ^lNa^ j/iv rranspomng, oeia 4poiypepnae ^iiidh;, 
mrvlN/\ 


INM. UZj i 1Z 


numo Sapiens nypoLncLicai pxuiciu x x^j z.17 iu ^x?x-#j^i^xvjy 5 1 1 i-ivi » / 




Pnmn cQ-nipnc T<TTA A 0400 nrntein fKTA A040Q) mRNA 

XiOIIlO SapieilS rs. I /-\ /-\ U4u7 pUJlClll ^J\X/VfWtU7 ^, lllINXN^X 


in xvx uzj \j / y 


XTOlllO SapiCIlo ll_y pULUCLlcai pik/tviii ± UO*J-/ ^JL J__* J UOJjyj hjxxi^ixx 


ATM 09^077 


UnmA coniPTic Vk\mntViptirfi1 nrntein FT T194^Q rFT Tl 94 , ^Q^ mRNA 
numu Sapiens nypouiiciicai piuiv/iii x jl^j 1 z< 4 -tj7 ^jtx^j x^.*T.?;7y, uuvi^rv 


NM 023075 


Homo sapiens hypothetical protein FLJ1 1585 (FLJ1 1585), mRNA 


JNJVl KJZ3\J/*t 


xiomo sapiens nypoinencai proicin jtjuj izo^tH ^r , i-«j izo^t'f ixuvin/\ 


NM 023073 


Homo sanienQ hvnothetical nrotein FLJ1 3231 CFLJ13731} niRNA 


NM 023071 


Homo sapiens hypothetical protein FLJ13117 (FLJ13117), mRNA 


NM 012319 


Homo sapiens LIV-1 protein, estrogen regulated (LF/-1), rnRNA 


NM_023012 


Homo sapiens hypothetical protem FLJ1 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ1 1021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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NM 023007 ] 
NM 022918 1 
NM 022914 ] 
NM 022912 : 
NM 022907 
NM 022905 
NM 022901 
IN ivx_u o y o 

NM 022841 
NM 022840 
NM 022834 
NM 022832 


ffomo sapiens hypothetical protein FLJ12517 (FLJ12517), mRNA _ 

Homo sapiens hypothetical protein FLJ22104 (FLJ22104), mRNA 

Homo sapiens hypothetical protein 24432 (24432), mRNA _ 

Homo sapiens hypothetical proton FLJ13110 (TLJ13110), mKJNA 

Homo sapiens hypothetical protein FLJ23053 (FLJ23053), mRNA 
Homo sapiens hypothetical protein FLJ12572 (FLJ12572), mRNA 
Homo sapiens hypothetical protein FLJ21302 (FLJ21302), mKJNA 
Homo sapiens B-cell CLL/lymphoma 11B (zinc finger protem) (BULllB), 

mRNA 

Homo sapiens hypothetical protein FLJ12994 0FLJ12994), mRNA 
Homo sapiens hypothetical protein FLJ23017 (TLJ23017), mRNA 
Homo sapiens hypothetical protein FLJ22215 (TLJ22215), mKJNA 
Homo sapiens hypothetical protein FLJ12552 fFLJ12552), mKJNA 
Homo sapiens hypothetical protein FLJ21347 (TLJ21347), mRNA 


NM 022827 
NM 022826 
NM 022823 
NM 022781 
NM 022780 
NM_022778 

NM 022777 
NM 022771 
NM 022770 
NM 022769 


Homo sapiens axotrophin (AXOT), mRNA 

Homo sapiens hypothetical protein FLJ22362 (TLJ22362), mRNA 
Homo sapiens hypothetical protein FLJ21343 CFLJ21343), mKJNA 

Homo sapiens hypothetical protein FLJ1 3910 (FLJ 13910) mRNA 

Homo sapiens hypothetical protem DKFZp434L01 17 (DKFZP434L01 17), 

mRNA — 

Homo sapiens hypothetical protein FLJ141 17 (FLJ1411 /), mKJNA 

Homo sapiens hypothetical protein FU12085 (FLJ12085), mKJNA 

Homo sapiens hypothetical protein FLJ13912 CFLJ13912), mKJNA 
Homo sapiens hypothetical protein FLJ21 868 (FLJ21 868), mRNA 


NM 022767 
NM 022766 
NM 022763 
NM 022762 
NM 022759 
NM 022754 


Homo sapiens hypothetical protein FLJ12484 (FLJ12484), mRNA 
Homo sapiens hypothetical protein FLJ23239 (FLJ23239), mKJNA 
Homo sapiens hypothetical protein FLJ23399 (FLJ23399), mKJNA 
Homo sapiens hypothetical protein FLJ223 1 8 (FLJ223 18), mKN A 
Homo sapiens hypothetical protein FLJ21865 (FLJ21865), mRNA 
Homo sapiens hypothetical protein FLJ12876 (FLJ12876), mRNA 
Homo sapiens hypothetical protein FLJ22059 (FLJ22059), mKJNA 


NM 022752 
NM 022751 
NM 022750 
NM 022747 
NM 022744 
NM 022/43 


Homo sapiens hypothetical protein FLJ21610 (FLJ21610), mKJNA 
Homo sapiens hypothetical protein FLJ22693 (FLJ22693), mKNA 
Homo sapiens hypothetical protein FLJ22558 (FLJ22558), mKJNA 
Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 
M ni m<! hvr>ofhetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 
NM 022736 
NM 022734 
NM_022731 


Homo sapiens hypothetical protein FIJI 1850 (FLJ1 1850), mKJNA 
Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mKJNA . 
Homo sapiens hypothetical protein FU20859 (FLJ20859), mKJNA 
Homo sapiens similar to rat nuclear ubiquitous casein kinase 2 (NUCKS), 
mRNA — 


NM 022727 
NM_012197 

NM 015136 


Homo sapiens HpaH tiny fragments locus 9C (HTF9C), mRNA 

Homo sapiens rab6 GTPase activating protem (OAF and centrosome-associated) 

CGAPCENA), mRNA 

Homo sapiens KIAA0246 protein (stabl). mRNA — 


NM 022659 
NM_022571 


Homo sapiens likely ortholog of mouse early B-cell tactor 2 (FLJ1 1500), mRNA 

TT „o*^;««o nnfohvp l^nt-orvtp rA a te1 et-acti vating factor receptor 

tiomo sapiens putative leuMjuyiu piaic^c-i. " * t*m.* & * 

fHUMNPnY20), mRNA . ^ . — - - — 


NM_021024 

NM 019884 
NM 021034 


Homo sapiens high-mobility group (nonhistone chromosomal protein 1 /-like 1 

(HMG17L1), mRNA 

Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 

Homo sapiens interferon induced transmembrane protein i (1-&U) ^lMlivLi), 
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HULV.lN.rY 


INIVX UX.ZtHJ 


XiuniU sapiens uiiaiiiiii pylupiioijpiiuivinaoc 1 ^IrJvl J 9 IILi\±\r\ 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ 12799), mRNA 


IN1V1 Ui-Z47 4 t 


xiomo sapiens nypoinencai protein xJLJZiiOZ (xi_jzi:OZj, iixKJNA 


INIVX UZZH7Z 


xiomo sapiens nypoinencai proiexn ri^j iz / 60 ^ri^J iz/oo j, mKJNA 


"MM* 099485* 
IN 1V1 vZZ*t o O 


xiomo sapiens r\^3-yo protein \r\^D-yo), mKJNA 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


IN 1VX_U ZZh- / H 


Homo sapiens hypothetical protein FLJ 126 15 similar to membrane protein, 
paimitoyiatea d \svu\\j\j]s^ pDD suDianiiiy memoer 0 j (ru lzoio j, mKJNA 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


"NTM" 099zl^9 
1N1V1 UZZ*40Z 


nomo sapiens nypotneticai protein r.LJi loio (r.LJ l ioioj, niKINA 


iNiVX__UZZ^f o 


l"iomo sapiens nypotneticai protem rLJzlol / similar to Rhoipz (FLJ21817), 
xniviN/\ 


inivi uzzj> / j 


riomo sapiens nypotneticai protein rLJzzo 13 (r jlj zzJ 13), mKJNA 


IN iVl__U ZZ 3 / U 


xiomo sapiens nypotneticai protein ri^JzlU44 similar to Kbigl (rLJzl(J44), 

irii\J.N/\ 


INIVI UZ^JUO 


T— T/~v-fY-l/~k c 1 QT\1 C TM*010 1 /"OTA 1^ *mU \T A 

nomo sapiens praja x ^rJAi j, mJtviN/\ 


1N1V1 UZZjOQ 


xiomo sapiens nypotneticai protein xljzj loz yrJLJZj lozjj iixKJNA. 


IN 1V1 V/ZZjO I 


riomo sapiens popeye protein 3 (rUrJ ), mKJN/V 


NM 022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


lSTN/T 099^/19 

INIVI uZZJ*tZ 


riomo sapiens Kinesm iamuy memoer y (Jviryj, nuviNA 


"MA/T 099^79 
XNXVX VSZj 1 Z 


xiomo sapiens kj protein Deta suounit-like (kjdL,), nxKJNA 


IN xvi UZZ 1 J> o 


Homo sapiens true tosamine-3 -kinase (FN3K), mRNA 


TSJlV/r 0991^7 
XNxVX UZZ 1 j / 


Homo sapiens secreted modular calcium-binding protein 1 (SMOC 1 ), mRNA 


TsJTVyT 099 118 
XN1V1__UZZ lio 


riomo sapiens cutaneous i-ceii lympnoma tumor antigen se/U-2 {ph /0-2), 
mRNA 


KfKA 099 1 1 £ 
XN1VX UZZ i 1 O 


xiomo sapiens iiugetm-iiKe i ^rivjJNLri ), mKiNA 


"NTM" 099101 

XN I VI UZZ Ivj 


nomo sapiens nypotneticai zinc linger protein ri^J i4Ui i (xLJ x4Ul l), mKJNA 


TnTM 099070 

INIVI UZZu / \J 


xiomo sapiens nypotneticai protein rl^jzzuo/ (riwJZzUo /j, mrsJNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


"WlV/f 091Q70 

xnivx_uz i y / u 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 

^IVX^VX ZXv 1 Xl 1 niXvlN /\ 


NM 01Q0K1 

INIVX W X 7UO 1 


xiomo sapiens xvx/\A.u*f-5U gene proouct ^XkJ/VAUHjUj, mxviNA 


"NA/T 091QR1 

XNIVX UZ 1 70 1 


xiomo sapiens pre-i/xNxv ceil associated protein (iJJlzA), mKJNA 


XTTV/T 090191 
IN1VJL_UZU X Z 1 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (XJGCGL2), 

IIIXvXN/Tl 


NM 0066S3 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


NM 006077 

INIVX UUUU / / 


xiomo sapiens caicium omuing atopy-reiatea autoantigen 1 ^dAXAI j, mxvJNA 


"MM 09101zl 

INIVX UZ17JH 


xiomo sapiens nypotneticai protein rLJ 1 1 / / 5 (rJLJ i 1 / / J;, mKJNA 


NM 091QH 


xiomo sapiens nypotneticai protein x 4 j_/J1Z4jo (ri-J iz^joi, itlkjna 


NM 021930 


Homo sapiens Rad50-interacting protein 1 (FLJ1 1785), mRNA 


TsJM H91Q9Q i 

in ivi__uz i y z y 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
neanng reiatea protein ^x'l^jz ioij mKiNA 


1MM 007979 
INIVI uu /z /Z 


xiomo sapiens cnymotrypsin c (calaecnnj (CIKC), mKJNA 


NM 004917 

INIVX VJ\J*+Z.D 1 


xiomo sapiens tnyroiu normone receptor interactor u ^xxxir i j), mKJNA 


NM 001 R40 


xiomo sapiens succmate-i^oA ngase, oiJx-iornung, aipna suDunit (oUv^jLvjI), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21S39 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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NM 021732 1 
NM 021730 ] 
NM 021643 1 

NM 021633 ] 
NM_021629 


-Tomo saoiens hypothetical protein PP5395 (PP5395), mRNA 

ir« ~ c„«™ 0 VnnWhptirnl nrotein PP1044 (PP1044), mRINA 

ciomo sapiens nypouieuoai piuicm i x xu-t-t v-*- ^ * ~ — Z2 — 

Elomo sapiens GS3955 protein (GS395 5), mRNA 

Wnmo sanims svnantic nuclei expressed gene 2 (SYNE-2), mRNA 

Homo sapiens kelch-like protein C3IP1 (C31F1), mRNA 

Homo sapiens guanine nucleotide binding protein beta subumt 4 (GNB4), 
mRNA " 


NM 021627 
NM_021626 


Homo sapiens sentrin-specific protease (SENP2), mRNA . . 

Homo sapiens likely homolog of rat and mouse retinoid-inducible bcuiK 
carboxypeptidase (RISC), mRNA 


NM_021622 

NM 012408 
NM 021252 


Homo sapiens pleckstrin homology domain-containing, family A 

fphosnhoinositide binding specific) member 1 (PLEKHA1), mRNA 

Homo sapiens protein kinase C binding protein 1 (PRKCBF1), mKNA 
XT ^ oo«^r,o parts mpmher RAS oncogene family CRAB 18), mRNA 

nOIUO bdpiCIlo XvrVUiOj ln^iixu^i AVt w O— . — - — ^ — i 


NM 020806 
NM 021258 
NM_021235 

NM 021204 


Homo sapiens gephyrin (GPHN), mRNA — 

Homo sapiens interleukin 22 receptor (IL22R), mRNA 

Homo sapiens epidermal growth factor receptor substrate fci^im tfclrSlbR), 

mRNA — 

Homo sapiens E-l enzyme (MASA), mRNA 

w™™ enn^n. neurogenic differentiation 4 (NEURUU4), mRNA 


NM 021178 
NM_021127 


Homo sapiens enhancer of invasion 10 (HEI10), mRNA _ 

Homo sapiens phorbol-12-myristate-13-acetate-mduced protein 1 (PMAIP1), 

mRNA . . , r. - — 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 

(SPINK2), mRNA 

Homo sapiens thymosin, beta 10 (TMSB10), mRNA 


NM 021103 
NM_006435 

NM 021073 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) [)tiLNU) t 

mRNA _ — 

Homo sapiens bone morphogenetic protein 5 (BMF5), mKJNA 


NM 003142 
NM_003888 

NM 013234 
NM 021067 


Homo sapiens Siogren syndrome antigen B (autoantigen La) (SSB), mRNA 
Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALUH1AZ), 

mRNA ■ 

Homo sapiens muscle specific gene (M9), mRNA _ 

Homo sapiens KIAA0 1 86 gene product (KIAA0 186), mRNA 


NM 021020 
NM 021025 
NM_021003 

NM 020674 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTS1), mRNA 

Homo sapiens homeo box 1 1-like 2 (HOX1 1L2), mRNA 

Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 

alpha isoform(PPMl A), mRNA 

Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 
NM_020904 

NM 020686 
NM 020684 
NM 020683 
NM 020679 
NM 020677 
NM 020675 
NM 020673 
NM 020660 
NM 019108 
NM 018838 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 
Homo sapiens pleckstrin homology domain-containing, family A 
fphosphoinositide binding specific) member 4 (PLEKHA4), mRNA 
Homo sapiens NPD009 protein (NPD009), mRNA 

Homo sapiens NPD007 protein (NPD007), mRNA 

Homo sapiens AD026 protein (AD026), mRNA 

Homo sapiens AD023 protein (AD023), mRNA . 

XJ^mrx oonipne HQPAPft rn-ntf>ir> fRSCARG^ mRNA 

xiomo sapiens nDv--/ij\vj pujt&iii ^riL>^^»j.v\j^) lm^-i * 

Homo sapiens AD024 protein (AD024), mRNA . 

Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mKJNA 

Homo sapiens connexin-36 (CX36), mRNA _ 

Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 
Homo sapiens 13kDa differentiation-associated protem (DAP 13), mRNA 
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xnvr HI 

xNlvx KJ 1 OHDH 


T^l r\mr\ conipnc onlisitn nrnteiTi ( f~rP^ mP~WA 
xxUIIIL) bapiClli) gUllaLIl piUtClll \\J±j 9 XllXNJ-^xV 


"MM" 0904^7 

xNJVx U^vHj / 


W<vmr* cc»nien«: Qimiltar trs acnnrtate netn hvHrrvwIaQe ( ASPW^ CX OP^7 IniS^ 
XxUIIlU odL/lCllo oiixxxxal i\j aopal laic ucia iiYUi \JJ\.y iflov ^aji JLA y I J—A^/v^ J / 1UO y } 

mRT\T A 

11 lXVxNxx 


NM 090S24 


Wnmn QnnienQ nemntnnnietif' PT^^-interar.tino' nrotein fHPTPi mRi\TA 
iiuinu oapivsiio liquid i\jyjKJi^ii\y x uyv iiiiw clvliii^ |_ji wiv^iii ^iix xx y 9 iiixviNxV. 


NM 018638 

X>IXVX \J 1 OVJJU 


Homo •sflniens ethanol amine kinase fRTCTl i mRNA 




Uf»mn ^anien^ fihemnlrine-like fartor 1 fPKT 1*1 i mRNA 


NM 016951 


Homo <>aniens chemolcine-lilce factor 1 fPFCT.P1 i mRNA 


NM 020143 


Homo Qaniens nutatative 28 kDa nrotein CT.OC56902 1 mRNA 


NM 020141 


Homo earner,*; nrotein x 013 ^0-020". mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 


xNlVX \J 1 OOtJ 


]-Tr\mr» ccrni f*r~\ c tviiitm^Ii r\Y} rin p 1 mnr\f*v T54Tni1\/ TYrnfi^'ifi /TVA^PT^^ tyiPTsIA 

11U1 LiKJ bcipidlo llllLdwllLlilUl valllC'l IdilUlj' jJUJtCIJI \^lVXV_^i X ^ 5 xllXVLN^A. 


NM 01R840 

XNJVX \J 1 00*tv 


T-lAmri conipnc TMitiafiVf int/^rdr'tmo' TYiwfr^in CXi 1 M^'N mPXTA 
XiOIIlO oapiCIlo pULiltlVC' XVa-UJ-llllCla-OUlllg, pUJLCUl ^JvLTJ y 3 lIlXVLN-rV 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


lNlVl UIOjUU 


xiomo sapiens cyclic xAivjur -reguiaieu. pnospnoprotein, z i ku yj\i\jrr -z i nii\iN/\. 


1NxVx_U 1 0£y¥ 


xiomo sapiens liKeiy orxnoiog or mouse neai snocK pi oiem, / u Kua ^+ 
n"OPS11£2i mPNA 


nm on^Q 


T-ToTYirt cunipnc ■n* =k m*/>Ti5*1 T^rr\fpi ti iWP9 ^ i mT? "M A 
XJLVJlIlvJ odpidio llCLxIwIidl jJlULCUl ^lu ^ 5 IIxXVxNjTx. 


NM 00S064 

xNxYX V/\x«^V'\J' - T 


TJatma cortipriQ Qma11 inrlnpil^lp PvtAViiiP QiiHfnmilv A ( Pvq-Pvq^ mpmhpr 9*3 
^SPVA9^^ mRNA 


NM 01 3260 


T-T/^m/-\ cQni F>n c tT"C»ncf*TiT*tirvna1 t~F»cn i1 q triT" Ti-rr^tRiTi n-TP"WrrP i TnP TVF A 

XXV/XllW oa|JlwllL> LLolloVi. ipLl\Jlldl 1 V^gLiltxHJi piWL&lll ^XXV_yA>VJX lliXViN^V 


xNxVX yi\J1JJ 


Hnmn Qfinip-nQ hvnnrlipriral nrntein T OP^71 (T OPS71 i mR IMA 


NM 020410 


Homo «:»r»if»nc: POT-1 S9 nrntein ^PfrT-l S9 i mRTvJ A 


NM 020401 


TTi"\mr\ canipno thipIpqt r\r\i~P* r* nmnl p» v ■r^T/^'fp'i ri ^MT TP 1 07\ rnT? "TsT A. 
XXUIIIO bdpiCIlD IlUOlCal pUIC l/OIIipiCA prULCUl ^INUriu/ jy IlJXvxN .AY 


NM 020400 


T-fnTnr\ c cjtm ^ti c r»T*rt tpi ti _pr\i ml pn rpp f^r^t/^kT Q9 i^T-PPQ9i rnT? 1ST A 
XxiJIIlO bctpiCIlo VJ piOlCIIl-l/UUpiCU. ICV/CpiUl 3/^- ^vJx S\JL>)^ IllxViNxY 


NM 0203Q7 

XNxVX \JjL,\Jjy I 


XXVJIIHJ bdpiCIlo ^allxXVl-lJIVC piOLClll ISJlldoC ^J_»v_7V^ J / 1 lOj, IIJXvIN/A. 


NM 02038R 

XNxYX VZ-UJOO 


Homo QanienQ PATY-1 S nrotein /TATY-1 Si mPNA 


NM 020386 


Homo <;anien<s HRAS-like «;unnres<;or fHR AST Si mRNA 


NM 020361 

X XVX. V/^UJUi 


Hnmo <5f*nien^ earHnwmentiHa^e R nreenr^nr fPPATT^ mR l^JA 

XXCFAIxV^ SajJivlld \~>CLL UKJA.y ^J\^^Jtl\J.aj\^ XJ pi ^/L/Ltx o\Jl ^V_>X xxXXy 5 IIJXXJL ^< xV 


NM 020357 


Homo ^anien 1 ? PT^SX-containinff nuclear nrotein ( nc/nn i mRNA 

llUlliU uClUlVlliJ X X_/L_? X WV/llLUllllllg A X IX w Iwlil Ul VtWlll 1 UvliU Fj llJULVi 1 XL 


NM 020345 

X 1111 \-f \J 1 m-A 


Homo <?ani en ^ T-lcanna-R -in terantino - R a <;-! ilce nrotein 1 fFCHRASli mRNA 


NM 020360 


Homo <5anien^ nho^nnolinirl «?rramh1a<;e ^ fPT SPR^^ mRTsJ A 


NM 020348 


Homo ^aniens cvclin 1VT 1 rPNNA/TI i mRNA 

llUlllW OCXJ^l^llO ^ y Villi XVX X ^\^X X ^1 XVX x Fj 1 1XXVX N XX 


NM 000888 


Hnmo ^anien<? inteorin Heta 6 (1 l"PH6 1 mR TsTA 

XlUillU Ou^lWllO lllLVgl ilXj Id \J ^XXVJXJVx^j lllXVXNx^. 


NM 020181 


Homo s aniens mvelin nroteolinid nrotein-lilce nrotein fPT PT ^ mRNA 


NM 020144 

X 1 XT X \J j—t \J X ~ T 


Homo ^aniens nolvr A i nolvmerase neta ^te^tis sneeifie^ ^PAPOT Hi mRNA 


NM 020202 


Homo ^aniens Nit nrotein 9 fNTT2 1 mRNA 

11U111U oCX|Jl\-»ll»> X^tll. w ^lillZ>y, llXLXX^ixT. 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 020237 

i^i vi w ^ vy x^ _y / 


Homo sani ens MOST- 1 nrotein (MOST-1 i mRNA 

X XV-J11 Ivy otX^yi^llo iYlV/U 1 X pi V/lwJll ^XVXXw/O X x J j 1 X XX\_L 'I XX. 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


x^llVJ. 1Z.O 


XXVJI11AJ octpiCllo lluvvlCdl pUJLClll U.OUU1C II1111U.LC 1 ^IYiJ_/xVx 1 IIlXvJLNxx 


NM 090 16Q 


"PTr\mr^ cnnienc late Yin Ti-rrvt'/ai'n C\ "V~\T\ -mP TvTA 
JIUIIIU oo.piCilo lalwiixi. piOLClll ^LiAlN IllxVLN/iL 


TvJM 0901^^ 

1NxVx_U.*CI/ 1 J J 


xiuiTiu bcipiciiis lyaupnospndiiuic dcia dcyiuansierase-ueita yi^r/\j\x-Q.tzii€ij 9 
mRNA 


NM 090941 


xxUJllVJ odjJlwllo oCilla U-v-'IllcllIl, LldiloIllClllul allC LHJIIldlll ^XIvx^/j dllU K>y LOpi<xolTUC 

domain r^emaDhorini 6B rSEMA6Bi mRNA 

U.SJ111CX11X j V^ll 1CXJ-/11W1 1.11 J \JXJ \^%JX^±YXux.\JXJ J } 11 XX VX > XI. 


NM 020163 


Homo s aniens semanhorin ^em2 (T OP 5 69 20 1 mRNA 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), mRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GK001 protein (GK001), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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NM 020119 ] 
NM_020162 1 
i 


3omo sapiens hypothetical protein FLB6421 (FLB6421), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide a 0DDX33), 


] 

NM 020221 
NM 020217 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 

tnRNA — — r tixta 

Homo sapiens hypothetical protein DKFZo547I224 (DKFZp547I224), mRNA 
Homo sapiens hypothetical protein DKFZp547I014 (DKFZp5471_014), mKNA 


NM 020161 
NM 020186 
NM_020205 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 

Homo sapiens DC1 1 protein (DC1 1), mRNA —————— ■ 

Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne ^j^axnxnh;, 
mRNA — 


NM_0 19887 


Homo sapiens second mitochondria-derived activator o± caspasc (SlVlAt), 
mRNA . - : 


NM_0 19892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5-phosphatase nomolog, 
nhosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein <^4:>ukAI-2), 
mRNA 


NM_0 19845 

NM 019853 
NM 013301 
NM 013300 
NM 013296 
NM 013293 
NM 013310 


Homo sapiens candidate mediator of the p53-dependent G2 arrest (REPR1MO), 

mRNA - — : — ^rc77 

Homo sapiens protein phosphatase 4 regulatory subumt 2 (PPP4R2), mRNA 

Homo sapiens nrotein predicted bv clone 23882 (HSU79303), mRNA _ 

Homo sapiens protein predicted bv clone 23733 fHSU79274), mKHA 

Homo sapiens LGN protein (HSU54999V mRNA 

Homo sapiens transformer-2 aloha fhtra-2 alphas (HSU532U9), mRNA 

Homo sapiens hvpothetical protein (AF038169), mRNA 


NM 018975 
NM 019082 
NM 019020 
NM 019058 
NM 019056 
NM 019042 
NM_019061 


Homo sapiens TRF2-interacting telomeric RAP1 protem (KAPl), mRNA 
Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 

Homo sapiens nypouiencai pruicm v x J - jJ ^ v irz^±2i — 

Homo sapiens HEM responsive RTP801 (FLJ20500), mRNA 

Homo sapiens neuronal protein 1 7 .3 (P 1 7 .3), mRNA . 

Homo sapiens hypothetical protein (FLJ20485), mRNA — . 

Homo sapiens phosphatidylmositol-3 pnospnate 3-pnospnaidsc <tu<ipiui suumu 
(3-PAP), mRNA 


NM 018986 
NM_0 19034 

NM 019062 


Homo sapiens hypothetical protein (FLJ20356), mRNA . 

Homo sapiens ras homolog gene family, member F (m filopodia) (AKHbJ, 

mRNA 

Homo sapiens hypothetical protein (FLJ20225 ), mRNA . — __ 


NM 019038 
NM 019044 
NM_018180 


Homo sapiens hypothetical protein (FLJ1 1045), mRNA 

Homo sapiens hypothetical protein (FLJ10996), mRNA _ 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein similar to ankyrin repeat-containing pnotem 
AKJK1 (rU lUojZj, niKiNA . , — 


NM_019014 

NM 019023 
NM 018162 
NM 019067 


Homo sapiens similar to DNA-directed RNA polymerase 1 kuaj ^Rpoi-2) 5 

mRNA — 

Homo sapiens hypothetical protein (FLJ 1 0640), mRNA _ 

Unmr\ conipnc Wnrtfhptiral r>rotein FLJ10633 (FLJ10633), mRNA 

riomo sapiens nypoineu.i/<ii piuLcin x a v,vy -'~ / v-*- ± ^ — 

Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 
NM 018846 
NM 016483 
NM 018400 


Homo sapiens hypothetical protein (FLJ10404), mRNA 

Homo sapiens SBBI26 protein (SBBI26), mRNA _ 

Homo sapiens hypothetical protein (HSPC226), mRNA 

Homo sapiens voltage-gated sodium channel beta-3 subumt ( scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRJM36), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), mRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 (PRO2015), mRNA 


NM 018610 


Homo sapiens hypothetical protein PR01942 (PR01942), mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PRO 1843 (PRO 1843), mRNA 


NM 018606 


Homo sapiens hypothetical protein PRO 1787 (PRO 1787), mRNA 


NM 018589 - 


Homo sapiens hypothetical protein PR01635 (PR01635), mRNA 


NM 018587 


Homo sapiens hypothetical protein PR01617 (PR01617), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PR01584 (PR01584), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 (PRO 15 80), mRNA 


NM 018603 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496), mRNA 


NM_018584 


Homo sapiens hypothetical protein PR01489 (PR01489), mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 (PR01483), mRNA 


NM_0 18602 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 4 (DNAJA4) 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO1048 (PRO1048), mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PRO0082), mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase H) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_0 18468 


Homo sapiens uncharacterized hematoooietic stem/nrr»crpTiitnr nplk nmfr»in 
MDS033 (MDS033), mRNA 


NM_01S467 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS032 (MDS032), mRNA 


NM_0 18464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bridging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS) mRNA 


NM 018446 


Homo sapiens glycosyltransferase AD-017 (AD-017), mRNA 
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NM 018416 1 
NM 018407 ] 

xnv/r ni qahi ' 
JnJVL U1o4/Z 


Homo sapiens FOXJ2 forkhead factor (FHX), mRNA 

Homo sapiens putative integral membrane transporter (LC27), mRNA _ 

Hnmn sapiens iinrharncterized hvpothalamus protein HI 01 1 (Hi 01 1), mRNA _ 


INIVI UlOt/l 

NM 018470 


Homo sapiens uncharacterized neothalamus protein H1U1U (MlUlU), mRNA 

Homo sapiens uncharacterized hypothalamus protein HT009 (HT009), mRNA 


VTIV/T A1 QAAQ 

JNIVI u i oh oy 
NM 017523 
NM 017514 


Hnmo sani-n* nnr.Viarar.teri7.ed hvpothalamus protein HT008 (HT008), mRNA 
Homo sapiens XIAP associated factor-1 (HSXIAPAF1 ), mKJN A 
Homo sapiens SEX gene (HSSEXGENE), mRNA 


NM 017512 
NM 016536 
NM 018553 


Homo sapiens rTS beta protein (HSRTSBETA), mRNA 
Homo sapiens HSPC059 protein (HSPC059), mRNA 

Homo sapiens ELG protein (HSA277841). mRNA 


NM 018403 
NM 018404 
NM 018401 


Homo sapiens transcription factor (SMIF gene) (HSA275986), mKJNA 

Homo saoiens centaurin, alpha 2 (CENTA2), mRNA . 

Homo sapiens gene for serine/threonine protein kinase (HSA250839), mKJNA 


NM 017582 


Wnmn sapiens NICE-5 protein (HSA243666), mRNA 


NM_018684 


Homo sapiens hepatocellular carcinoma-associated antigen ill (±il,aiz /), 
mPNA 


NM_0 18477 


Homo sapiens uncharacterized hypothalamus protem rlAKP 1 1 (HAKrl l), 
mRNA 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA 


NM 017962 


Homo sapiens hypothetical protein FLJ20S25 (FLJ20825), mKJNA 


NM 017961 


Hnmo sapiens hvpothetical protein FLJ20813 (FLJ20813), mKJNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mKJNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FLJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mKNA 


NM 017950 


Homo sapiens hvpothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ2073 1 (FLJ2073 1), mRNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729 ), mRNA 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725 ), mKJNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (FLJ20721), mRNA 


NM 017938 


Homo sapiens hypothetical protein FLJ207 1 6 (FLJ207 16), mKJNA 


NM 017937 


Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (FLJ20695), mRNA 


NM 017928 


Homo sapiens hypothetical protein FU20694 (FLJ20694), mRNA 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ20686), mRNA 


NM 017920 


Homo sapiens hvpothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protein FLJ20651 (FLJ20651), mRNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mKJNA 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FLJ20643), mKJNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (i^uzuoi ih mRNA 


NM 017909 


Homo sapiens nypotneticai proxein ri^jzuoz./ yrx-jj^w^ j-> axj - lv - l ^ x 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (FLJ20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel L homoloe (KIAA1 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FLJ20607 (TSC), mRNA 
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NN/T 017807 


TTrvmr* canipnQ hvnnthptiral r»rr*tpin FT T90604 fFT T90604 > \ mDlsJA 




TTnmn cnrtipnc hvnothptiral nrotpin FT T905Q5 fFT T905Q5^ mRNA 

XlVXlllvJ oa{JldlO iljr pvJlllC/llVvdl JJIUICUI J. X_/ J /<UJ7 J \^X X_v J £*\J Zf U J 3 illXVlN/A. 


NM 017KQ3 


xxUxilU odpiCxxo oCllld UXJllIdlli, iilxxllUxxvJgxvJlJUliix vxvJxlldlil IX dllMIlCIIlUI dllC 

HnmaiTi fTft/r^ nnfl ohort rvtonla^mir Homain f QpmaiYhrvrirA 4fr f^IFA/f A /L(~t\ 
UvJiiidiii ^ x ivx ^ diivx oxxvjx i V/_y lupidonnv^ Liuiiidiii, ^ovviiidpiivXxxiiy *tvj ^OX_/iYX vj J 5 

mRNA 

11 XXVX NA. 


NM 017891 


Hnmo saniens hvnothetical nrotein FT T20584 fFT T905R4^ mRNA 


NM 017885 

J. ^1 X VX \J X / UUJ 


Homo saniens hvnothetical nrotein FT T20568 fFT 19056^ mRNA 

X lUlllU oapiUlQ liy LJVJLllV/LXVvai LJXV/XV/1XX X XjJZ<UJ V/O yX XjJZ<UJUO ^, 1 1 IX VX >l A 


NM 017881 

X^IXYX V/ X / OOl 


Homo saniens hvnothptiral nrotpin FT T9055Q rFT T9055QA mRNA 


"MM 017876 

X^lXVX \J X / O / \J 


Unmn Qnnienci "hvnnthptiral nrotein FT T90559 TFT T90559^ mPNA 


NM 017R73 

XNXVX VJ X / O / -J 


Homo «?anienc: Tivnntheriral nrotein FT T90548 /'FT T905450 mPWA 


NM 017868 


Homo «; aniens nvnothetical nrotein FT T20535 TFT T90535^ mT* TsTA 


NM 017866 

X^IXVJL VJ X / OUU 


Homo «;anien<; hvnnthetinal nrotein FT T20533 TFT T90533^ mRNA 

llUHiU oClL^i^/XlS lljr JJvJlXX^lx^/clI LyXv>"LW»XXX X XiJi«V/JJJ ^X XjJ^U J J J ^ 3 J1XXVJ.N zV 


NM 017863 


Homo <5anien<; hvnothetical nrotein FLT20597 TFT T20597^ mRNA 


NM 017S60 


Homo saniens hvoothetical nrotein FLJ20519 rFLJ20519i mRNA 

llVlllv OUL/lVllu 11 J L/UU1WUVU1 piVllVlll X J— /•/ *~\J w» X ✓ \ X X^J^>V«/ 1 J j lllXNX^IX*. 


NM 0178S8 

X^IXVX U 1 / o«j o 


Homo <;anien«; Tivnothetiral nrotein FT T90516 fFT T90516^ mRNA 

XXvJXXXVJ Od-JJXwXXa li_y JJW LI l^/ LlV^dl kyXV^L^XXX X X-iJ £*\J*J X VJ ^X X_/ J ^\J^J 1 Uy, 11 XXVX > 


NM 017856 


Homo ^aniens Tivnothetieal nrotein FT T90S14 TFT T90514^ mRNA 


NM 017854 

X > XYX \J X / Ow**"* 


Homo «?anien<; Vivnothetiral nrotein FT T90519 ^FT T90519^ mRNA 

XXVJXX1U OuUivlld iiy yJ\J tilt* Uvul lyXV^LVvXlX X XjJi^UJ 1 Z. ^X X^J £*\J*J x£*j^ 11 LLV_L^( 


NM 017853 


Homo *?anien<? Vivnothetiral nrotein FT T9051 1 fFT T9051 W mRNA 

X XVJ11 i\J ouUltllo liy \J^J L11C Uvul LJXVJLV'XXl X J—iJ jL,\J J X X ^1 XjJZ-V/J 1 X / j lllxVLN/A. 


NM 017851 

X ^1 XV J. V/ X / O +J X 


Homo <?anien<; hvnnthetiral nrotein FT T90SOO /'FT T9050Q^ mRNA 

XXUXX1VJ OCipi^XlO XXjf yjKJLl IWll wal JJX LVvXXX X l—iJ^*\J~)\JZ7 \\- ±.\J^) \J J J j 1 11XVL >< A 


NM 017848 


Homo <5anien<? Vivnothetiral nrotein FT T90506 fFT T9050fi^ mRNA 

xxvjixivj u>ci|jiVw'Xio ii_y yjyj tut n v^cxi lyxv/tvvxxi x i_«j^v/«/v/vj v x x^j^ujuu^ i i ixvx > x^. 


NM 017843 


Homo ^anien^ VvrraQt rarrinoma amnlifieH Qpnnenrp 4 fRf^ASi4^ mRNTA 

X. XVJiXIC Odj^XV^>XXO UPXG-ClD^ VvClX VvXXlVJXXXCX CXXXXLyXXXXV^VX OtlX LXt'llVy'C' *T ^UVy/lOt J) 1X1XV1N Jr\. 


NM 017836 


Homo «;anien<i hvnothetiral nrotein FT T90473 /T7 T90473 i mRNA 

XXvJXXlU OcLLyXVvlXo 11 jr pUUl&Uval LVXV7Lv>Xll X X^iJ ^V/*T / J \^X J— »J ^.V/*T / lllXVIN A 


NM 017834 


Homo <?anien<; hvnothptiral nrotein FT T90464 ^FT T90464^ mRNA 

X XVJ11 IVy o£X|Jlt^XXo ll_y LJVyLll^LiV^Cll J-fX W LV^lll X X~iO 4* V/*T\J J ^ ^X X_/J ^*\-/^r\J" ^ 5 lllXVXN/i. 


NM 017S31 


Homo <;anien<i hvnothetiral nrotein FT T90456 rFT T9045^ mRNA 

X X VJl 1 1U OCXjJ 1 Clio 11 y pVJtlXWllOdl \J Lt/lll X XvJi.U'TJU V X X-tJ 2J\J t ~xD\J )^ lllXVLN j\ 


NM 017828 

X^iXYX \7 X / 


Homo <:anienQ hvnothetiral nrotein FT T90459 TFT T90459^ mRNA 

X XVJll 1W OCI-jJXv^XJLo llj' LJvilllt LlVvdl p 1 VJ IX 1 X X-/ J £*\J'-TU <Z* \JT ±~>J ^Kf-rJ J*J) llXXVXN r\. 


NM 017895 

X^IXVX V/ X / Oi.J 


Homo Qa-nienQ hvnothrtipnl r^rotpin FT T90446 HPT T9044^ mRNA 

XXVJll lvJ oajJltllo lljr pvJLliwllvv<Xl pivJLdll X X-»J Z.\J'~r u jKj ^fXjJ /.V/ttuJ, lllXVXNzx 


NM 017874 

XNXVX ul / 0.»£»*T 


UnmA rqni F»n c h\mr»th^ti r a 1 YvrrktfMTi FT T9/i4zl^ fT<T TJClAA^\ mP\I A 
XXvJIIlvJ odpiCIlb IiypvJLLlCLlvvd.1 piUlCill xLiJ iuHnJ yJT i-tj ^.KJHHD IIlXvi>l/\ 


NM 017819 

X^IXVX V/ X / Ol7 


XlvJlIlU octpidld liypUlllCllL/d.1 piULCixl X^l_/J AxJ^tJZ. yx? JL/JZrUH- J^)} IllXViNr\ 


NM 017817 

1>1VX V/ X /ox / 


Homo c^nienQ hvnothptiral r^rotpirs FT T9049Q ^FT T9049Q^ mRNA 

XlvJlllvJ ocipivvlxo llj'pvJLllCLlv^a.l pivJLClll X X->J U~,\J'~t^Lj7 v xlwJ^-U 4 TX.7j J lllxvJ. > f\. 


NM 017816 


Homo «;anienc: hvnothetiral nrotein FT T90495 rFT T90495^ mRNA 

X XV^ll 1VJ oCLLJXV^XXo lljf pvFlrXXt/llvvOl piVJLv^lll X ijJi-u'TZ,J yX XjJZ-v't'.J J , 1 1 1XV1 N A 


NM 017814 

X > XVX V/ X / O X *T 


Homo <?anien<; hvnothetiral nrotpin FT T904^9 rFT T90499^ mRNA 
xxvjiixvj oajjiv^iio lljr y>\j iiivvUivvai piULC-in x x^j z.w-tx^z. y± i_/j z^yj'-tjL^ j t iiixvi>jy-v 


NM 017813 


Homo «;anien^ hvnothetical nrotein FT T90491 fFT T90491^ mR"NTA 

-1 LKJl 1 1U oCl|_/lVxllo 1 ky £JvJ 1.1 l\s LlwUl jJlVJLt-111 X X_jJ £*\J*T*Lu X y 1 X^r«J ^.V/^w X ^ j llXXVXNxi. 


NM 017812 


Homo <;anien<5 hvnothptiral nrotein FT T90490 fFT T90490^ mRTsJA 

XXVJllXV/ OClj-/l V^l 1l5 ll^y L^VJtlXv^llVvdl yJi- V/LW111 X X^J^V/^T^-V/ \^X A-jJ*Zi\J*-T^t\JJ 3 1 1 1XV_L > XI. 


NM 017808 

i "J. ▼ JL V/ JL / w V/ V 


Homo <sanien<; hvnothetical nrotein FT T90413 fFT T90413^ mRTsTA 

X. XKJll 1U OCX Ly 1 1l3 XI y IJv/llXVv Uvul Lyl VJ Lwlil X 1 '-' *~ \J i X 11 1 ^.l I , i 1 1 1 XXVX N A 


NM 017805 


Homo saniens hvnothetical nrotein FT T90401 fFT T90401^ mRNA 

-1 XVyllXVI OCXJJXV^XXO XXJr Lllw L.1L/CIX V_7 LV^ 111 X X-j J V/^V/ X y^X XjJ ^V/^Vy X y 5 1 1 XXVX ^ X\. 


NM 017803 


Homo saniens hvnothptiral nrotein FT T903Q0 fFT T9O3Q0^ mRNA 

J-XVJixi\_; ocXLJiv^iio 11^ pvJlllv^LlVvCll piVJUv^lll X J— /J jL*\J -J *s y yl. X^J \J — t Zs Zs 1 1 IX VI N £\. 


NM 017801 


Homo saniens hvnothetiral nrotein FT T903Q6 fFT T903Q6^ mRNA 

x. x\jiix\j ocijpiv^xxo xi_y lyv^tixtiHwcii pxvJLwxix x x_<J x-*\J~) y\J ^x x—ij i<vJ7U y 5 iixxxx >xx 


NM 017799 


Homo saniens hvnothen'ral nrotpin FT T90309 TFT T903Q9^ mRNA 

lv/11 1U OcL^JX^XXo XX_y pVJUXVvLl^al pXVJL^Xll X X-tJ jLi\J ~J Z* £i \X- X-jJjL.\JJZ 7 ^J 7 1 1 1XV1 > ZV. 


NM 017793 


Homo saniens hvnothetical nrotein FT T90374 /"FT T90374^ mRNA 

iiviiiu OUpiwlu XXJr |J\J l<XX^> tX^ul |JXVJCVvXXX X JUJaiUJ f » yX JL/«iX<V/^ t^rj} 1 1 IX VI N XV 


NM 017791 


Homo saniens hvnothetiral nrotein FT T90371 TFT T90371^ mRNA 

- 1 - -"-VwriUVJ OO.LylV'XXO -11 J LJvJUlt'LlVvCH pXVJLV^lXX X X—tJ X^KJ ^> 1 X yX X—iJ Z*\J \J / X |j lllXVX^iV. 


NM 017787 


Homo saniens hvnothptiral nrotpin FT T901 54 fFT T901 54^ mRNA 

±X,\J1L1\J ocXLyiV'XlO Liy pVJlllV^llV^dl pXvJLV^XXl X XjJZiUlJt ^X 1—iJ X ) 5 11 1XVXN X\. 


NM 017782 


Homo saniens hvnothetiral nrotein FT T90360 TFT T90360^ mRNA 

xiuiiiu OCXLJIV^-XXO J-l_7 )r LllVvLlwdl JJl Ul^Ul X i—i J \J ^} \J\J yX XjJ^iV JUU /, 1 1 XX VI N A 


NM 017781 


Homo saniens hvnothetiral nrotein FT T90359 fFT T9035Q^i mRNA 

A -A-V-'lllV/ OClJJXV.'XlO llj IJV^tllV^LlvdX kJl \J LV-111 X X—iJ4m\J*j*JZr \-L X—iJ£*\J^*JJ J y 1 1 IXVX >( XV. 


NM 017779 


Homo saniens hvnothetiral nrotein FT T90354 fFT T90354^ mRNA 

X~X.ysXXX\J OCLLJIV^XXO XXj'pVJlllVvLlVvdl IJi WLV--1X1 X XaJ^UJJ*T \^X X—iJ Z» V_/ _J ~J *+ J 7 XllXVX^ixx 


NM 017777 


Homo saniens hvnothptiral nrotpin FT T90345 fPT T90345^ mRNA 

J-A^-'tllVJ OdLJlv^XXO XXjr fJvJllXVvllVvdl piVJLC'llX X XvJx.UJtJ \^X X_»J Z.UJ'rJ J 9 llXXVlNxA. 


NM 017776 


Homo saniens hvnothptiral nrotpin FT T90344 fFT T90344 > i mRNA i 

■Lx\JxiL\J oapiv^llo llj/ yJ\JLL IVvLlVvdl piUL^lll X X—iO £*\J D l \ ' t yl7 l^tJ^,\J»j*-t t -tj 9 llxxvxNxx 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM_0 17767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM_0 17765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 
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NM 017761 I 
NM 017760 I 
NM 017755 1 
NM 017752 ] 
NM 017750 ] 
NM 017746 ] 
NM 017745 
NM 017742 
NM 017741 
NM_0 17739 

NM 017737 
NM 017729 


4omo saoiens hvoothetical protein FLJ20312 (FLJ20312), mRNA 

4nmo saoiens hvoothetical protein FT J203 1 1 (FLJ203 1 1 ), mKNA 

*omo sapiens hvoothetical protein FLJ20303 (FLJ20303), mRNA 

PTomo saniens hvoothetical protein FLJ20298 (FLJ20298), mRNA J 

tfnmo sapiens hvoothetical protein FLJ20296 (FLJ20296), mRNA 
So™ aniens hvpothetical orotein FLJ20287 (FLJ20287), mRNA 
Homo sapiens hvpothetical protein FLJ20285 (FLJ202S5 ), mKM A 
Homo sapiens hvoothetical protein FLJ20281 (FLJ20281 ), mKJNA 

Hnmn sapiens hvpothetical protein FLJ20280 (FLJ20280), mKNA 

Homo sapiens O-linkedmannosebetal^-N-acerylglucosaminyitransterase 

fFLJ20277), mRNA 

Homo sapiens hvoothetical protein FLJ20275 fFLJ20275 ), mKNA 

Hnmn sapiens hvpothetical protein FLJ20258 (FLJ20258), mKJNA 


NM 017728 
NM 017727 
NM_0 17724 

NM 017721 
NJVL ui/'ij 
NM 017712 
NM 017710 
NM 017708 
NM 017707 
NM 017706 


Homo sapiens hvpothetical protein FLJ20255 (FLJ20255), mRNA 

TWn , ap iens hvpothetical protein FLJ20254 (FLJ20254), mKNA 

Homo sapiens leucine rich repeat (in FLII) mteractmg protein 2 (LRRF1F2), 

Homo sapiens hvoothetical protein FLJ20241 (FLJ20241), mRNA 
Hnmn sari-"* fcynnthetical protein FLJ2021 1 (FLJ2021 1), mRNA 
Homo sapiens hvoothetical protein FLJ20208 (FLJ20208), mKJNA 
Homo saoiens hvoothetical protein FLJ20203 (FLJ20203 ), mKJNA 
Homo sapiens hvpothetical protein FLJ20200 (FLJ20200), mRNA 
Homo sapiens hvoothetical protein FLJ20199 (FLJ20199), mKNA 
Homo saoiens hvpothetical protein FLJ20195 (FLJ2019S), mKJNA 
Homo saoiens hvoothetical protein FLJ20190 (FLJ20190), mKJNA 


NM 017705 
NM 017703 
NM 017702 
NM 017700 
NM 017696 
NM 017694 
NM 017693 
NM 017691 
NM 017689 
NM 017688 
NM 017685 
NM 017684 
NM 017682 
NM 017681 
NM 017679 
NM 017674 


Homo saoiens hvoothetical protein FLJ20188 (FLJ201«8), mKJNA 
Homo sapiens hvpothetical protein FLJ20186 AFLJ20186), mRNA 
Homo saoiens hvoothetical protein FLJ20184 fFLJ20184), mKJNA 
Homo sapiens hvpothetical protein FLJ20170 (TLJ2017U), mKJNA 
Homo saoiens hypothetical protein FLJ20 1 60 (FLJ20 160), mKJNA 
Homo sapiens hvpothetical protein FLJ20159 (FLJ20159), mKJNA 
Homo saoiens hvoothetical protein FLJ20156 (FLJ20156), mKJNA 
Homo saoiens hvoothetical orotein FU20151 (FLJ201M), mRNA 
Homo saoiens hvoothetical protein FLJ20150 (FLJ20150), mRNA 
Homo saoiens hvoothetical protein FU20139 (FLJ20139), mKJNA 
Homo sapiens hvoothetical protein FLJ20136 fFLJ20136), mKJNA 
" Homo saoiens hvoothetical protein FLJ201 32 fFLJ20 132), mRNA 
" Homo sapiens hvoothetical protein FLJ20130 (FLJ20130), mRNA 
Homo saoiens hypothetical protein FLJ20128 fFLJ2012t5), mKJNA 
" Homo saoiens hvoothetical protein FLJ20123 fFLJ2U12i), mKJNA 


NM 017664 
NM 017661 
NM 017660 
NM 017658 
NM 017656 
NM 017655 
NM 017654 
NM 017653 


" Homo sapiens hvoothetical protein FLJ20093 f FU20093 ), mKJNA _ 
" ' Homo saoiens hypothetical protein FLJ20086 fFLJ2UUSb), mRNA 
Homo saoiens hypothetical protein FLJ20085 (FU20085), mKNA 

Homo saoiens hypothetical protein FLJ20081 (FLJ20081), mRNA 

Homo saoiens hypothetical orotein FLJ20079 (FLJ2UU /y), mRNA 

tt_ ~ tnnwhot^ai nmtfm FT.J20075 CFLJ20075), mRNA 
TTntnn -aniens hw<MVti™1 prntPin FT J20073 (TLJ2UU73), mKJNA 
Homo sapiens hvoothetical protein FI .^0071 fFLJ20071), mRNA 


NM 017651 
NM_0 17650 


Homo saoiens hypothetical protein FU20069 (FLJ20069), mRNA 
Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 9 A 
TPPP1R9A), mRNA _ 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 017644 

X^tXYX V X 1 v»*l "t 


Homo saoiens hvDothetical orotein FLJ20059 0FLJ20059') mRNA 


NM 017643 

X 1 1YX V 1 r v~J 


Homo saoiens hvoothetical orotein FLJ20055 (FLJ20055\ mRNA 


NM 017639 

x>xyx v x i \j ~j y 


Homo saoiens hvoothetical orotein FLJ20047 (FLJ20047 , rriRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 


NM 017611 


U ATT ia cnniens hvnnthetiral nrntein FT T90017 (FT T90017 i mRNA 

XXAJilxLJ OdJJlC/liO lly ^JKJ 11 lx^ 11 L/ til jJlUlvlll X X-/J £*\J\J ~J 1 \x L>J«UUJ / y , XlxXvJLN^V 


xnv/r 017611 


U nmn cnnipnQ hvnntheiirsil nrn tein PT T90015 (FT T90015 i m P "NT A 


NM 017610 


U nm n cnnienc hvnnthetiefll nrntpin PT T90014 fFT T90014i mRNA 


XNIVX V/ 1 / / 


Unmn cnnipnc fi\mrktheHr»n1 r»rr»tf»in PT T90010 CPJ T90010^ mRNA 


NM 017696 

XNIVX Ul / 


Unmn canipnQ T^n^T ^!-^<;■n40^ Tinmrtlocr en nf^mi 1v Tl mpmliPT 1 9 HDNA lift 1 9^ 
xxoiiiu od|j I ciii i-JiicLJ \i.x-ay\j'-T\j j iiuiiivjiug, o \.xu x.axi.Lxxy x> 5 iiiwiiiLrwi x jl, \jx~jx > ix«j xj x <l* j ^ 

mRNA 

X X ixvx >i xV 


NM 017621 


Homo ^aniens hvoothetical orotein FT J20013 rFLJ20011 1 mRNA 


NM 017618 

JL^xYX \7 I / U 1 O 


Homo ^aniens hvoothetical orotein FT T20006 fFT J20006 1 mRNA 


NM 017617 

X^ixYx \J 1 1 \J X / 


Rnmn conipnc; hvnnthetiral nrotein FT T90005 fFT T9000M mRNA 


NM 017615 

XNxVX VX / 


Homo saoiens hvoothetical orotein FT T20003 (FLJ20003 i mRNA 


NM 018194 


Hnmn QflmVriQ hvnnthetiral nrotein FT Tl 1 149 fFT T1 1 149 i mRNA 


NM 018191 

XN-LYX UlOJyJ 


Homo saniens; hvnnthetiral nrntein FT T1 1 116 fFT Tl 1 1I61 mRNA 


NM 018391 


Homo sapiens hypothetical protein FLJ1 1328 (FLJ1 1328), mRNA 


NM 018189 


T-Tnmn cnnipnc fiTiP-'fiirncp trancnftrtpr 1 / l-«*T Tl 1 190^ mP T\T A 
XXUIIIAJ odJJICHo vJlyr"IULUoC LldHopUltCI 1 ^X7X-»J 1 J, ilixvlNx^. 


NM 018188 

XNxVX UlOJOO 


Unmn cani fti c li\mr\ 1*11^1*1 rc»l nTr^t^in PT T1 1116 fPT T1 111 6i mRNA 
XXvJlllVJ odfJl^lXo iiy yJ\J H1C LlUdl JJUJlCHi X X-/J 1 1J 1U ^X JL/J 1 1 »J l^Jy, llxXvx> ^x 


"NM 018186 

XN1VX \J L OJOU 


Hnmn <?anien<; hvnnthetiral nrntein PT Tl 1 10S fFT T1 1 10S i mRNA 


NM 018181 


Hnmn «:anien<! hvnnthetiral nrntein PT T1 1 904 fFT Tl 1 9Q4 1 mRNA 

IIUHIU OdJJlV^ila liy \JV Lilt/ Ll^dl |J1 VJ LC'Iil X X—/J 1 l-^yt ^X Xj«I JL JL J } llJx\J.i/\ 


NM 01 8180 


Hnmn canienQ TjPATj/H ( A<5n-Ohi- Ala- Ac;n/HiQ 1 hnv nnlvnentiHe 9R rfiDX9S » 

mRNA 


NM 018179 

XNxVX \J X OJ / -7 


Hnmn <ianien<; hvnnthetiral nrntein FT T1 1980 fFT T1 1 9R0 1 mRNA 

XXUIXJAJ odjpit^llo liy JJlJUltiLIV^dl plVJlt-lil X X-/J 1 1 XVOV ^X l—i J 1 liOU;, Illxvliii 


NM 018176 

X>XYX \J X O J / VJ 


Hnmn <;anien<; hvnnthetiral nrntein FT T1 127S H^T Tl 127Si mRNA 

XXUllXvJ JuUlLilo KV UlwU v Al UlUlvlll X XvJ X X ^ 1 -J \X I. / J X 1L / «^ lllX\Xix\ 


NM 018175 


Hnmn <:anien<; hvnnthetiral nrntein PT Til 974 TFT T1 1 974A mRNA 


NM 018174 

X>XVX VXOJ / *T 


Hnmn <:anien«s hvnntheriral nrntein FT T1 1971 fFT T1 1971i mRNA 

xxuniu odjjiv'iio xiy \JyJ nit'Uv^di jjxv'l^ih x x^ij x x.z* i ^> \x. x_» j x x^i. / ^> j 9 ixxxvx^ix^. 


"MM 018179 

J- > XV X V X (J J / « 


Hnmn <ianien<5 hvnnthetical nrntein FT Tl 1 269 fFT Tl 126Qi mRNA 

X lUi LX\J OdjJl&llO IXy L/VytllV^tiwdl L7IV^L^111. X X_y«f X X U \X- i—ij X X A*\J J 7 IIXXN-LNjcTl 


NM 018170 


Homo <?anien«; hvoothetical orotein FT Tl 12S9 (FTJ1 19S9^ mRNA 

X XKJ1X.1KJ OuUlVllO 11 V UVUlwUvlU Ul vL^lll X 1 j*j X X m^J y X X_/J X X£*-J*S J j 111X\X lZX 


NM 018366 


Homo <;anien<; hvoothetical orotein FT Tl 1910 fFT Tl 1910i mRNA 

XXVSlllVJ OU.UlL'llu lljr J-'vJ vllv^ LlV^Cll UlULvlil X l~**t X 1 ^ Jv ^X X^f<J X L ^t~J \J J y L 1 XX VX XV 


NM 018365 


Homo <;anien«; hvnnthetiral nrntein FT T1 1 999 fFT T1 1999^ mRNA 

X 1U111U OdUl^Uj 11 YUULllt'llvul LJI \J LV->111 X J iJ X X \JL X—iJ X X S . ^ < ■«-> lllXVLiil 


NM 018160 


Homo saoiens hvoothetical orotein FLJ1 1209 (FLJ1 1709 1 mRNA 

X 1W111U OCLJ-VlV^llo lljr J-'*-' UlwilwiM jJ-l Lv ill X X— tj X X 4-\J \X. X—i\) X X ^t\J / j JllXXVX^ixx. 


NM 018359 

X *i IVi \/XOJ«^.7 


Homo ^aniens hvoothetical orotein PT Tl 1 900 (FT Tl 1900i mRNA 

X X VJ 1 1 Wj Od.JL/1 wllO llV UUlllvLlwul L/lVJtt'Hl X XvJ X 1 ji. vV 11 i—iJ X X —^\J \J J ^ 111XV1 i/X 


NM 018157 

1 > ±VX \J X KU+J 1 


Hnmn ^aniens hvnnthetiral nrntein FT Tl 1 1 96 (FT T1 1 1 96 1 mRNA 

XXvJllxU odjJXC-llo llj' J^v/tllt'llVdl JJ1ULC111 X X_(J X X X I/\J \x. 1— / J 1 1 1 .7 VJ 7 5 llJULvi^rv 


NM 018356 

X ~ X VX U 1 U J Jlf 


Homo saoiens hvoothetical orotein FT T1 1 1 93 fFLJl 1 193 1 mRNA ' 

xxv/imj oapi^us ixy pumviivcii l-/i\jiv-iii x x_»j x x lyj yx i— »j x x x~/*j j 9 nixviixx 


"MM 018155 

X^iXYX \J X ~J U 


Hnmn saniens hvnnthetiral nrntein FT T1 1 1 91 (FT Tl 1 191 i mRNA 

XX^llHJ oapltlia lljr LJULllVXll/dl JJiUlt-llI X X~tJ 11171 \X. X~jJ X X X .7 1 | ? llXXVX^Ixx. 


NM 018151 


Hnmn saniens hvnnthetiral nrntein FT Tl 1 1 S3 (FT T1 1 1 R1 1 mRNA 

11UI11U odLJIV'llO 11 y VJ\JVLX\^ UvCll VJXkJIXsXIX X J ij X X XO»J \X 1 iJ X X X Kj+J / 9 lliXVl iix 


NM 018350 


Homo saoiens hvoothetical orotein FLJ1 1181 (FLJ1 1 181 i mRNA 

X,X\JXXXSJ oupiL/llO lljr f^VJ IIXW tlV^dl yji. \J Lw 111 X X—i%J 1 1 1U1 ^1 X—/J X X X O X J j lllXVlixV. 


NM 018349 


Homo saniens hvoothetical orotein FT.T1 1 1 7S (FT.T1 1 17S^ mRNA 

x x wiiivy oapiviio iijr pv^iiiwiik/ai r lv-»iii x x_/«/ i x x / ~J \x X—jJ x x x i *j y 5 nuviiix 


NM 018348 


Homo saoiens hvoothetical orotein PT.T1 1 1 71 (FT.T1 1 171 i mRNA 

11V/111V OUpiVllU y KvUlv 11VU1 L/l V kVlll X X_siS X X X / X IX -J — '*J X X X / X / j 1JLJJL>^. ^X X 


NM 018346 


Homo saoiens hvoothetical orotein FLJ1 1 1 64 (FLJ1 1 164 • mRNA 

llVlliv/ Odl/lvlli) liy UWLllVvlwUl piV/lvill X JL~/k? X X XV/ T \ X X_/«f X X 1 V~ N ilUvlliX 


NM 018344 


Homo saoiens hvoothetical orotein FLJ1 1 160 (FLJ1 1 160i mRNA 


NM 018343 


Homo saoiens hvoothetical orotein FT.T1 1 1 59 (FT JT1 1 1 S9 1 mRNA 

11U111V OUUlvllO 11 J UW l>Jllv UvUl Lfl V/kV/lll X l_~fvT X X X IX X—tJ X X X w' -X 11U.XJ.1X X 


NM 018342 


Homo saoiens hvoothetical orotein FLJ1 1 155 (FLJ1 1 155 1 mRNA 

Xlv/lllV OtlL/lVllO 11YUVU1UUVU1 Ul Vl<wlll X -1 — '<J X X X IX J — tiJ 1 X X ^ «^ Fj 1111X1 liX 


NM 018338 


Homo saoiens hvoothetical orotein FLJ1 1 142 (FT Jl 1 142 1 mRNA 

X X VJ1 1 L\J Oapiwllo lljr LJV7 LllXa/LlwCll LX1V7LW111 X J — )0 X X X ^T^* yX X-> J X X X^M*Jy 11XXVX >l xx 


NM 018335 


Homo saoiens hvoothetical orotein FLJ1 1 132 (FT Tl 1 132i mRNA 

xx\jixx\j ociLJ ivsiio iij pv/iiivnutij r «x/iii i i^/j x x x mj^* \ ' Jy XX VX 1 J. 1 


NM 018329 


Homo sapiens hypothetical protein FLJ1 1117 (FLJ1 1117), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJ1 1113 (FLJ1 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJ1 1110 (FLJ1 1 1 10), mRNA 


NM 018324 


Homo sapiens hypothetical protein FLJ1 1 106 (FLJ1 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJ1 1 105 (FLJ1 1 105), mRNA 


NM 01S321 


Homo sapiens hypothetical protein FLJ1 1 100 (FLJ1 1 100), mRNA 
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NM 018316 
NM 018314 


"Homo sapiens hypothetical protein FLJ 1 1078 (VLSI 1078), mRNA 

Homo sapiens hypothetical protein FLJ1 1068 (FLJ1 1068), mRNA 


NM 018309 


Homo sapiens hypothetical protein FLJ1 1046 (FLJ1 1046), mRNA . 


J. 'X 1VJL \J lU^V/U 


Homo sapiens hypothetical protein FLJ1 1042 (FLJ1 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FLJ1 1040 (FLJ1 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FLJ1 1036 (FLJ1 1036), mRNA 


NM. 018304 


Homo sapiens hypothetical protein FLJ1 1029 (FLJ1 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FIJI 1017 (FLJ1 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FLJ1 1011 (FLJ1 101 1), mRNA 


NM 018297 


Homo sapiens peptide:N-glycanase similar to yeast PNG1 (FIJI 1005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FLJ1 1004 (FLJ1 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FLJ10998 (FLJ10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FLJ10989 (FLJ10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FLJ10979 (FLJ10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJ10936 (FLJ10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FLJ10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FIJI 09 16 (FIJI 09 16), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FLJ10900), mRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FLJ10S91 (FLJ10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FLJ10890 (FLJ10890), mRNA 


NM 018250 


Homo sapiens hypothetical protein FLJ10871 (FLJ10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FLJ10S56 (FLJ10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FLJ10853), mRNA 


NM 018243 


Homo sapiens hypothetical protein FLJ10849 (FLJ10849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FLJ10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FLJ10829 (FLJ10829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FLJ10815 (FLJ10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FLJ10813 (FLJ10813), mRNA 


NM 018228 


Homo sapiens hypothetical protein FLJ1081 1 (FLJ10S1 1), mRNA 


NM 01 8227 


Homo sapiens hypothetical protein FLJ10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FLJ10803 (FLJ10803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), mRNA 


NM 018221 


Homo sapiens chromosome 2 open reading fiame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FLJ10782 (FLJ10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJ10781 (FLJ10781), mRNA 


NM_018214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 018210 


Homo sapiens hypothetical protein FLJ10769 (FLJ10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FLJ10761 (FLJ10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FLJ10748 (FLJ10748), mRNA 


NM 018201 


Homo sapiens hypothetical protein FLJ10743 (FLJ10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FLJ10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FLJ10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FLJ 10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FLJ10726 (FLJ10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FLJ10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FLJ10713 (FLJ10713), mRNA 
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NM 018183 


Homo saoiens hvDOthetical nrotein FLJ10701 rFLJlOTOl') mRNA 


NM 018182 


Homo sat>iens hvDOthetical nrotein FLJ10700 (FLJ10700i mRNA 


NM 018181 

A ^1 ATA V X \J X U X 


Homo saniens hvnothetical nrotein FLJ10697 fFLT10697i mRNA 

IlvillU OCipi^lipt Aljr llivllwiU pi Vv 111 X J f«J IV/V/7 / 11 X— w X \J\J S 1 J j 1 1 1 1\ I >| A 


NM 018176 


Homo saniens hvnothetical nrotein FT T10675 TFT Tl 06*75 • nYRTsJA 

X X\J1 1 1V_/ oapivllo pUtilv Llvul piULV^lll X X_/«J luv / »/ ^X X^%F Iwv / y 5 1 1 IXvJ. N l\ 


NM 018174 


Homo saniens cnromosome 19 ooen reading frame 5 fClQorfSi mPlsTA 

*>*vi*»v uupivilu vlll VlllVw Vlllv X S v/pvi A l vuuillg XI CXI 1 IV ^ V 1 y Ul 1J 1 5 iAAXX L^l xx 


NM 018173 


Homo saniens nomothetical nrotein FLJ10665 fFT T10665i mRi\JA 


NM 018172 


Homo saniens hvootherical nrotein FLJ10661 fFLJ 10661 1 mRNA 


NM 018170 


Homo saniens hvnothetical nrotein FT Jl 0656 TFT T1 0656 1 nVRTxTA 


NM 018168 


Homo saniens hvnothetical nrotein FLJ10650 fFT T10650i mRNA 


NM 018167 


Homo saniens hvnothetical nrotein FT T1064R fFT Tl 064JT* rrTRrJA 


NM 018166 


Homo saniens hvnothetical nrotein FT Tl 0647 HRT Tl Ci(\Al\ m"R TsJA 

XXKJXHKJ OdpIUl lO xljr J-'v 11 Aw LlVy£ll LJlV^twllA X X_vJ A V / J— ij L W*T / ^ 3 1 1 1 IX IN AX 


NM 018163 


Homo saniens hvnothetical nrotein FT TlOfi^A HRT T\f)f\'%£\ mT?TxTA 

xxv/AiAv/ oapi^/iio n_y pun it/ li well pi w itui x AjJ i vuj't ^xivJ iuUj*tJ5 i i l fx jn f\ 


NM 018157 


Homo saniens hvnothetical nrntein FT T10r^?n fVJ T10fV>n\ m"PTxTA 

x xv^iiiw oapi^iij iiy p\jtAAd.iV/<ai pitJtC/iiA x x_/j i \j\jjL\j ^a A— /J ilAxxlNix 


NM 018156 


Homo saniens hvnothetical nrntein FT Tl 061 Q fFT Tl nf>l OA mT? lsJA 

± X\JXLx\J Otxpiwllo ilji'pv^LllwLlwlxl piULwllA X l—iO luvlly ^X X-i J !Uvl7 ^5 1 1 1 i\ 1 \ /A. 


NM 018155 


Homo saniens hvnothetical nrotein FT T1061R CP! T^^l^^l5^^ mPisTA 

11U111U oapiwAAo lljr |Jw LlAw LlUdl pAULwlAA X J_/«l 1 \J\J 1 O V JT X_/J I UUlO J 5 III fx 1 N r\ 


NM 018154 


Homo saniens hvnothetical nrotein FT Tl 0604 fFT Tl 0604.1 -mPlxTA 

11U111U OCxpAVAAO Aljr p\JLAAwllWClA pi \J Lt/111 X l—ij i.\JKJ\J^ \X A_v«l 1 \J\J\J t +J i IxAXVxNxx 


NM 018150 


Homo saniens hvnothetical nrotein FT T10SQ7 CV1 Tl 0S07 » rrVPTxTA 

iiuiiiu oapiuiio ii^y pv^tllwLiwCll pi\JLt<All X X-iJ 1V/J7 / V X A_yJ IV/Jj? / ^ } AAJxxxNxA. 


NM 018149 


Homo saniens hvnothetical nrotein FT T10SR7 fPl T10SR7i mPXTA 

XXvxllVJ OCxpiVAlo Al_y px/LllwLlwdl piVJLwlll X J_rJ 1 U J O / v JT 1_^J 1 vJO / y ? f 1 1 fx IX /-\ 


NM 018148 


Homo saniens hvnothetical nrotein FT Tl OSR^ (VX T10SR^^ mPXTA 

living oapitiio lljr pvJLllt'l.Awa.l piVJlt/llA X AvillUJOJ l^T-LiJ / 5 lliXxJ. Nxx. 


NM 018146 

X " ITJi \J X VJ x r w 


Homo saniens hvnothetical nrotein FT TlO^Rl iHFT T10^S1^ mT?lxTA 

XXVJAAA^J aapiClio lAj'pvJLllC'LlwCll piVJLCHl XIjJIvJOI ^XAjJ luJOl J; ITlxxxN/V 


NM 018145 


Homo saniens hvnothetical nrotein FT T10S70 TFT T10S7QA mT?XTA 

liuiiiv oapiwiio ny puui&UL>ai piVJLt-Aii x A_j J luJ / Z7 ^x x_/J x\/J / 27 J 9 lliXVlNxA 


NM 01S143 


Homo saniens hvnothetical nrotein FT T10S7? fFJ T10S79 i mPMA 

liuiiiu r ll_ypVJLllCLl^al pAUlwIAl X A— >J lv J / At \\- X^iJ 1 v J / ^ 5 AIlXxxNxx 


NM 018140 

x v/ x \j x r V-/ 


Homo sanien*? hvnothetical nrotein FT Tl 0S6S iHFT TIO^^S^ mT?MA 

XX\J11L\J oapiV/llD lA_y p^JUAAC'tlwa.l pivJLClll A X^« J IV JUJ v A7x-^J 1UJOJ ) 9 HlxxIN/v 


NM 018H9 


Homo saniens hvnothetical nrotein FT TlOSfi^ i'FT TlOSt^i mPiSJA 

11U111U OapiUllO llj'pu LllCllwCAl pUJLt/AAA X X^J 1V/^>VJJ X-iJ lUJUJ llAXxiN/A. 


NM 018138 


Homo saniens hvnothetical nrotein FT T10S60 1HRT T10S60^ mPNA 

iiuiiiv oupi^iia ii_y pu uit Liuol pi \J Lwlll A AJ 1UJUO ^x J-iJ 1 UJUU ^ 5 1 1 ITS, 1 N r\ 


NM 018132 


Homo saoiens hvnothetical nrotein FT T10S4S iTT T10S4S^ mT?>JA 

ixvJiiv oupiwiio iijrpvuilvUvCll pi W lv 111 X AvJ 1 V J"J 11 X_««J A V7^"«J l 5 A AAATxlN S\. 


NM 018130 


Homo saniens hvnothetical nrotein FT Tl O^^Q fFT Tl OS^Q i mP TxT A 

iiuixiu oapivlio lljf p*J Lll^Ll^cxl piUlv^AAA X X~tJ L\J*J J^y \^X X-sJ 1 V/J Jy Jy 11 IXVlX I\. 


NM 018129 


Homo saniens hvnothetical nrotein FT TIOS^S i'FT TIOSIS"^ n-iRlxJA 

ixviuu oupiviio J> Lliv^ Uvul pil/lvlll X J r*i IV/vVJ \X Xw*l 1UJ Jy y , AlAXXX'lxx 


NM 018128 


Homo saniens hvnothetical nrotein FT T10S^4 ^FT T10S14i mR>JA 

A *-uiiiu japiviio pvUivUvfll pi wLV^lll X A—<y 1 v J Jl 1 V X X~>«r IV/ J JT^ A AlXVlN jx 


NM 018126 


Homo saniens hvnothetical nrotein FT T10S9S i^FT T10S9S"^ mPTxIA 

J-J-vfllAV Od-pA&AAO AAjfpULAAC/tAOCll pilJlC/lIA xlvJ ivJiiJ ^xLJ lUJZj lIlxxlN^V 


NM 018125 


Homo saniens hvnothetical nrotein FT T10S91 fFT T10S91 1 m"R>JA 

i.xuiiiu oupiviio Ll j pvUiwiivai pi VJ Al 1 X AwJ 1 v 1 ^X AjJIVJ^I y 5 ilAXViNxx. 


NM 018121 


Homo saniens hvnothetical nrotein FT T10^19 TFT T10S19^ mPWA 

J-J-^JAAAVJ oapitlia AAJ/p\J lAACtlX/Cti piLFlcill r±jj IVJJ XA> ^rijjIUjiZ^, lllAViN/x 


NM 018118 

X llTl \J X \J X X KJ 


Homo saniens hvnothetical nrotein FT Tl OSOR TFT TiOS'OR'i m"PTxTA 

XXVJA1AW OO-pAt-AAO AAj'pO LAAC'LAu.Cll piULClll r JUJ 1 U-) UO ^xL/J IV/JvO /, IlJXviN /\ 


NM 018115 


Homo QanieriQ hvnothetieal r»rr\t<=»iVi FT T1 04QS T1 04Qft\ T-n"DTsJA 
xxtjiiuj ddpi&AAo AijrpwLiictAL/al pAUlCill rJullU^+yo ^rLJIuH7 0j, AxiTsJ.N/\ 


NM 018113 


Homo saniens 1 moc a 1 in -in tern etitio memVirane T*» : >r'P k 'r»tr^r T^v/^l?^ yv*"P TxT A 

XXKJLILKJ OCipAtAAO lipU^OA AAA-AAl LCA dV^LAIlg AIICIAAUI d.AAC ACt/CpLUl \ l '* IVI IS J y rilXVl N f\ 


NM 018111 

^J-»X W X X^F XXX 


Homo saniens hvnothetical nrotein FT T10400 rFT T10400i mPTxIA 

xxvMAivJ oapiviiD i i_y p vy Li i\_- Liual pi U LClil X X-iJ 1 UH- J7Vy ^x^ J^,J 1 v/^tI/ W ^ 5 iiixxlNzA. 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


NM 018109 

X ^ X ▼ X V X U X \J *f 


Homo saniens hvnothetical nrotein FT ^048/^ fFT Tl 048^ mPlsIA 

11U111U DCipAt/AAO AA_y pULAAC- LAUdl pUJlClIl V J_>J 1 UT'OO ^xL/J lV*TOOj, IIlXVlN/x 


NM 018108 


Homo saniens hvnothetical nrotein FT T104S^ fFT T104R^i nVRMA 

xxkjiiikj otxpiwiio xxy LJ\J LiiwLlwcu pi \J LC1U X A__/J 1 U'tOJ yrJOJ 1 VtOJ ) ^ xx lxvlN/A. 


NM 018105 


Homo saniens hvnothetical nrotein FT Tl 0477 rFT Tl 0477 1 mP "MA 

living oapiwiio xxy p\ytiiv_- n vol pi UIC111 X A—.J 1 vr*t / / V l7x-*J A \J'~r J I J 5 llAXViN /A. 


NM 018104 

x yxtx v/ x ' x v/ r 


Homo saniens hvnothetical nrotein FT T10474 fFT T10474i mPTxIA 

XXV/AAA\J oapiWi.10 AAjfpULlAC'LAV^Cll pi VJICIII X^ X-»J A V*T / *+ ^xLJ 1 vH/T-yj AT1xVL>/\. 


NM 018096 


Homo saniens hvnothetieal nrntein cirmlsir tr\ Kf>tci-trancHiir*-ir> -Toi-MiKr fT7T Tin/!*\Q"i 
■i-'-^'AAAV oapi^iio AAjr pvJ LAIC LxKjcLx piULCiil olllllldl LU UCLa.~tl cUloUUUXIl xalllliy ^r* 1 >J iu^fj Oj, 

mRNA 


NM 018095 


Homo saniens hvnothetical nrotein FT Tl 04S0 fFT Tl 04^0 1 mPTxIA 

^-Viiivj dupiwiii} lljr pv UlVa> Llvul pi \J tv^lll X X-itJ X\J^^J\J \^X 1 - J X\J^~J\jJy 111 IX I >i f-\ 


NM 018089 


Homo saniens hvnothetical nrotein FT T1041 S fFT T1 041 Si mPXTA 

xiuiiiu oupjviio Xljr p\y CAAV«'tAVp*CAA piVJlwAAA X 1 '-• 1V*tU ^X * —* X A •,' J ^ lAAXxJLNxx 


NM 018088 


Homo sapiens hypothetical protein FLJ10408 (FLJ10408), mRNA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 01S080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 



303 

BNSDCCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM 018077 


Homo sapiens hypothetical protein FLJ 10377 (rLJ 1U3 / /), mKJNA 


NM 018071 


Homo sapiens hypothetical protein r LJ 1035 / (rLJ W5d /), ttikjn/y 


NM_0 18068 


Homo sapiens likely ortholog of mouse piwi like homolog i (Jjrosopniia;-iiKe 
(FLJ10351), m^NA 


NM 018067 


Homo sapiens hypothetical protein rLJ ivjdv (r jlj iujduj, misj.N/\ 


NM 018066 


Homo sapiens hypothetical protein rLJ lU34y (rLJ 1U34V), miviNA 


NM 018065 ! 


Homo sapiens hypothetical protein F LJ 1034o (rLJ 1U340 j, itikjna 


NM 018061 


Homo sapiens hypothetical protein FLJ 1033U (tlj iujjuj, itikjna 


NM 018056 


Homo sapiens hypothetical protein FLJ 1U3 10 (tlj iuj id;, iiiisjna 


NM 018055 


TT • -i ,i j * 1 ^4.^1—. T7T T1 A11/1 /T7T T 1 A^ 1 /l \ ml? "MA 

Homo sapiens hypothetical protein rLJ 1U3 14 (r LJ 1U3 i4j, misjN/\ 


NM 018048 


-r-r * 1 ,i .« -1 ^_x *„« T7T T1 AO AO /T7T T1 AOQO\ rnP "KT A 

Homo sapiens hypothetical protein FLJ 10292 (rLJ lUzyz), mKJNA 


NM 018045 


Homo sapiens hypothetical protein FLJ 102 /o (rLJ luz/o), hikina 


NM 018042 


Homo sapiens hypothetical protein rLJ lUzoU (tlj luzouj, mjsJ.NA 


NM 018037 


tt -i_ , i j • i , T?T T1 AT/1/1 /TjT T 1 AO/1 /I \ tt-»T? 1\J A 

Homo sapiens hypothetical protein FLJ 10244 (rLJ 10Z44), misJNA 


NM 018036 


TT 1 .1 ,* i x * T7T T1AO/IO /"CT TlAO/lO^ -rY-iT?7\TA 

Homo sapiens hypothetical protein FLJ 10242 (rLJ 1UZ4Z), mKJN/\ 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213), mRNA 


NM 018027 


_. _. i ji i ■ t , • x~*t t i 1 /\ /07T T1 AO 1 A\ ~T3 TvT A 

Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mKJNA 


NM 018024 


tt i ,1 . ■ i . tt Ti AOA A /T?T T 1 AOn/l \ t*-i D \! A 

Homo sapiens hypothetical protein FLJ10204 (FLJ 10204), mRJNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mKJNA 


NM 018017 


Homo sapiens hypothetical protein FLJ10188 (FLJ10155), mKJNA 


NM_018014 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zmc finger protein) (13CL1 1 a;, 
mRNA 


NM 018013 


v- t 1 xl j.* 1 x T^T TI A 1 C A /T?T T1 A 1 ^ tl\ -»-v» N.I A 

Homo sapiens hypothetical protein FLJ 10159 (FLJ101D9), mKJNA 


NM 018012 


tt i .1 i • i x T^T T1/MC7 /T7T T1A1C7'\ -»-^T>*K.T A 

Homo sapiens hypothetical protein FLJ 10157 (FLJ10157), mKJNA 


NM 018005 


t t 1 x1. xJ 1 ^x_:_ T7T T1A11A /T?T TIAIIO'X -»^I_> l\T A 

Homo sapiens hypothetical protein FLJ10139 (FLJ 1013V), mKJNA 


NM 017998 


tt • i x1 x* 1 _ x * T7T T1 A1 1 f\ ACT T1 Al 1 fW *«D\T A 

Homo sapiens hypothetical protein FLJ10110 (FLJ1011U), mKJNA 


NM 017996 


tt i x-r i _x„ • T?T T1A1AO /"CT T 1 A 1 A1\ mD\TA 

Homo sapiens hypothetical protein FLJ10103 (FLJ1U1U3), mKJNA 


NM 017986 


tt i xl 1 T?T T1 AAiCA /"CT TIAA/^AA rvkT?"NTA 

Homo sapiens hypothetical protein FLJ lUUoU (FLJ lUUoU), ttikina 


NM 017985 


tt 1 x1_ i." l 4-^ T7T TI AACP /CT T 1 AACO^ rv ,TD XT A 

Homo sapiens hypothetical protein r LJ lOUDb (FLJ lUUDoj, mKiN/v 


NM 017984 


tt 1 xl_ x * ^.1 ^.i..' -r?T T1 AACO /CT T1AA^T\ -ml? "MA 

Homo sapiens hypothetical protein rLJ IOUd / (FLJ 1UUD /), nucjNA 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


tt ■» xi x* i x t^t ti r\riro /t?t T 1 AAcn\ i> kt a 

Homo sapiens hypothetical protein FLJ10052 (FLJ10052), mKJNA 


NM 017980 


Homo sapiens hypothetical protein FLJ10044 (FLJ10044), mRNA 


NM 017977 


Homo sapiens hypothetical protein FLJ10040 (FLJ10040), mKJNA 


NM 017974 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NMJH8410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKtZp7621ilil2), 
mRNA 


NMJ) 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 
mRNA 


NM_0 17597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824) ? 
mRNA 


NM_01S422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NM_018421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823), 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatm (VEZAT1N), mKJNA 


JNJVL_U 1 /jyH 


jnLomo sapiens nypouneiiv'd.i piuLcni j-^rv_rz-.p / oiv^y / 1^- 1 * ua^v / a^* 
mRNA 


NMJ 17535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKPZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 



304 

BNSDCXilD- <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



XTN/T AT7^^Q 

iNJVl_U 1 fjjy 


xlonio sapiens nypotnetical protein XJisj^/jp^^riAAiD ^JUJsJrz#p4J4xizzi!> > ;, 

II1Iv1N/tl 


1N1V1__U 1 / Dyo 


xTLomo sapiens nypoineucai proiem ijjsj? £jp^o^y^\jy ^ j yi^ssjc /^pHjH^Kjy^Lj j 9 
mRNA 


NM 017S77 


Unmn <?anienQ hvnothetiral nrotein TYI<CF7n4'34P0'3?R fDKF7n4'34P0'3?5s i 

mRNA 


NM 014612 


Homo «sanien<; POorff 0 nrotein rP9orfl 0 1 mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 


NM 0184S9 


numu octpiciio ixiiuiictidi/ici l^cu uunc iiiaiivjvv pivjiciii xj±yiu*+j ^x>ivivj t Tj < / 5 1 iiivjln /a. 


NM 01R4S1 


riUII ID oapiCIla C/CIlirUoUITlal iH. 1-dooULlalCU piOLCUl ^v^A /tJT J 3 IIlJViN/A. 


NM 0184S0 


XIUIIIO oapiCIlo UilOIldl ctL/lCI liCu UUIIC IlldXrUW piULClIl OIVi.vZr7 ^OlVlu^j?^, IliXvx Nxv 


NM 01 RfHA 

xNlVx U 1 OO / *+ 


XIUIIIO bapiCIlo pUUtLlVC d-L/lU-aCIlolllg, 1UI1 L/UdlUICl ^/\olV_^ i f^ 3 IIlXViN^x 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 
(fsl CO 1 A 1 4 1 mRNA 


J.N1YJL V/lUOtO 




NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOV1), mRNA 


INlVl U 1 U7JJ 


nomo sapiens pnospnouiesierase i ia ^jruiii rnrsJN/\ 


IN 1V1__U 1 D jL^jL 


nomo sapiens siiruiar xo mouse vjrit-> or u. maianogasxer transcnpuon iactor 1 1 p 


NM 016767 


Wnmn cnnipnc TOTvJOT T rXOTsTTiT V\ mT?*NJ A 
rXUIIIO bapiCIli> L\Jl\LJ\J y 1 \JL\LJ\J IlilVlNi^Y 


MM HI^R^Q 

IN IVx ul JOJ7 


nouio sapiens general transcription iactor uj\, i /kjj ana lyKU suounits^ 
rOTF?A^ mRNA 

^VJiriiAl 11 IXvJLN^A. 


NM 016771 




NM 016584 


TTomo QflTiiptiQ int"f*Tlf*i llrin 0"\ alnlm QiiHnnit r^1 0 TTT 'J'^A^ mRlSTA 

x. x.\JxxxKJ od^JlC/llo Iv^UISJxi ^J, al^JlxCL oUU LU 11 L jp 1 ^ILiiJA ^ , 111XVX Nxx 


NM 016^29 


Romo <?flnipn<! "RTT1 ^RTTI^ mT?T\TA 


NM 016337 

X ~ XYA V/ X \J~J _/ 1 


Homo <?anien«? "RNR6 rRT\HR6^ mRNA 


NM 016146 

1 > 1YX U 1 V/l ~\J 


Homo sanien*; PTDOOQ nrotein fPTDOOO^ mRNA 


NM 016145 


Homo ^aniens PTDOOR nrotein fPTDOOS^ mRNA 


NM 016144 


Homo saniens PTD002 nrotein rPTD002 1 mRNA 


NM 016147 

X XYA V/ i. VJ 1 ~ / 


Homo *sanien^ nrotein nHoQnnata^e metliv1e«?teraQe-1 fPA/1HP-1 i mRXTA 


NM 016445 

X ^ XYA \J X VI 1 'IJ 


Homo «;anien«i nleelr^trin 0 ^moiiQe^ Viomoloty /'PT T^1C7^ mR"\TA 

11U111U Odjjl^llo IJlt-v^lvo LI 111 w ^ 1 1 1U Uov J llUlUUlUg \^ 1 i ^ i /3 1 1 1X\J. N xv 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


A^IXVA U 1 U 1 JZ. 


TTomo cani pn c mvelin cene evnreccir^n fz\ctr\v 0 C\A W h'-'?^ mR"KTA 


NM 016SRf> 


TTomo cnniPtiQ A/TRTP nrnt^in ^^/^RTP^ mR TNJA 
XHJIIIU bapiciib IVXXjxx piuiciii ^lVi_Dlx J y UlxSJ.N/\ 


NM 016547 


T-Trvmn Q^mpnc lr*i 1 im T^inHincr r>T*r\i"^*ir» f~^n\\A ^\ nrppnrcr»r i ml?\IA 
11U111U odlJl^llo v^Cll^/1 Hill L/lilLllllg JJI\JLC-lxl V^oLrtw' yjx C/L/ Lli oUl yV^aU'rJ lliXVlN jTV 


NM 016530 


Homo sapiens RAB-8b protein (LOC5 1 762), mRNA 


NM 01644"> 


XXvililvJ ocipiCIlo LjfjJC I lUlIlUI IlCC'IUolo IdOLOx ICUCpLlJI bli.CLlU.lIlg dllllllOpcpLlCLaoC 

regulator TARTS- 1 i mRNA 


NM 01641R 


Homo saniens CJ 1 1 ?A0 nrotein (CJ 9T1 1 940^ mRNA 


NM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


"MM 016^06 


xxuniu s>d.piens l^naj ^risp^tu^ nomoiog, suoiainiiy r3, memoer 1 1 ^uiN/VJx5 1 1 ^, 
mRNA 


NM 01690? 


xxv^lllU oapiCIlt) Ileal bXlOOK piOLCUl ID \ llvrtx 1 J 9 JLIlX\J.Nx\ 


NM 016248 

1 N 1VA V X \Jm,'~tQ 


T-Tomo ^anienQ A IH-nncf* ^PT? T<T A ^ nnrVinr -nrrktein 1 1 ^ATTAPI 1"\ mPlSJA i 
xxvjiiiV-/ cxipiciii) r\ iSxllctbC y± SSJc^rvj diiOllDi pii^LCiii i t ^.rAJV-rvx 1 1 j } IIx\i\±\t\ 


NM 016207 

x ^ xvx \y j. uz,v/ / 


1-Tomo WniPDQ r*l f^cwra erf* onH -r\r»l \/c*H ^tia/I c^1"i C\x\ Qneoifir* 'f*ar , tr\r *X *7^1rT~i cnV\nr»it 
11U111U oapicila V/lCclV<lgC dllU pwiyaXlCIiy IdLiUll opCL^llXL/ lciL>\X)l j, / jKU bUUUllll 

fCPSF3) mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA4 10), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP5 8 (NOP5/NOP5 8), mRNA I 


NM 015925 


Homo sapiens liver-specific bHLH-Zip transcription factor CLISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 


Homo sapiens KIAA1007 protein (KIAA1007), mRNA 


NM 016645 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRIN), mRNA 


NM 016631 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_0 16576 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
(LOC5 1292), mRNA 


NM 016501 


Homo sapiens hypothetical protein FLJ10597 (FLJ10597), mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC51260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016480 


Homo sapiens PABP-interacting protein 2 (PAIP2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


NM 016369 


Homo sapiens claudin 18 (CLDN18), mRNA 


NM 016359 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM_0 16246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 
(LOC5 1171), mRNA 


NM_016186 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINA10), mRNA 


NM 016180 


Homo sapiens AIM-1 protein (MATP), mRNA 


NM 016176 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51148), mRNA 


NM 016131 


Homo sapiens RAB10, member RAS oncogene family (RAB10), mRNA 


NM_0 16031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-like 1 (ELOVL1), mRNA 


NM 015955 


Homo sapiens C21orfl9-like protein (LOC51072), mRNA 


NM 015931 


Homo sapiens fls485 (LOC51066), mRNA 


NM_015879 


Homo sapiens sialyltransferase 8C (alpha2,3Galbetal ,4GlcNAcalpha 2,8- 
sialyltransferase) (SIATSC), mRNA 


NM 016368 


Homo sapiens myo-inositol 1-phosphate synthase Al (ISYNA1), mRNA 


NM 016488 


Homo sapiens hypothetical protein (HSPC232), mRNA 


NM 016478 


Homo sapiens hypothetical protein (HSPC216), mRNA 


NM 016463 


Homo sapiens hypothetical protein (HSPC195), mRNA 


NM 016410 


Homo sapiens hypothetical protein HSPC177 (HSPC177), mRNA 


NM 016406 


Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPC1 1 1), mRNA 


NM 015933 


Homo sapiens hypothetical protein (HSPC016), mRNA 


NM 015932 


Homo sapiens hypothetical protein (HSPC014), mRNA 


NM_016172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBR1), 
mRNA 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 016196 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 016553 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM 016195 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPH1), mRNA 


NM_016550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein (SBBD1), mRNA 
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NM 014868 


Homo saniens rinp frnoer nrotein 10 H^NFIOi mRTsTA 

XXvyAlAVJ OUpl^UO 1 lllg AllXjgVvX JJXUlwXAl XV/ ^IVItII, IV/Jj 111 IN. 1 N /~\ 


NM 01409? 


Homo saniens PR0157^ nrotein (PR0157Si mRNA 


NM 014138 


Homo saniens PRO0659 nrotein fPRO0659 1 mRNA 


NM 014135 


Homo saniens PRO0641 nrotein fPRO064n mRNA 


NM 014134 


Homo saniens PRO0628 nrotein fPRO06?8 1 mRNA 


NM 014133 


Homo saniens PRO0618 nrotein rPRO061 81 mRTsTA 


NM 014076 


Homo saniens PRO061 1 nrotein fPRO061 1 ■ mRNA 


NM 014074 


Homo saniens PRO0S99 nrotein fPRO0S9Q • mRTsTA 


NM 014129 


Homo saniens PRO0478 nrotein fPRO0478 1 mRNA 


NM 014126 


Homo saniens PRO0365 nrotein TPRO0365 1 mRTsTA 


NM 014124 


Homo saniens PROOFS 5 nrotein fPRO0?SS i nVR TsTA 

xiuiiiv ocaajivvho x ivvyv^ iji u lv_/ 111 ^x ivv/uz, j j y 5 1 1 1 rv j >j /-\ 


NM 014121 


Homo saniens PRO0233 nrotein fPRO02^ • mRNA 


NM 014120 


Homo saniens PRO0214 nrotein fPRO0214i mRTJA 


NM 014118 


Homo saniens PRO0159 nrotein (PRO0159. mRTsTA 


NM 014117 


Homo saniens PRO0149 nrotein fPRO0149i mRTsTA 

ixv/iiiv oupiviio x ivvvny piui^/iii yx xvvyv/ ^ XlxxvJ.NxV 


NM 014116 


Homo saniens PRO0132 nrotein fPROOl 37 . mRTsTA 


NM 015364 


Homo saniens MD-2 nrotein fMT)~'? i mRTsTA 

-X V111V/ oupivltu A'AX/ X* piUlWlll ^AVXX. * Jy 111 l\ _|_ T JX 


NM 014020 


Homo saniens T RR nrotein fT RR i mRTsTA 


NM 014931 


Homo saniens T<CTA A 1 1 1 S nrrvt^in rSTTA A 1 1 1 SI wPXTA 


NM 014901 


Homo saniens Tv T A All 00 r\rr\tf*ir\ fTCl A A 1 1 00\ ml? XT A 
xxuiiiu oapiciia ivjLrY/\l L\J\J piOlClIl ^JS.x/VrVl iUUJ, nlxNJLN/\. 


NM 014908 


Homo saniens TCTA A 1 004 nrntein CfCJ A A 1 0Q41 m P\T A 


NM 014906 


Homo saniens KTA A 1 079 rirntein H^TA A 1 07? i mPlSJ A 


NM 01493? 


Homo Qani c npi irn1 i crin 1 nsTT (^tTsT 1 i mT?iSJA 


NM 014894 


Homo saniens KTA A 1 056 nrotein n^TTAAlOS^ mT?TsJA 

xxv^aiavj oapiwio X'v l / >-tv lUw'U Lyiv/LwXXX ^J\JLrAfil vJU ^ IIlXSJ.NzA. 


NM 014956 


Homo saniens KIAA1052 nrotein fKTAAlOS? • mRTsTA 


NM 014928 


Homo saniens KTA A 1 046 nrotein fKTA A 1 0AfC\ mRTsJ A 


NM 014909 


Homo saniens KTA A 1 036 nrotein fKTAAlO^i mPlsTA 


NM 014939 


Homo saniens KTA A 1 01 2 nrotein HxTTAAlOl^^ mRTsTA 


NM 014895 


Homo saniens KTA A 1 009 nrotein fKTA A 1 000 1 mPTsTA 


NM 014960 


Homo saniens KTA A 1 001 nrotein rKTA A 1001 i mTJTsTA 


NM 014950 


Homo saniens KIAA0997 nrotein rKTA A0007i mRTsTA 

xxv/aaav-f oapiviio AxJxxfAv^y / LvAv/lVlll ^ A\JLrAfVv 7 ✓ / y ) AlAX\_LN ri 


NM 014934 


Homo saniens Tine-Tinaer nrntein T^>7TP1 /'Ti'ZTPI ■ -mT?XTA 

XV/J.X1W oapiWUO ^illAV XAAA^VvX ^JL VJL till 1 J / j 1 T X ^ 1 J f * \ i 1 Ij IIlxVl>)-f»- 


NM 014023 


Homo saniens KIAA0982 nrotein fKIAA09fs2 1 mRTsTA 


NM_014900 


Homo saniens KIAA0977 nrotein rKIAA0977 . mRTsTA 


NM 014929 


Homo saniens KIAA0971 nrotein H<CTAA0071 1 mRTsTA 


NMJ) 14935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


Homo Saniens Safl Homatn-Prmtnin-ino' inncitrki -r\V\nc-r\V»ato cp 0 Ai^"l\ twDXTA 
XXV/AAAV7 oczpi^/Xio \jo\j u.^11 itiiii-i^uil Ldllllll^ UlUbllOl piiObpAia la SC z, y&r\\^Z.jy ITirv IN r\ 


NM 014902 


Homo saniens KTA A 0064 nrotein rKTA AOQf^A^ mPXTA 


NM 014898 


Homo saniens; KTAAOOfil nrntein HC1 A A0Q£1 1 mTJlSTA 


NM 014942 


HftTTin sanienQ anlrvrin Tenent rlnma in A /" A lsny"l?T^/> i -r>-»T? TvT A 
AAuiiiu odiJiv^xid all iv ymi xcpcctl LLOIlictlll O \^/\JN iVJtvL/O ' 5 in ay IN r\ 


NM 014959 


xviixiv bapiciib Luiiiur up-rcgu.id.Letx v^/xJKxj-coniaining antagonist 01 caspase nine 
fTUCAN, mRNA 


NM 014952 


Homo saniens KTAA0Q4S nrotein rKTA AOQASi TnPTsTA 

i.iV/iilV OCAkJA^-AlO AVxrA/AV/V*TJ JJA \J LV/111 ^J\lAn.U7 t t J l ? 1 1 1 fV J\ /-\ 


NM 014904 


Homo saniens KTAA0941 nrotein fRah! 1_PTP9^ ty-iRTsJA 

•■- Avyl1 *-^ J 0«xiVA*»/AAO AvATuAV/y'T 1 \^ 111 yXvdUX 1"a JTa Ij IiAXvlN/*. 


NM 014903 


Homo saniens KIAA0918 nrotein fKTA A0Q^R^ mRTJA 

^ Ofc4.|JiV^AAL> IVAi AfAV/JO p^l V AV^ 11 1 ^AvxTAfAw J O J y 111 IX 1 >J Xi. 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), rriRNA 


NM 014949 


Homo sapiens KIAA0907 protein CKIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (xOAA0894) 5 mRNA 


NM 014969 


Homo sapiens EJAA0893 protein (1OAA0893), mRNA 


NM 014966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NM_0 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM 014940 


Homo sapiens KIAA0872 protein (KIAA0S72), mRNA 


NM 014943 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA.0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0831), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAA0800), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM_014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (KIAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


NM 014848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM 014652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapiens K1AA0675 gene product (KIAA0675), mRNA 


NM 014779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM 014817 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NM 014704 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


NM 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 gene product (KIAA0469), mRNA 


NM 014638 


Homo sapiens KIAA0450 gene product (KIAA0450), mRNA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


NM 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA039 1 gene product (KIAA0391), iriRNA 


"KTA/f 01A717 
1NXVI U14/1/ 


TJTi-kn-i/-\ cinienc VTA AA7GO rrf*-r\c* nw\/-1ii/>r /V T A A AT Q A\ raT?7\TA 

xiomo sapiens jsjlaauj:/u gene proauct ^xSJA/vujyoj, mtviN/v 


lNlVI U140o0 


xiomo sapiens j&jaaujod gene proauci ^xsjaauojdj, iiikina 


ATTV/T 0 1/1 ft 79 
JN1VJL U14S/Z 


xiomo sapiens isjaaujdh gene proauci ysjAAUj->4j, itikjn/\. 


J.N1V1 U14ojU 


TJ/mtia onnipn c VTA A HI^O «/jvio nr^/lii^f /VTA A A*3^0\ mD\T A 

xiomo sapiens xsjlaaujdz gene proauct ^xsjaaujDzj, mKJNA 


INxVl_U 1 40 D O 


Homo sapiens Ral guanine nucleotide exchange factor RalGPSIA 

rPAT/TPQIAi mPNA 


IN 1V1 U 1 400 D 


TT r\mr\ conipnc VTA AOH/^ rrpnp rvt-vw/li ir»+ /VTA Afl7^^ mT?"\TA 

riomo sapiens jvia^vu j j o gene proauci ^xvi/\/\wjooj, nirviN/\. 


1N1VX VJltOV/-) 


tTrvmr* conipnc VTA AOH^ rrpno n*-/-\rlnr»+ /VTA AAII^ mP\TA 

xiomo sapiens j\jj\j\\j^jd gene proauci ^jvirvr\u^ d d ), miviN/\. 


IN xVl U JL f Ot-t- 


TTr\mo cflnipnc VTA A0^9Q crpnp nrnHurt /VTA A 019Q \ m"R XT A 

nomu bd.piciio js^ij\i\\j j gene prouuci ^iAA^jzyj, ituvin/v 


"NJA/f 01/1891 


Wrvrnr* canipnc VTA A Ol 1 7 ftpnp nnr»r1nr»+- /VTA AO1 1 7^ mPM A 

xiomo sapiens s±jj\j-\\jd i / gene proauct ^jsj-rvrvu j i / ), iTLtviNi^v 


Nrvt 0146QQ 

IN XVI UlHwy 


TJnmn canipnc VTA A 090/^ crpnp r»rrkHnr»t /VTA A09Q/*\ -mPlMA 


TsJTVf 01 474? 

1NIVX Ult/t^ 


Wr\mo canipnc VTA A 09 *\ S opnp r»r/M-?iir't /VTA A 09^^ I mPMA ' 


>J\/T 01A7^4 

XNlVi. Ul*t/JH 


XTrtmrv CQnipnc VTA A 0947 apnp -r*T-r*/1ii^t /VTA A 0947 \ rnT^TsJA 
XXOIIIU bapiCllh JSJ-rt^rVUZH / gene prOUUOl ^J>kJLrvrVV/Z A r / IIlXvIN /\ 


TMM" 01A7A0 
IN1V1 U14/OU 


U Anin conipnc VTA A O? 1 £ rrpnp n^-^rli /VTA A 09 1 Q\ mPXTA 

xiomo sapiens JSJ-fvrvuz i o gene proauct ^xviA_r\uz ioj, mxviN/\ 


NM 014735 


Homo sapiens KIAA02 1 5 gene product (KIAA02 1 5), mRNA 


XTA/T AI/l/^O 
XNlVl U140jU 


riomo sapiens JsJLAAUZ i i gene proauct (jsa/VAUZ 1 1 ), mKJN A 


XTN/f A 1/17/1/1 
INiVl U 14/44 


UrtvMrt rnwtann X 7 " T A A AO 1 A ^ a-m a. «»-^/l»irt+ /HfT A A AO 1 A\ __T> XT A 

xiomo sapiens JsJLAAUZIU gene proauct (isaAAUZlU), inKiNA 


XTN/f A 1/179^ 
INIYI U14/ZD 


U/-VTV1A nnni Ck« VT A A A 1 CO /van a /VT A A A 1 Ofl\ -kv-»"D "KT A i 

xiomo sapiens xviA/vu 1 oy gene proauct (.xviAAU l oy), mKJN A 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


JNJV1__U 14 /y 1 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/VTA AA17<\ *-»VDATA 


XTA/T A1/17/1A 
1NJVL U14/40 


TTrtwn rn«ia-nn "V T A A A 1 /Z 1 A-A««tA wi-n/liin^ /T/'" T A A A 1 £Z 1 \ «,D\T A 

nomo sapiens JviAAU i o 1 gene proauct (isJAAUlol^, mKJNA 


JNlVi U 140J J> 


Homo sapiens KiAAUlzo gene proauct (JKJAAUIjj), mKINA 


XTA/f AI/tAAO 

IN iVx_U 1 4U U Z 


Homo sapiens IKK-related kinase epsilon; inducible IkappaB kinase (IKKE), 

n-i"D XT A ' 
mxvINA 


XnVA 01AftA7 
IN 1V1 U 1 4o4 / 


T-T/-vt-»-*,r\ nnm'an o VT A A A 1 A A rrono ni*/-k^n/tf /VT A A A 1 A A \ -m T> "N.T A 

xiomo sapiens xv1AAU144 gene proauct ^1^1/^^.0144^, mKJNA 


7\JA/f 014771 
INlYl U 14 / / J 


T-Tr-w-rv^y-i piTAiaM VT A A A 1 A 1 n-Qtio «vA/1nn4 / V T A A A 1 A \ \ -^v-kT> "N.T A 

xiomo sapiens xv1aaui41 gene proauct (jsjaaui41 j, mKJNA 


KS\A OlAfvlQ 
1N1V1 U 1 *rO t ty 


T-Tnmr* conipnc VT A A O 1 *X ft rrpno ni-Arln^ HTTA Afll'JC\ -ml? "NT A 

xiomo sapiens jsiaauijo gene pioauct ^xvxaaui^oJ, ttikjna 


r\JA/f 01470? 

INIVX V/1H/7Z 


T-T r*m^k conipnc VTA AA19^ rrp»n<a nrn^npf /VT A A O 1 9 ^\ tnPMA 

xxoiito sapiens xv i t\_t\\j iad gene proauct ^xvj_r\_r\.oiz3 } y itix\_ln/\ 


"MA/f 014000 
xNxvi u if^yj? 


U nrnn canipnc VTA AOI 1 ft rtrnfpin /VTA AA1 1 ft 1 nVPXTA 

xiomo sapiens xvi/v/vui io protein ^xsi/\/\oi loj, nixviN/\ 


"MM 014740 

XNXVX Ult/'rV 


TTnmn conipnc FTA AOI 1 1 cr^n^ nmHiipt /VTA A01 1 1 i rrVRTsJ A 
XHJJX1U bapiclls J\JLr\_rvU 111 gene piOUUCL ^XvJLrVrVU 1 1 1 J, IIIxvIN/a. 


MM 01467^ 

XNXVX \J 1*tU / J 


TTVvmr* canipn c VTA AH1 opnp nrnHnpt /VTA AHIO^ tnPMA 

xiomo sapiens xsjLrv/\v/iu,3 gene proauct ^jsj/v/\oiuj j, mx\j.N/\ 


"NTM" 01471^ 

xNlVX UI't/jO 


TTrkmn conipnc t r TA AA1 H1 rr#»n*» nrnHnpf /VTA A O 1 O 1 \ nnl?XTA 

xiomo sapiens xvi/\/vuiui gene proauct ^xvjltvauiui ), mxvxN/\ 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


TsUVT 014^70 

inivi vm-o/y 


TJ/-ii-»-»rt or»-*-»-i^-»-io VTA A AAQO i-r£»t-»£» -**.r-s\Ai 1/1+ /VTA A AAAO\ «-iD\T A 

xiomo sapiens xviAAUUVZ gene proauct vxviAAUuyzj, ttikinA 


KT\A 0 147/^0 
1N1V1 vl4/01? 


xiomo sapiens kjaauuo / gene proauct (jsjaauUo / ), miviN a 


>JA/f 014877 
INIVI U 140 / / 


TT orMA con-ionc- UaliVor^ fTA A AA C A /VTA AAA^/I\ t-*-»"DXTA 

xiomo sapiens nencase isjaauud4 ^isjaauu!>4Jj mKiNA 


"NTN/T 0 1 47 1 

IN 1V1 U1H / 1 O 


xiomo sapiens centaunn, oeta 1 ^^xiXN ixsi^, mKJNA 


"MA/I 01^£1 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
^xvoxii-^ivi nxxviN/\ 


T\TM 01 4880 

XNlVX VltOOU 


T-Tr\mr* conipnc VTA A 0099 rrpnp ni-r*rlnr»t /VTA A0^99^ mD "NT A 

xiomo sapiens isjl/v/vuuzz gene proauct ^xviy\/\.ouzz ), mxsJN/\ 


NM 014878 


TTattia conipnc VTA A0090 rrpnp nrv>Hnr»t /VTA A0090^ ml? "MA 

xiomo sapiens jsjj\j\\j\jz,\j gene proauct ^jsiaauuzu j, ni±\JN/v 


"MM 01466S 


T-T r\n-»r» conipnc VTA A O0 1 4 rrpnp Y\rr\Aiis*t /VTA A A A 1 /I \ n-iT?"KTA 

xiomo sapiens xv1AAUU14 gene proauct ^jpvxa/\.uui4J, itix\j.na 


r\TN/T 014671 

XNlVl UlHO/ 1 


xiomo sapiens uoicjuitin-protein isopeptiae ngase ) ^jviaauuiuj, nix<JNA 


"NTM 014637 


tTnmn conipnc VTA A OOOQ rrpnp nrnHnpf /VTA A OAACA n-»T?TSTA 

xiomo sapiens xsjl/\/\uuuj7 gene proauct ^xviaa.uuu-7 i, iiixnj.n/\ 


NM 015384 


Homo saniens TDN3 nrotein HDN3 j rnRNA 


NM 014188 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM_014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM_014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 
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]SIM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC150), mRNA 


NM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mRNA 


NM 014171 


Homo sapiens postsynaptic protein CRJP1 (CRiPl), mKJNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protein (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRNA 


NM 014163 


Homo sapiens HSPC073 protein (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntingtin interacting protein B (HYPB), mRNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protein (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protein (HSPC053), mRNA 


NM 014148 


Homo sapiens HSPC048 protein (HSPC048), mRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protein (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protein (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZP586A011), mRNA 


NM 015513 


Homo sapiens DKFZP566D213 protein (DKFZP566D213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protein (DKFZP566B183), mRNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKFZP564M082), mRNA 


NM 015455 


Homo sapiens KIAA1 194 protein (KIAA1 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP564G092), mRNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mRNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C186), mRNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C103), mRNA 


NM 015535 


Homo sapiens DKFZP564A2416 protein (DKFZP564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E21 10 protein (DKFZP547E21 10), mRNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mRNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratm (HAIK1), mRNA 


NM 014064 


Homo sapiens AD-003 protein (AD-003), mRNA 


NM 014517 


Homo sapiens upstream binding protein 1 (LBP-la) (UBP1), mRNA 


NM_014294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens dTDP-D-glucose 4,6-dehydratase (IDPCjD), mKJNA 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy- 1 gene (DKKL1 -pending), mRNA 


NM_0 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERP1), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NMJ) 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

rnPNA 


MM 014S8Q 


Ur»rnn c^nipn c WhocrVhrVH-nacp A 9 ornnn 1 T"P fPT A 909 nYRT^JA 

jLlUlllU bdpiCllb pillJbpillrlipdbC AZ., glUUp I U ■/ JL-fXTni. ^J/-i-tJ , llXLVXNxTv 




IhT r\YY*t/~\ oorsipnc c^t-iti** nrAfpcjcp iiVhiViilwr 1 i"\/T\P 4 / S1"PT7\] VZ 4 i TTnP XJ A 

xiuruu bdpicnb ocriiic piULCabc iiuiiuiuji , xvd.z,di type *t ^uriiNiVT^ iiixvjln^v 


nm 0149Q1 


xxUIIlU bdpiCllb rJJvJrA dbbUCldlCU piuicili 1 ^rjjrvr 1 liixviNxv 


NM 014^0R 


riuniu bdpieiib piiubpiioiiiubiiiuc-j-iviiidbc, icguidUJxy ouutuiiu, pvjiypcp uuc piwi 

(P101-PI3K), mRNA 


NM 014^SQ 


XaVJIIIU bdpiCllb (jpildll ^Ur 1 j, IllJLXJYNxTv. 


NM 014S1S 


TJAmn <?arvipn<; f^r^P4-NOT l trariQrrmtifvn romnlpv Qiihnnit 9 rCNOT9^ mPN A 

XlvJll JU odpiCllO V/V_/JVt X 11 allol/i. iptlV/11 OUllipiCA., oUUUllll ^< ^l^lU JL Z.y, lllXvlN^V. 


NM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


xtm 014171 


JLlOIllU bdpiCIlb IlClgllULU Ul ZT.-lViIld.bC d-IlUIlUIlUg piOLClIl -7J ^IN^JN^rVJr^-J ^ 5 IIJLtSJ.Ni^V 


MM O 14149 


Jriomo sapiens mitocnonuriai earner nomoiog z ^ivii v^xtz,^, nuciear gene 
encoding mitochondrial protein, mRNA 


NM 01*n71£ 


jiuniu bdpieiib ivxisbiicipcii/iN JULV-reiaiCLi Kiiiabc ^ivjlllnjvj, rnxvi>/\ 


NM oi4i^£ 

xN1VL__U 1 4j J o 


xiomo sapiens v^-rype ^caicium uepenueni, edruonyaraie -recognition aomam^ 
lcuLin, bupcridiiiiiy mciiiucr y ^v^j^-C/V^ojt y )^ iiissjssjrv 


NM 014^S9 

1NJLVJL vitj J,6 


Unmn Qanipnc T RP nrntpin 19 C\ T^P-19^ mT?N A 
JT1UIXJ1U bdpiCllb JLvOJL piUlClIl JZ, ^JL«1ja -J>^.^, IlJXvJLN-rV 


NM 014947 


XILJIIIU bdpiCllb JT LJJLt LWJIIlalll v^UIlLdllllllg gUalllllC IlUL/XCOLlCie CAt^IldllgC 

factorfGEFM TPDZ-GEFl^ mRNA 


NM 014267 

1 > J.VX \J ± ^ Z*\J 1 


T-ToTnn ^anipnc Qmall aoiHip x\xc\\€*\x\ ^TA/f AfrPI 4^0S9^ "ml^N^A 

liuiiiu oapiwiio oil id- ii aviuiu piui&iii ^j_ivj_^\.vj j_/ f-T^sxj^j^jy 1 1 ixvi > xv 


NM 014S97 


TTnmn «;ar>if»n«: ariHir 89 IrDa Tvmtpin mPNA ^RSITTI SSS9^ mPNA 


NM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


NM 014169 


xAvJiiiu bdpieiib j-iiyui uAyibuuLiLyiyi-v^uciL^yine r\ xiyu.ruidbc ^xxjld^xj.^, irixviN/Y 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1) 9 mRNA 


MM 0 14^524 


jiomo sapiens jz/Ivlj i -iiKe (^o. cerevisiae; {iIisaj iLj) 9 nuviNA 


1N1VI UI^jO/ 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 

™T? XT A 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

riSjnT? T? A p 1 \ mP>JA 
^iNurJVf\r i ) r iiiXNJ. > rx 


NM O14S0O 


riomo sapiens uo wni eguiatea in ovarian cancer i ^jl/wv^ i ), lTjUviN/v 


NM_014595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 


NM 014116 


riomo sapiens caicium-reguxaiea neai-siaDie protein \ < z.^-klj) \ \^KJtior-ZH 
mPNA 


NM 014410 

1 NXVX \J JL I'l JU 


nuiiiu bdpieiib t/Cii uc-diii-iiiuut/Hig LJ r r cucuiaji u ^v^jll/jc/Ij ^, iiixx-LN a. 


NM 014400 

X T J.VA \J 1 f "1 \J\J 


JLUJiiJAJ ouplUllo VJl A ClllWllV^l Ks\JL lllC/Ld&ldblo dbbVJ>UldLCU pi VJ Lt^lll llL/llUJUJg ^V^T'.'rri^j 

mRNA 


NM 014408 


TTnmn «sarnerm similar to vpa^t T-^FT"^ (9\ pprpvi<5iap^ rRFT"^^ mPNA 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013943 


Nnmn ^aniPTi 5 ? nhloriHp intTarpllnlar pfiannpl 4 ff^T T(^4^ mRNA 


NM 0114H 


TTnmr* caTvipns 1caTvr\T>npri'n V*pfa 9Vi tTancnrkrHn ^TRN9^ ttiPTsTA 
xxvjiihj acipiisiio jvcii^y vjpiivi in uc Let wU, ll diibpui tin ^±ix_ln^*^, ixju.vj.nxtl 


NM 01141S 


xxvjiinj ocipi^iio i^inicii ixvjiiicvjuvja. piv/iciii \^rs_/v^, iiirvi>xTv 


NM 01H77 


Unmn «:anipn<! hvnnthpfiral nrnfpin fTHC F7n4^41R041 7^ mRNA 

XXvJlllvJ bapiCllo ll^y p\JLllCLlV-/<ll piULClll ^JL^XvJTZ^P*tJ*tx_>v" l f J? 11JLl\_LXxtv 


NM 019907 


jiuniu bdpieiib jvdb-\j x irdbc aOLivdiiiig proLein ojuj uuiiidiii-uiiiu.iiig protein jl 
CKTAA06601 mRNA 


NM 013286 


Homo sapiens chromosome 3p2 1 . 1 gene sequence (HUMAGCGB), mRNA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), mRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNX10), mRNA 
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NM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MA.5), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NM 013312 


Homo sapiens hook2 protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), mRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinx0008 (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERF1 (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNW1), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_0 12431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RING1 and YY1 binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5 -nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Thioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NM_0 12294 


Homo sapiens guanine nucleotide exchange factor for Rapl; M-Ras-regulated 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_0 12285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBP1), mRNA 


NM_0 12266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_012204 


Homo sapiens general transcription factor IDC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor IIIC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5 -kinase, type H, alpha 
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HP TP ^ If 7 A\ mPXJA 


xta/t nn^s^o 


xiomo sapiens ceniaunn, aipna i ^i^jcun i aij, itixxin/\ 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 


XTA/T fifW^S 
1N1V1 UU/oDo 


Homo sapiens putative DNA binding protein (M96), mRNA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTF1), 
nuvJN/v 


XTA/f fifi7Q£Q 


Homo sapiens G-protein coupled receptor (RE2), mRNA 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
suounit c (suDunit yj, isoiorm z (AiriXazj, mKJNA 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 

__r> XT A 


XTA/f Cin^itlHI 

JNJVl UUZo/J 


Homo sapiens plexm r>l (KLXJNril mKJNA 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAJB4), 

m J> XT A I 

mJKJNA 1 


XTA/f f\C\A<A*7 
JNiVJL__UU4jH / 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 4 (15kD, 

Di c\ /XTPkT FETT^/H ml? XT A 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


XTA/T fiH71 1 ^ 
1NJVJL_UU / 1 ID 


Homo sapiens tumor necrosis factor, alpha-induced protein 6 (TNFAIP6), 

mPXTA 
m_i\JN A 


XTA/f Hfi77 1 7 
lNiVl UU /Z 1 / 


Homo sapiens programmed cell death 10 (PDCD10), mRNA 


XTA/f nfi77/^Q 


Homo sapiens syntaxin binding protein 3 (STXBP3), mRNA 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

rrorY-irvio^ C Q CP 'X \ *-nPXTA 

gamma ) ) y rnKJN a 


1N1V1 UU/ZoZ 


riomo sapiens ring linger protein u ^KJNr i J ), mKJNA 


JNJVl UU/ZOD 


Homo sapiens suppressor of S. cerevisiae gcr2 (HSGT1), mRNA 


XTA/f 00777^ 


xiomo sapiens puxanve kj proxem coupiea receptor ^LjJrivj, mKJNA 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 

cnKnnit (V! A r^TTPI Af\\ tviPXTA 

suounit \r Al^ mivJNA 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


xta/t nn7nfK 

JNJVl UU/UUD 


xiomo sapiens i3L,J2-i protein (BCJb-l ), mKJNA 


XTA/f AA7A1 Q 


Homo sapiens ubiqui tin-conjugating enzyme E2C (UBE2C), mRNA 


xnv/T nn7fiA/i 

1N1VI_UU /UO'f 


Homo sapiens serine/threonine kinase with Dbl- and pleckstrin homology 
domains (TRAD), mRNA 


XTA/f nn7HA7 
lNiVl_UU /UOZ 


Homo sapiens nuclear phosphoprotein similar to S. cerevisiae PWPl (PWP1), 

mPXTA 


XTA/f 0070R0 


nuiiiu sd.picns> orn protein r v.i^oivio^, mi\JN/\ 


MM 00707? 


TJnmn c^nipnc UPPV XT T TP occrvpiotin rr 7 /"T-JTJTT A 7\ w»PXTA 

nuniu sapiens riiixvv-ri jl i K-associatmg z ^xiirii^/vz J, mJKJNA 


"NTM" 007077 

1N1Y1 \J\J f\J / i 


nuniu sapiens auapior-reiaiea protein complex Sigma i suounit ^Ax^'folJ, 
mRNA 


xjA/f 0067S1 


xaomo sapiens sperm specmc antigen z ^oorAZj, miviNA 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


XTA/T OOAR^I 
INIVI UU063 1 


xiomo sapiens glioma patnogenesis-reiatea protein (Kl Vrl), mKJNA 


XTA/f 1 ^ 


Homo sapiens coated vesicle membrane protein (RNP24), mRNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1A 

rPPPlPlA^ mPXTA 


XTA/f OOAR?^ 
IN JV1_U U 0 O Z J 


Homo sapiens protein kinase (cAMP-dependent, catalytic) inhibitor alpha 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NMJ)06833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA ^ , 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NMJ)06634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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niRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protein amplifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SAD1), mRNA 


NM 006695 


Homo sapiens RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens Rel A-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 
mRNA 


NM_006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGR1 1), mRNA 


NM_006584 


Homo sapiens chaperonin containing TCP1, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cyclic AMP phosphQprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SNARE; homolog of S. cerevisiae VTI1) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (AD A3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1A (41 kD) (ARPC1 A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABACl), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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NM.006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
(POLD? , mRNA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
8 (NEDD8 , mRNA 


NM 006369 


Homo saniens IVTXTFl nrotein fiVlTTFl # mRNA 

11V/111U OCipiWtlO iTlVi. X jJlVsll/111 ^IVAV-'A X y, XXXXvl^tXX. 


NM 006441 


Homo <?anien^ S 1 O-rnpthpnvltpfrflliviirniiilsitp QvnthpfpQP fS- 

llUlllvJ oapiuiio *J , X \J lllwlllvsll V 1 tt/ IX All V Ui vXUXALv o V llLlXwLCloC' \«J 

foirnvltetralivdro folate cvclo-li$iase # rMTITFS i mRNA 


NM 006309 


Homo saniens leucine rirTi reneat fin FTTH intprflpfino -nrntein 9 fT PRPTP9 i 

mRNA 


NM 006330 


Homo saniens lvsonhosnrinlinase T f T/YT*T nVRNA 


NM_006344 


Homo sapiens macrophage lectin 2 (calcium dependent) (HML2), mRNA 


NM 006395 


T-tYvttiij saniens i ihitTiiitin flnrivatino pn tvitip T^1-HV<=» -nrr*t<=»in ff~r^A7i mP TvT A 

X X wl 1 l\J OCLp/lwilo tXL/Xvj lillliX a\svi V ullll£^ t>ll.£»jr lilt* Xj 1 Jlllvv JJlVJlt/lII ^VJOxx/ y, 111 i\ 1 N / * 


NM 00632? 


T-Tpimp* snnipns sninHlp nnlp VinHv nrrvfpin ffrf^P'^i mT?"NTA 

X XVJ11 1VJ jajJl^llo olJlilults JJUlv* \J\J\Xy JJ1 W Lt-lli ^vJV_/l -^/> IIxxvJLNxTl 


NM 006141 


Wnmn ^anipns rlvnpin f vfor^l n Qmi p licVit intprmpHintp npil'x.m^TYHHA f TVMf^*T "T? \ 

X XUllIvJ oopiL-llo Ujiifclllj LVs^JlclOllXllr, llgllL llltt-l lllt/UldLC jJKJly ^)\ZyJ Li LLC Z. ^JL/lNv/L/JuiJj 

mRNA 


NM 006416 


Homo samens solute carrier familv rC^lVTP-^ialip apirl rran Qnnrter^ mpmlipr 1 

(SLC35A1), mRNA 


NM 006349 


Homo saniens nutative evelin Ol interacting nrotein fC^Cr} T\ mRNA 


NM 006429 


Homo sapiens chaperonin containing TCP1, subunit 7 (eta) (CCT7), mRNA 


NM 006430 


TTnmn <sfinif*n<; nhanprnnin pnntainino* ' 1 ^C^ 1 P^ QiiVmnit A ^flf*^fi*\ fC^C^TA} ml? 1ST A 
x xv/iiivj oct.|^iv>iio \siLa*yj\^iKJiim v-- wiiLciii 111 x v_^x i, oUUUiiiL *+ Lit lid ) yv_^v_^ IHy, lIlxvxNyA. 


NM 006431 


Homr* ^anipnQ pnanprnnin prmtaimncr TT^Pl QiiKn-mt 0 C\r\f*\<> \ (C* L C yr T'}\ mT?TsJA 

iiuiliu dapiL/iio \siia.yj\^L VJlllli ^-Ullialtiiii^ 1 V_^X 1, ouUtllllL Z. yU^lcLJ IlxXN-lNxA. 


NM 00^810 


Homo ^anien^ nrntpa^nmp f nrnQomp mnprnr»niTi^ cnViiinit non-ATPacp A 

CPSMD4, mRNA 


NM 006002 


Homo saniens uHiouitin carHoxvl-tprminal p^fpra^p T ^ rnViiniiitin tViiolpcitpraQP • 

iiviiiu ocij^/iv^xio ul/i\|U1U11 vtll UUAjrl lvl 1X111 Id. 1 bOLvlooL/ I i J 1 LXU/iyiLllLlll LI t-O LCI uoL> J 

(UCHL3), mRNA 


NM 006068 


Homo saniens toll-like recentor 6 TXT R6i mRNA 


NM 006100 


Homo ^aTiien^ alnVia^ ^-Qialvltran^fpra^p ^^JT"^rTAT \/T 1 -mT? TSJ A 

llvlllv OapiWlO aipila^j J OlQljr 1 LI <XllolV_X Clow 1 J\Jx\JU V 1^ } lllx\_l^Jx». 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 


NM 006063 

l^XYx v v/VJUU J 


T-Tomp* Qanipn q carrnmpri c mncplp r*T*r4tp»i"n APPPl^irNj ml? "NT A 

XX1J111VJ oaLJltllo oal ^Ullld lllLioVvlC JJUJLClll \^OxtJl\.v-/V«/OjLL>I J 5 lllXvlN f\ 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 
mRNA 


NM 006034 


Homo sapiens p53-induced protein (PIG1 1), mRNA 


NM 006039 

l^llVX \J\J\J\S*J Js 


nuiiiu ocxpiciio ciiij.\joy liu icocpioi ^iiid.cnjpiid.gc iiidiiiiLibC receptor iamiiyj 
(KIAA0709), mRNA 


NM 006018 

l^tlVX vV/Uv X KJ 


Hnmrt catMPnc TMitafivp plipmr»Lrin*» T^r^ntrvr* r7rT , l J _1-viTi/^i-r»rr t-^-r/^i-^i-r* f\X\A'n A\ 
iiuuiu aapiciib pu.La.Livc UIICIIUJIVIIIC ICL-zCpiUI, Vjr x x •"OmCilUg prOLCUi ( xlxVA / *r ), 

mRNA 


NM 006101 


Homo sanien<l hic^lilv P'xnrPQ^pH in r^Mnre^v tipVi in Ipnpinp n<=»ntaH rf*n*>atc CWEC* \ 
iiuuiu oapiuiia nigixi^' CApitaotu. 111 Odiiocij I lvll 111 ICUOIIIC XicpidU. ICpCdlb ^llijV^ J, 

mRNA 


NM_00609S 


Homo saniens eiianine nucleotidp riinrlinor nrofpin (Cv nrofpin i npfa nnlvnpTiriHp 

ou^i^/iio guuuuiv 11 Uwiv^xj liul L^XXlUlll^ LJ1 \J Lv 111 \VJ Lll V/LC'lll J, L/C/ Ld L/Ui Y UvUUUw 

2 -like 1 (GNB2L1), mRNA 


NM 005895 


Homo sapiens eolei autoantieen. eolein subfamilv a 3 TGOLGA3 1 mRNA 


NM 006023 


Homo sapiens D123 gene product (D123), mRNA 


NM 006090 


Homo sapiens choline/ethanolaminephosphotransferase (CEPT1), mRNA 


NM_005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCR1L1), mRNA 


NM 005827 


Homo sapiens UDP-ealactose transoorter related (TJGTRET 1 1 mRNA 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAF interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_005775 


Homo sapiens vinexin beta (SH3 -containing adaptor molecule-l) (SCAM-1), 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), mRNA 


NM 005862 


Homo saniens stromal antigen 1 (STAG1), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens ribonuclease, RNase A family, k6 (KNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subumt (PheHB), mKJN A 


NM_005605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STIP1 homology and U-Box containing protein 1 (STUB1), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (ML ANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box. family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondm 
receptor)-like 1 (CD36L1), mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPC1B), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEG1), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPB1), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAE1), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM_005466 


Homo sapiens RNA polymerase II transcriptional regulation mediator (Med6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexm 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo sapiens zinc finder nrotein 9 fa cell i il ar rpfro viral miflfMr* ar»iH KinHinn- 

protein) (ZNF9), mRNA 


NM_005151 


Homo sapiens ubiauitin specific nrotease 14 ( tRTvJ A-cmanir»f» tranccrK/rT^cA/loc^ 
(USP14), mRNA 


NM_005119 


Homo sapiens thvroid hormone recentor-associatpH nrnfpin 1^0 cnVtimit 
(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter), member 6 (SLC1A6), mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo sapiens Dolvmvositis/scleroderrna autoanricren 1 f751rm fPA/T^rr 1^ 
mRNA 


NM_005025 


Homo sapiens serine for cvsteine^ nrotein ase inhibitor HaHf* T /Vi^nrric^r-rvi-rA 
member 1 (SERPINI1), mRNA 


NM 005023 


Homo SanienS nrotein P'PranvlcrpranvlixnncfpriacF' Ump T K*=»ta cnKnnir /T>r~ir'^ r T1 td\ 
xxviiiu oayivuo |_»ivjia^xii g^iaxiy lgticiixy tiialxoICxcloC type 1, DC Id ollDUnit (rVJvJl XJD 1, 

mRNA 


NM_005020 


Homo Sapiens Phosphodiesterase 1C 1 ealmodiilin-dpnpnrlpnt CWWTW rPFiT71 c\ 

w k -"" k JK AkJ j^iivoLyiiuuivoi^i aoL< XV-/, w<xllll\J*JLllllx~LlGJJClxtJ.OxlL ^ / XJr^xJ j V ■ 

mRNA 


NM_005017 


Homo sapiens phosphate cvtidvlvl transferase 1 choline alnha isoform 
(PCYT1 A), mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamily 1, group I, member 3 fNRIB i mRNA 


NM 004666 


Homo sapiens vanin 1 (VNN1), mRNA 


NM 004247 


Homo sapiens U5 snRNP-speciflc protein, 116 kD (U5-1 16KD), mRNA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like, 32kD (TXNL), mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens TN-b receptor-associated factor 6 fTR AFfT* m 12 "NT A 


NM 004604 


Homo sapiens syntaxm 4A (placental) (STX4A), mRNA 


NM_004785 


Homo sapiens solute carrier familv 9 f sodium/hvdrncren pyrVianopA icnform ^ 
regulatory factor 2 (SLC9A3R2), mRNA 


NM_004252 


Homo Sapiens Solute carrier familv 9 fsndinrn/rivrirrvo^ri p» vr-Vi cir^ rr^r-^ ic/^fX-rrv-i 1 

^ kJ "-J- , * wl " l *-» uviui.w vuiiiwi xciixxxxjr ^ ^oVJU.iUxxl/ll > y Lll ugCU CAAvIlcUlgCx J, 1SOXOI 1x1 J) 

regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 (SLC16A6^ mRNA 


NM_004696 


Homo sapiens solute carrier familv 1 6 r mnTinpflrKnYvlip or«ii^ frQncnnrfprc<^ 

■■■ * ouiuw/ uuiiiui xciiiiii^y x ^lllVJllWyClI UUAy liL/ dUlCl LL cirioJpOrLCl o 

member 4 (SLC 1 6A4), mRNA 


NM_004263 


Homo sapiens sema domain immunoglobulin Hrvm^in fTcA trancmpmKronA 

* Vi ' u ° V111U V*V/11JM111j XXXXXXXLXXX\Jgl\JL/ 14-1 ill vjL/lIlcUll \x-K/, LI CilloIJlLIllL'I illlC 

domain (TM) and short cytoplasmic domain (semanhnrin^ dV ^' < sFMAJ.F^ \ 
mRNA 


NM 004868 


Homo sapiens glycoprotein, synaptic 2 (GPSN2) mRNA 


NM_004844 


Homo sapiens SH3 -domain binding protein 5 CBTK-associated^ ( ^rHRPSI 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB2S) mRNA 


NM 004218 


Homo sapiens RAB 1 IB, member RAS oncogene family (RAB 1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBP1 associated Eps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens qmnone oxidoreductase homolog (PIG3), mRNA 
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NM 00467 1 Homo saoiens Protein inhibitor of activated STAT X (PIASX-BETA), mRNA 


NM 004565 


Homo sapiens peroxisomal biogenesis factor 14 (PEX14), mRNA 


NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
fPCYTIB), mRNA 


NM_004563 


Homo sapiens phosphoenolpyruvate carboxykinase 2 (mitochondrial) (PCK2), 
mRNA 


NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 (TM9SF2), mRNA 


NM_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, epsilon (NFKBIE), mRNA 


NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 


NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (8kD, 
AGGG) (NDUFB2), mRNA 


NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
MNLL) (NDUFB1), mRNA 


NM_004542 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10 
(42kD) (NDUFA10), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 3 
(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSAL1), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo sapiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 


NM 004854 


Homo sapiens HNK-l sulfotransferase (HNK-1ST), mRNA 


NM 004488 


Homo sapiens glycoprotein V (platelet) (GP5), mRNA 


NM 004485 


Homo sapiens guanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 


NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 
mRNA 


NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2S1), mRNA 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1A, Y chromosome 
(EIF1AY), mRNA 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA \ 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 


NM 004882 


Homo sapiens CBF1 interacting corepressor (CIR), mRNA 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3a receptor 1 (C3AR1), mRNA 
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TJntv»A onnianc rvt-o-t-r* ot-»/^ -*-<=» r-\ rA rT n r» f i \ tp> Arfrari-PVnrPCCpH ^ 1 M K< T? ^ Tr^ 1 A TT1 aH 1 1 1 7K t AT* 1 

xiorno Sapiens or din anu rcpruuuoiivc oigaiA-cApjLcoocu. \ x im ivoi i r\. iAi\ju.u.ianji^ 
(BRE), mRNA 


TvTA A A A/1 QOQ 


rrOmo Sapiens r\. x ± syntnase, n » iiaiibpuiuiig, iiiiiuoii"jiiuiiai w ouinpit'vv, i 
subunit f, isoform 2 (ATP5J2), mRNA 


XTA/f AA/1QQA 

JNiVl 


nomo sapiens sperm associatea antigen / ^ox rvvjr / j 9 iiixsj.n/\ 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


XTTV>T A AO AC\C 

INM O0J4U6 


nomo sapiens tyrosine j-monooxygenase/Txypiopnan j-monooxygenase 
acuvation protein, zexa poiypepuae ^ i w rux^cj, mr\a>i/\. 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 

/V yJjKU) (Vru Aj, njJLviN/-\. 


XTNyT AA 1 ATI 


nomo sapiens ujji giycosyitransierasc z idiniiy, puiypcptiuc r>i 1 ^uuildi i 

mT?"MA 
mixlNrV 


xta/t aa^aa 


iriomo Sapiens iinjt i ctcp iui -aoi»un<iicu lai/iux d \ x j\at j j 9 iiixvxn^v. 


NM_003297 


Homo sapiens nuclear receptor subfamily 2, group C 5 member 1 (NR2C1), 

yyiT?7sJ A 


XTA/f AAIOIO 


riomo sapiens teratocarcmoma-Qerivea growtn iactor i ^luur i j 5 itiisj.>^a. 


JNlVL \J\)d /Od 


nomo sapiens syntaxm 10 ^oi-A»ioj 5 nttviNrv 


XT\/f AA'IQ^ 


riomo sapiens 01 ai lnuuceu jiai mmuitor d ^odio y, niivLN-rv 


XTN/T AA^AQ^ 
IN 1V1_UU J Oyj 


jTLomo Sapiens auetyi x^xjx^ rcucpLor, orsjC/V^ bvavviigci ictcpiui tApitoot/u 
endothelial cells (SREC), mRNA 


XTAA AA^^/^^ 


riomo sapiens spccjvjc-typc r pruicixi ^orur iiix\_ln^-\. 


NM 003578 


Homo sapiens sterol O-acyl transferase 2 (SOAT2), mRNA 


XT\ A AAOAOO 


riomo sapiens sorting nexm i ^oina.! itlkjn/\ 


NM_003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and B 1 (SNRPB), 
mKJNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 

^oJNAJru4j 3 mKJN/V 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 

/ r QXTAT>r t 7\ mpfsIA 
^oxN/\-rL^j J, 1T1xvlN/\ 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


XTlVyf AAIOOQ 

JNM_UU3yo3 


riomo sapiens solute carrier iamuy / ^canonic amino acia rransponer, y^ 
system^, memoer o ^ojla^ //\o rntviN/\ 


xnv/f nmoi^ 
JNIVl^UUjy lu 


riomo sapiens aaaptor-reiatea protein complex i, sigma z suounn ^nr lozj, 
mRNA 


XTA/f AA^CO/C 

JNJVl__UU3oyD 


riomo sapiens siaiyitransierase y ^i^ivijr-iNeu/vc.iaciosyiceramiue aipna-z.,j- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


XTA/f AA^7^Q 


nomo sapiens spncing iactor, arginme/seone-ncn y ^orivo^;, iiixsj.n/^. 


XTA/f AA'iAl/^ 


riomo sapiens spncmg iactor, arginme/senne-ricn z. ^ojrrvoz^, uirxiNrv 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 

tWDXTA 

mrviN/\ 


XTA/f AA7 7AS 


riomo sapiens rnit/rosornai \st\xj > -uepenuent rctmui uciiyuj.*jgciiac>c *t ^xs.v-/j-/xj. 
h J, mrviN/\ 


XTA/f AA^O^^ 


nomo sapiens nuonuoicasc, rviNase -rv lairmy, i ^paii^icaLio^ ^jxj.^/a.ox-'I^, iiuvin^v. 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class 13 expression) 
{jsjrj\.j) y mrviN/v 


NM 002865 


Homo ^aniens RAB2 member RAS oncogene familv (T^AJB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12), mRNA 


NM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-Airase, iu 
(PSMD10), mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 4 
(PSMA4), mRNA 


NM_0027S7 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRG1), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mKJN A 


NM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRO), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase 1G (formerly 2C), magnesium-dependent, 
gamma isoform (PPM 1 G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isotorm 
(PPM1D), mRNA 


NM__003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protem (hpnn), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (P1R), mRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PJK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002861 


Homo sapiens phosphate cytidylyltransferase 2, ethanolamme (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA _j 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRL1), mRNA 


NMJ302493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), mRNA 


NM_003684 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNK1), 
mRNA 


NM_003784 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


NM 002213 


Homo sapiens mtegnn, beta d (11 Cxdd ), mKJN a 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPE1), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


JNM UvDyiK) 


riorno Sapiens maternal vjiu transcript ^vjiu^j, ixijlvj.n/\ 


NM_001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM_0037 5 1 


Homo sapiens eukaryotic translation initiation factor 3 , subunit 9 (eta, 1 1 6kD) 
(EIF3S9), mRNA 


TvTTV/T nAn^ c 

JNM__UU3 / jj> 


xiomo sapiens eiiKaryoxic iransianon initiation iacxor d 9 suDunit *f ^aeiia, hhklj) 


1N1V1__UU.j /JO 


TJT/-v-i-v-iy^k compile 7 IrQTXTrkti r* 1t*q ncloti /-\ti i n i l"i am tq ft At* 'I curviiYH'f" ^ I fTfunrnQ /l (l l/'Ti i 
aaOIIIU bdpiCilb CURdiy VJ 110 UdnbldtlOn 1111 Lldll Oil AdCLOI J, bUUUillt J ^gallHlld, tVJivL^ ^ 

rFTFI^Ii mRNA 

^JDIT JuJ IIAAVaNx^V. 


mm nrn4i4 

IN 1V1__UU 1 H 1 *t 


AAUI11U bdpiCllo C Ulvdl YU L1C LldllMdLlUU llllLldLlVAIA IdULUI ZD, cjUUUIIIL 1 \^alUlld, ^yjbiXJ J 


MM 00141? 

AN1V1 \JU1*tIxL 


Wnmn cprii pn c pnVa-rvAiSp ImriQljitiATi iTiitifiti An flar*tAr 1 A TP 1 A i ttiRInJA 

nUlHU odJJlV-'Ho w LllvCll y \J LL\-> LI dliolCt LIvJII 11 11 LI CI LI Wll IU1 A xV. ^ I /I 1 1 A J , 111XV1>jTTl 


mm orns^ 


TTnmA cQni f Ti q ^5*1*1^/ pnHAcnmp sinti crf^n 1 1 ^^IrT^ iP A 1 ^ mPXf A 

XXvJlilU odJ-flVllO ecil ly C-lHwlUoUlllC- dllLlg,eil I., 1 \Ji*IVJL-/ ^l-^-L/X\.l y ? 1 1 JUL VJ- > il 


mm nniQ^7 
inivi uu Lyj / 


iXUlllU Ddpit'llo C/llUUlllCllll IvLCpivl L^pt/ A ^jl^J^XNJXjTV^, 1 1 11 \_L N A 


NM 0010^6 


TTnmA ^£mipn<s Hi"Af fc T\tiH"vlAf :k 'ntirlnQP \/T n~iR"P6 i mR 1\TA 

JTHJ111V7 OClL/l^llo VJ-1 |Jt> U>LlVJjr lJJ^LJLlVJa.Ot> V A ^A-/A A 1.1 JUL VJ. A 


mm nrn^AR 

IN 1Y1 \J\J J VJ*+ O 


TTattio co-r\i pne Hififvl crlvp^rAl Irinsic** Hf*1tfl ri^01c"i~ii ^T^rrTCTj^ TnT?M^A 
AXUiiiu ocijJieiio viLay^y igi_y v^t-i ui iviiicioC' ? vjei id ^uuivL/j yA/viivL/^j 1 1 jjlvjl n a 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


mm on^^on 
inivi wjDyv 


AaUIIIO odpiC115> L/Ullllll J \V^s\-)j-/JJy IIIaVLNjTV 


NM 003592 


Homo sapiens cullin 1 (CUL1), mRNA 


JNivl UUlzU/ 


riomo sapiens oasic iranscnpiion iacxor d ^jdijtj^, m±\j.N/\ 


NMJ301191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


XTTV T AA 1 /TOA 

NM_001689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, ! 
subunit c (^suDunit yj isoiorm 3 (Ai j'jvjtJ j, miviNA 


xnv vr 1 /too 
NM_UUlOoo 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


JNJVL_UU3oo4 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 

-nVPMA 


iNlVl U J o 1 0 0 


aauiiil) sapienb gene uiiicrciiiidiiy cxpresocu in prubidic ^vja^jj/a ^, iiiavln/a. 


INIVI UjoZZZ 


aaoitio sapiens LeoLunn Deia 1^1x2.^1x5^, iiiav1n/-v 


NM n^sio? 

inivi KJDoiyz. 


xauiiIvJ sdpiens iiuusunidi idigc suuuiiil pocuu.ou.iiu.iiic ayiiuidoc iiivc ^axjl. lj v^i_y ^ , 
mRMA 


MM 0S8190 


T-fntnfi cc<T>i pti c ArirArnncniTiP 0 1 nnpn Tparlino" "fram* 1 * 70 (C^0 1 att/ 0 i ttiT? TnI A 

AAvAlllU OdLyieilo Olll UillUiUlllC jL, L L*|JCli I t/O-Allllg Al dlllC- /V/ \ V_x^ X Ul ± / KJ J ^ 1XXJ.\_L N XX 


MM 0SK1RQ 

IN J.V1 V/ J OI07 


T-Taiyia conipnc f*V\i*/MTir\cr*TYntf* "~) 1 nt^PTi cj Hi n rr frarnp /^Q f(~^0 1 oTfViQ^ m T?7SJ A 

IIUIUU OdpiCllo V-/111 VJlllUoWlllC ^L, 1 UpCLl ICd-Allllg Al (A111C U7 \\^>4* LKJl X\jy J 9 1 1 lAVX N XV 


MM 05818a 


T-Taiiia c^nipn c prSrr\TYif»cf\mp 7 1 nnpn rpc^Hin cr iramp 1 1 ( C^^) 1 ot^FI 1^ ml? "NT A 
AALflllU odpiClld Clll \JlllUoiJlllC xL 1 UpCll ICdlllllg Al dlllC 1 1 ^Zlvlll 1 UlAVLNx~Y 


MM 0S8184 


TTatyia QflniPTi^ plirAm aqattip 0\ nnpn tpaHitio" framp 4'? (C^0 1 Arf4^ i Tti"RT\TA 

11U1 11 W Oapitllii will v^lilwOV-Jlllt/ Xlv 1 WLxtll ICCxU-Hlgj Al CI 11 It *-r^, ^e—lUlltx* 1 1 IX. VX N XX 


MM 0SR1R? 


T-Tattia Qanipn q AhrAmrtcnmp 1 nnpn TP^Hincr framp S1 ^ f" 1 '? 1 ATf S 1 l ttiT? T\T A 

A AvJlllV-7 odLxlVllO Will IHAIAJOVAIAIC XL 1 VjpCll lCdUlllg AldlllC J 1 1 Ul I J A Jy 111AV1 >xv 


MM 0SK180 


i-Tattia ^flAiPTiQ pVrrATTiAciATYif* 0 \ aapti fp^Hino - frfimp SS (C^0 1 AffSR i mRNA 

llUiliu OdjJXWllo V^lJLl vJlAlv/oV-FlllV' xli 1 vxLxt.il lt/dlAlllg AldlllC — ' O ^x«lUllJUyj Xli-lVX > XV 


MM 058171 


t-TAmA ^flAiPn 5 ; ^mall Hrpa^t PAithf*1ia1 mnpin fT OC^1 1 R4^0 i ttjRMA 

A A vxllxW OuL/lVllQ C3l ildll Ulvuol ^ LJ1 Lllt/lldl lllUOlll ( IjVxv/ 1 1 O i J U^. lllAVA^iXTx 


MM 0SR172 

1 N 1YA \J «/ V> JL / jb< 


TTnmn cjfiAien^i pj^nillfirv TnAT*nhno r pripQiQ ATAfpiA 1 (C^\sACYl\ mRNfA 

11V/1X1W OCtlXlV'lliJ vuulliai Y lllvl L/llvgvllvOlij Ux\/Lvlll J-* \ V^IYXVJ <fa /, lllXVLii V 


MM 017884 

1N1YA VI/ O0*T 


TTattia ^finipn^ T*iT\T'7-iTitPTaptiTicr nrAfpin 1 rP*Ti\rV1 i ttiR"N^A 

AAwlllVJ oapiUllo A Al.>X- — llllA^l d V^tlllg LllULt'lll 1 ^1 11NA1 llALNJ-^ixx 


MM 054091 

ANlVA V/ J'tVZ. 1 


TTattia Qanipn q C-i AfAtpin-poimlpH rpppntrkr 1 0 1 ( f~rT*T? 1 0 1 ^ mRNA 

AA\J111\J oa^ltllo VJ {JlVALCill CUlipiCvl lCCCpLUl IV/ A ^VJA XvlUl y, lllAvANxx 


MM 051780 


AAV/111V7 od|/l^llO Il^OllippVi 1 yA-/V»y V^ 1 1 J /'~T\JJ } lllA\dNx~\. 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TR1M26), mRNA 


MM 0.59Q1Q 
INIVI \)D£y3y 


XaUIIIVJ adpiCllo X^C XCCCpLVJX-llKC piOLCin D ^r\^l\AiJ I11aVaNx*Tl 


INIVI \)Z>ZyjO 


xxomo sapiens re recepior-iiKe proiem 1 ^jtv^anJlaI j 9 iiiavlna 


xjTV/T ACO070 
INIVI UDZo/Z 


Paitia cam'pnc inlprlpulrin 1 7T7 fTT 1 7"C\ t-»-iT?T\TA 

aaOiiiu sdpiens lnteneuKin 1 /r ^jjli /jt^, nTiviN/\ 


MM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6, mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4, mRNA 


NM 033528 


TTomo sapiens cell division cvcle 2-like 2 (CDC2L2). transcrmt vanant 3, mRNA 


NM_033527 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containmg 37 (TRIM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (Z1C5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA : 


NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostem protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM_006470 


Homo sapiens tripartite motif-contammg 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin II (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (ZNF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5-like protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, H)l regulated (ZNF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKL1), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (ZNF267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5), mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family Ml 9) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD fetal bram protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM_021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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mRNA 


atm aoi^o 

INiYl UZlOjZ 


xiorno Sapiens zinc-linger protein z^oxsjs. i ^ZjJjxsjv i j 9 itijvin/\ 


NM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


XTN/f AIQ^OI 


xiomo sapiens zinc linger protein zo ^is^ua. zuj ^zj-Nrzoj, mi\JN/\ 


atm ai c/^7^ 


Homo sapiens zinc finger protein 302 (ZNF302), mRNA 


XTM AO 1 OO/C 
1N1V1_UZ I ZZO 


xiorno sapiens nypotneticai prorem irom clones zjony ana zo /oz jia-jloo3Uh\i, 

mP ATA 


XTTV A AO 1911 

1N1V1__UZ1Z 1 1 


Homo sapiens transposon-derived Buster 1 transposase-like protein (LOC58486), 

mPAJA 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), rnRNA 


aim aoaqa^ 


xiomo sapiens uDiquinn-speciiic processing protease ^jla-jlo /ooj ) t nxrviN/Y s 


atm non^fi 
IN1VI uzuooo 


xiomo sapiens L^uiw/-iiKe Kinase ^^i^jSjh- rnxviN/v 


ATM AO A A0 1 


xiomo sapiens nypotnencai proiem ^j-f\»^v^j / lhd ), rnxsjLN/\ 


ATM AOA14A 
1N1V1 UZU 1 *+U 


noino sapiens puid.uve *f / K-L/a proiem ^LWLJOo77y, inx\j.N/\ 


ATM Alf^A^ 


xiomo sapiens synovial sarcoma transiocauon gene on enromosome i o-iiKe z 


"MM A 1 fsA 1 7 

1N1V1 O I OH- 1 / 


Wnmn Q5ii-iipnc Hatip PT "R47^Q H AP^I 71 Q^ mPAJA 
xiorno sapiens oiuiic r xl,dh / oy ^LUwizioj, ntxviN ^rv 




xiomo Sapiens xiypoinciicdi proiem 11 uni ciune ohj ^i^v^/v^j /z,~oj, iiu\i\r\ 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


"MA/f AOA^R<\ 


xiomo sapiens ^vrivii^z proiem ^i^l^v^d / 1 rruvTN/\ 


ATlVyf AO A'* C 1 
JNJVL UZOo ol 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


ATM" A0A'37O 
1N1V1 UZU3 /Z 


Homo sapiens organic cation transporter (LOC57100), mRNA 


ATM AOA1 ^8 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


AJA/T AO A 1.47 


xiomo sapiens nypoxneticai protein rrom liUJKvjiivi/vijrji di iz^d ^lwL/v^Doyuo^, 

mPAJA 


ATM" A0A1^4 

XN 1V1 vZU 1 D *t 


xiomo sapiens enromosome 1 1 nypotnencai protein v_jivf d ^luljooj i TiixviN/\ 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


MA/f aiqa<;q 


xiomo sapiens o.z Kd protem (LULj4j4j), rnKJN A 


AJA/f A1QA^7 


Homo sapiens exosome component Rrp41 (FLJ20591), mRNA 




Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


ATM Al^^.55^ 


xiomo sapiens vj protem-coupiea receptor LjLZ ^luljjooo), mKXN/\ 


"MM A1R/17Q 


xiomo sapiens uncnaractenzeu nypotnaiamus proiem xi^iJ/\.pxi v,juvj^D3oozj, 
rnRNA 


NM 018447 

1 > iVA V/ 1 Oil / 




ATM 01844^ 


TTnmn QaniPnQ 71'np "fincr^r rvrrvtRin 'I AO /'7AJTh'^A0 > \ mPAJA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), rnRNA 


ATM A 1840? 


xiomo sapiens mterieuKin zo ^ul»zo ; 5 mrvJN/Y 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


AJA/f A 1 £ 1 7 1 
JN1V1 U 1 o 1 / I 


xiomo sapiens nypotneticai protein r L,J lUojy (JrJLJ lucoyj, rnivlNA 


ATM A17^A 


xiomo sapiens nypotneticai protein hjCjjjoj (1AX^:>3!)o->), itikjna 


ATM A 1 7 1 Q ^ 
rNlVJ.__U IodoD 


xiomo sapiens plecKstnn Homology, oec/ ana coilea/coil domains 4 (FbUL^), 
rnRNA 


ATM A1A/^<\1 

inivi__uioo3 1 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 

mPAJA 


ATM A16QSS 


xxuiiiu sapiens soiuoie liver ann gen/ liver pancreas antigen ^ljvj^Diuyi mjtsJN-rv 


ATM A 1^49? 


xiomo sapiens ^jxii^^f- iikc zinc linger protein ^Zrrx^zoj, niKJN/v 


NM 016520 


Homo sanien^ hpnatnfpllnlar pflTninAina-aQQOpifltpH antiopn SQ fl 7SQ^ 

mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type HI (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC5 1693), mRNA 
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NM 016140 I 
NM 016107 I 
NM 016098 1 
NM 016095 ] 
NM_016086 1 
i 

NM 016061 
NM 016039 
NM 016029 
NM 016024 
NM 016019 
NM 015964 
NM 015939 
NM 016647 
"NTM 016646 
NM 016632 
NM 016629 
NM 016627 
NM 016626 
NM 016618 


lomo sapiens brain specific protein (L0C5 1 673), mRN A _ 

iomo sapiens zinc finger RNA binding protein (ZFR), mRNA _ — 

iomo sapiens HSPC040 protein (LOC5 1 660). mRNA 

3omo sapiens HSPC037 protein (LOC51659), mRNA __ . 

Homo sapiens map kinase phosphatase-hke protein MK-i> 1 ^uc3 iod 

mRNA ■ 

Homo sapiens CGI-127 protein (LOC5 1646), mRNA 

Homo sapiens CGI-99 protein (LOC5 1637). mRNA 

Homo sapiens CGI-86 protein (LOC5 1 63 5), mRNA 

Homo sapiens CGI-79 protein ( LOC5 1 634), mRNA 

Homo sapiens CGI-74 protein (LOC51631), mRNA 

Homo sapiens brain specific protein (LOC5 1 673), mRNA 

Homo sapiens CGI-09 protein (LOC51605), mRNA . — — 

Homo aniens mesenchymal stem cell protein DSCD75 (LOC51337), mRNA 
Homo sapiens mesenchymal stem cell protein DSCD28 (LOC51336), mRNA 

Homo sapiens ARF protein (LOC5 1 326), mRNA 

Homo sapiens hypothetical protein CLOC5 1 323), mRNA . 

Homo sapiens hypothetical protein CLOC5 1321), mRNA _ 

Homo sapiens hypothetical protein CLOC5 1 320), mRNA 

Homo sapiens hypothetical protein (LOC51315), mRNA . 


NM 016616 
NM 016613 
NM 016612 
NM 016594 
NM 016562 
NM 016546 
NM 016534 
NM 016521 
NM 016511 
NM 016509 
NM 016496 
NM 016494 
NM 016484 
NM 016471 
NM 016467 
NM 016454 


Homo sapiens NM23-H8 (LOC5 13 14), mRNA . 

Homo sapiens AD021 protein (LOC51313). mRNA 

Homo sapiens mitochondrial solute carrier (LOC5 1312), mRNA 

Homo sapiens FK506 binding protein precursor (LOC51303), mRNA _ 

Homo sapiens toll-like receptor 7 (TLR7), mRNA — 

Homo sapiens complement Clr-like proteinase precursor, (LOC51279), mRNA 
Homo sapiens apootosis-related protein PNAS-1 (LOC5 1275), mRNA 
Homo sapiens E2F-like protein (LOC5 1270), mRNA 

Homo sapiens C-type lectin-hke receptor- 1 (LOC51267), mRNA 

Homo sapiens C-type lectin-hke receptor-2 (LOC51266), mRNA 

Homo sapiens nypotneticai protein v- LA - /v ~'^ 1 ^-^ 1 j> — 

Homo sapiens hypothetical protein (LOC5 1255), mRNA 

Homo sapiens hypothetical protem vlajv^:> l^ho), iiuxxn^ _ — 

Homo sapiens hypothetical protein ji^vjv^ iz^z,;, n 1 ^^^ _ 

Homo sapiens hypothetical protein (LOC5 1240), mRNA _ _ 

Homo sapiens hypothetical protein (LOC51234), mRNA 


NM 016429 


Homo sapiens COPZ2 for nonclathrm coat protein zeta-COP (LOUS izzoj, 
mRNA — 


NM 016383 


Homo saniens HOM-TES-85 tumor antigen (LUC5 1213), mRNA 


NM 016380 


Homo sapiens diferentiation-related protem difl 3 (LOC5 1212), mKJN a 

Homo sapiens protein phosphatase (LOC5 1207), mRNA _ 


NM 016364 
NM 016339 


Homo sapiens Link guanine nucleotide exenange lautm ix y-ov-yv-^ ± 


NM 016338 
NM 016331 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 

■ ^ r^rr^r ^mfpin A7\TP TT OC51193). mRNA 

Homo sapiens zinc linger protem /vin^ ^rxui v^^j 1 ^^-> )-> 

Homo sapiens ATPase inhibitor precursor (LOC5 1189), mRNA 


NM 016311 
NM_016256 


Homo sapiens N-acetylglucosamme-l-phosphodiester alpha-N- 
acetylglucosaminidase ( LOC5 1 1 72), mRNA < _ 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate m neurons 3 
(PACSIN3), mRNA 


NM 016202 
NM 016175 
NM 016162 


Homo sapiens LDL induced EC protein (LOC5115 /), mKiNA 

Homo sapiens truncated calcium binding protein (LOUi> 1 149), mKJN A 

Homo sapiens candidate tumor suppressor p33 ING1 homolog (LOC51 147), 
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mRNA ' 

1 1 IX VX > -CV 


NM 01615R 

J. ^1 X VX Vlvl JO 


Homo ^ftnipnQ prvthrop.vtp trflTi^mpmhrflnp nrotpin ffi OPS1 14S^ mPNA 


NM 01614? 

X > XVX \J X\J L*T+~ 


Hnmn <»anipnc. ^tproiH HphvHroopn»c.p liomolocr fT OPS1 1 44 i mRNA 

JLXU111U OclJ-Jll^llO o LV_^i W IL1 IXt-llJr VXlVJ^C'lltlOVi' llUlllUlUg ^X— >V_/ V-'.J X X " 1 * 1 ^ j XXXXVX'I.Xv 


NM 016141 

J. N 1 VX \J I \J 1 *t X 


TTomo cjinipnc. Hvnpin 1icnt pViain— A (\ OPS1 rnP TsJ A 

XXVJX11VJ OdpiCXlO U.jTJ.lC/111 llgxlL 1/lXdXll .Tv ^l_*W\»/J X I'tj llJJXJLNxv 


NM 01612S 


TTomo Qsmipnc PTT)01 6 nrntpin (J OPS 1 1 a6 i mRNA 

Odpit'llO X X X-/V7 1 VJ pXULWXll ^J-f\7Vv J 1 LJ\JJ 9 llXLviNxx 


NM 0161?1 

INXVX UlUI^il 


"Homo Qanipnc: NV-RPN.-4S antiapn fT OPS 1 1 ^ i mP"NTA 

XxUIllvJ' odpiCXio IN X "XvXvxN -*t J dlllXgCXX ^X^V.^Vw'*/ X XDD ) 9 IILt\J.N./A 


NM 01610? 

1NXYX 1/lUi VjZ. 


T-Trvmr% coTvi^nc frinorti tp m f\H ■£_/"» nn tain in rr 1 7 /'T'T? TA/t 1 7*S ml? XT A 
XxOHXO odpiCllo LXXpdllXlC XXXOlXX'-COlXldllllllg 1 / ^IJaJLLYII / J 9 IliJLVlN s\. 


NM 0160sR 


TTomrfc canipnc OOT-Q7 -nrr»fp»in fJ OOS 1 1 1 Qi mPTsJA 


NM 01601S 

XNXVX ulOUJJ 


T-Tr»mn cnrtipnc OOT-Q? r^rntF'in /'T OOS1 1 1 7 i ttiPTJA 
xxUIIlU odLJlCllo UVJ1-7Z« piULClll ^JLVJ^J 1 I 1 / J, ITllVLN-rV 


NM 016096 

IN XVX \J X \J\J^t\J 


TTnmn cnnipnc OOT-R? nrntpin {J OPS 1 1 00^ mPNA 


NM 016010 
xnxvx v/ 1 l v/ 


XJnmn ?flmpn<; POT-6? rvrritf»in C\ OPS 1 1 01 i mRNA 

XXUIIHJ' o dpi Clio VVJl-UZ. piUlClil ^-LUv-'J 1 1U1 J, IIlXSj.N/\. 


NM 016001 

-l N XYX UlUV/V/1 


TTnmn Qam'pnc: PrrT-4R nrotpin fl OPS 1 006 1 mRNA 

XX\J11IU odpiwllo V— 'VJ X *~rO pi Wit/ 111 ^X/V7V^J L\JIS\J Jy lllXVlN/A. 


NM 01S006 

XNXVX W 1J77U 


TTnmn <janipn^ PCtT-40 nrntpin H OPS100?i mRNA 

XJmXllAJ> odpiCllo V^VJl^Tv pi VJLClll ^1jV7V/J 1v7j-Jj lllXNJLN^V. 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC5 10S6), mRNA 


NM 01 S06? 


TTnmr* canipnc POT-^S r^rot^in fl OPS 1 077^ mPlSTA 

xxoiiiu bd.picni> v^vjri-o*? proicin ^x^vyv_^j iu/ / ) 9 nixvi\/\ 


Mivf oiso^o 

XNIVX U1J»!7DU 


rxomo sapiens lui-jz proLein ^i^vJv_oiu/oj, mrviN/v 


"NTTVf 01SQS7 

INlVx U1J7J/ 


riomo sapiens v^vji-zy proiem \Lj\J\-,d iv /h), miviN/v 


NM 01SQS4 
IN JVx \J iDyDH 


xiomo sapiens \^vji-zo proiem i^juvJv^d iu / 1 ), irirviNrV 


"MM 01SQ17 

1NXVX__U 1J71 / 


xiomo sapiens giuiatnione o-iransierase suDunit 13 nomoiog ^ivUv-zjiuo^j, 
mPNA 

lllXViNxx 


NM 01S91a 

X N XVX VJJ71 J 


TTr»mr\ campnc Irv/rsntl^^tipsil r»T*rktf*iTi /'T OP*! 1 060^ mPTvTA 

XXUllllS OdpiC-llO lly p^Lllt/LlL/dl piUlClll ^LvVJV_/J IV7Uv/ J f 111XV1N S\. 


NM 01S01? 


XxVJH 1U odpiCIlo XiyptJlXXCLXL'dl pxULCXIl ^LrVjVwJlfJyj, llXLvlNxA. 


NM 01 SO1 1 

JLN XVX U1J71 X 


xnoxxxu odpxcxxo xiypoixxcLXLrdi proicxn \l^\j\^d ikjdqj, irixviN/A 


NM 01S007 

XNXVX U 1J jy\7 / 


XTlVJllXLl odpiCXlo lClxivlXXC dllllllUpcpLltldoC ^LfUUJlUJO^j I IlxvlN /A 


NM 01SRRa 

XNXVX UIJOOJ 


xxorixu odpxeiib cione xi/uu unxsjiown proiem ^lulj i\J £ +y)y riixviN/A 


NM 01S87? 

1N1VX u 1 JO / — 


xxuiiivj bdpicxio xvi uppcx-xcxdLcu Z.XHL/ iixxgcr proiem noxvroA. ^jul> 1 v_. j ivj*+j>j, itixv1N/\ 


NM 01SR71 

XN1VX OX Jo/ I 


xxonio sapiens zinc linger proiem ^i^vjv-/jiu*tzj, rniviNiA. 


NM 01607? 

XN1YX V/ 1 \J\J 1 Z. 


xxonio sapiens v_ vji-i^+i proiem i^ijvjt^o xuzoj, mjtvJtN/v 


NM 016068 


xiomo sapiens v^vjri-i do proiem yX-XJ\^o ikja^j^ nixviN/A 


NM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


IN XVX O I OUHO 


xiomo sapiens nomoiog 01 yeasi exosomai core proiem v^o-L/f v v^l>j_»4J, mKJNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), niRNA 


NM 01SQ44 

xNxVX UlJ y+H 


TTnmn oonipnc P(T-T 1 A nrntpin (~K HP^ 1 mPlSTA 

xiomo sapiens lui-h proiem ^lulj iuuo ), itlivIN/a 


NM" 016060 


TTnn-in oonipnc f^f^T 17^ nrntpin C^f^Z. 1 OA1\ «~»T> XT A 

xiomo sapiens i_ajx-izd proiem vJL.^j^jiuujj, mKJN/v 


NM 01r*A£? 


xiomo sapiens nepaioceiiuiar caicinoma-associatea antigen 3y (LUt j l / j"), 

XllXVLN-TA. 


"NM 01 465s 1 


T-T nmn canipnc T^T7 AT*^/W Z' Acn Pin A 1q Aon/Wicl nnv nnli/npntirlp ^ /l /"PirlV^A^ 

xiomo bdpienb uxM\±j/ri ^/\sp-oiu-/\.ia-/\.sp/xiis^ dox poiypepiiQe dh ^uaj^, 
mRNA 

IXLLVXNXi. 


NM 014415 

1 ll'A V X 1 lis-' 


TTomn «ianipn<; 7inp fin opr -nrr\tf*ir> /"7N ^-T T60774^ mPNA 

OdpiWllO Jul\l\s llllgCl pi U LClll ^Z_ilM Kjy ji. / ^ J ^ lllXVlN Xi- 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


NM 014347 


-£x*jhxu odpxcxxo z.ixxc ixxxgcx proiem IZO jj IilXVi>/\ 


NM 007146 

X^iXVX Vfvf / X*TV/ 


Wnmrt campnc 7inp finnrpr nrntpin 1^*1 ('/ M 17 1 & 1 ^ niPXTA 

xxoiiio odpxcxxo Z.X1XC xxxxgcr proiem xox ^z-iXnx^ 101 irixviN/\ 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZED), mRNA 


NM 006336 


TTomA CQnipno Wfr Vinmnlnrr ^7Vn\ mPXTA 

xiomo sapiens ZjX\j nomoiog y/L i vjr ), itixvin/\ 


NM_00613S 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
^nemaiopoieuc ceii-specmcj ^ivlo^/\j^, mKiN/\ 


NM 005741 


Homo saniens zinc finder nrotein 263 TZNF263 f mRNA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (150kD), kalinin (165kD), BM600 
(1 50kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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candidiasis ectodermal dystrophy) (AlKJb), transcnpx variant mwNn 


NM_000658 


Homo sapiens autoimmune regulator (automimmune poiyenaocnnupciiuy 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-2, mRNA 


NM_000383 


Homo sapiens autoimmune regulator (automimmune poiyenaocnnop<uny 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE- 1, mKNA 


NM 003451 


Homo sapiens zinc finger protein 177 (ZNF177), mKNA 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_003407 


Homo sapiens zmc finger protein 36, C3H type, homolog (mouse) (Z,rr:>o;, 
mRNA 


NM_001519 


Homo sapiens BRF1 homolog, subunit of RNA polymerase III transcription 
initiation factor TTTB (S.cerevisiae) (tsRr 1 ), rriKJNA 


NM_000157 


Homo sapiens glucosidase, beta; acid (includes giucosyiceramiaasej ^or^j, 
mRNA 


NM 057178 


Homo sapiens fring (LOC1175K4), mKJNA 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 19 (ALS2CR19), mRMA 


NM 058178 


Homo sapiens neuronal pentraxm receptor yxsr ijsjs.), transcript vdiid.m ^, uuvi^^ 


NM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript vanant 1, mRNA 


NM 012223 


Homo sapiens myosin IB (MYOIB), mKJNA 


NM_015277 


Homo sapiens neural precursor cell expressed, deveiopmentany aown-reguiaxea 
4-hke (NEDD4L), mRNA 


NM 015074 


Homo sapiens kinesin family member IB (KIF1B), mRNA 


NM_032591 


Homo sapiens solute earner tamily y (soaiunvnyarogen exenangerj, isoionn / 
(SLC9A7), mRNA 


NM 014208 


Homo sapiens dentin sialophosphoprotem (UbJfr), mKJNA 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


NM_005461 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog B 
(avian) (MAFB), mRNA 


NM_030761 


Homo sapiens wingless-type MMTV integration site family, member 4 (WNT4), 
mRNA 


NM_032642 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 1, mRNA 


NM_030775 


Homo sapiens wingless-type MMTV integration site family, member 5B 
(WNT5B), transcript variant 2, mRNA 


NM_003392 


Homo sapiens wingless-type MMTV integration site family, member 5 A 
(WNT5A), mRNA 


NM_05716S 


Homo sapiens wmgless-type MMTV integration site tamily, member lo 
(WNT16), transcript variant 1, mRNA 


NM_0 16087 


Homo sapiens wingless-type MMTV integration site family, member 16 
(WNTlo), transcript vanant z, mKJNA 


NM_012101 


Homo sapiens tripartite motii-containing ^iivuvizyj, iranbonpi vauam i, 
mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 
mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


NM 058248 


Homo sapiens DNase Il-like acid DJNase (iJl^AJJj, transcript vanant z, nmiN/v 




Uatma cani^nq r>TsTfi<;e TT-Hke acid DNase CDLAD), transcript variant 1. mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 202^, 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 

C . L- i cJ. — Z 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, rnRNA 


NM 000507 


Homo sapiens fructose- 1,6-bisphosphatase 1 (FBP1), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4), mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM_030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, mRNA 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 1, mRNA 


NM_052990 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDR10), transcript variant 3, mRNA 


NM_031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016065 


Homo sapiens mitochondrial ribosomal protein S16 (MRPS16), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_031280 


Homo sapiens mitochondrial ribosomal protein SI 5 (MRPS15), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022839 


Homo sapiens mitochondrial ribosomal protein Sll (MRPS1 1), nuclear gene 
encoding mitochondrial protein, mRNA j 


NM_016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_016070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 

S2 , , — JC 3 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycol ipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (EER3), transcript variant long, 
mRNA 


NM_003S97 


Homo sapiens immediate early response 3 (EER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase II, polypeptide 
A) phosphatase, subunit 1 (CTDP1), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
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NM 015719 
NM 000393 
NM 000093 
NM 001256 
NM 004661 
NM_037370 


A) phosphatase, subunit 1 (CTDP1), transcript vanant FCPla, mRNA 1 

Homo sapiens collagen, type V, alpha 3 (COL5A3), mRNA . 

Homo sapiens collagen, type V, alpha z (luuazj, mtuNA ■ 

Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA | 

Homo sapiens cell division cycle 27 (CDC27), mRNA 1 

Homo sapiens CDC23 (cell division cycle 23, yeast, nomoiog) ^u^dj, 
Homo sapiens cyclin D-type binding-protein 1 (CCNDBP1), transcript variant I, 
mRNA 


NM_0 12142 
NM 019592 


. -t • -w— v j i • j' i //^/^xtt^"D"P 1 \ +T-anQr , Ti'nt variant 1 

Homo sapiens cyclm D-type binding-protein 1 (lAJNLrar i transcnpi vdiwm x, 

mRNA \ 

Homo sapiens ring finger protein 20 (RNF20), mRNA 


NM 003386 
NM_001959 


Homo sapiens zonadhesm (ZAN), mRNA 

Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA _ 


NM_021121 
NM 006778 


Homo sapiens eukaryotic translation elongation iactor i oexa z ^r,r,r id-;, 
transcript variant 2, mRNA . 

xt™-^ pn^ionc rir%n fincr^r nrntfin 0 fRlsi hsm transcrit)t variant 1, mRNA i 
Homo sapiens nng ringer pruiciii y y j 9 iiauj^iiH 1 ? — — 


NM 052828 
NM_007028 


Homo sapiens ring finger protein 9 (RNF9), transcnpt vanant 2, mRNA 1 

Homo sapiens tripartite motii-containing 3 1 ^lKiivij ij, transcript, vdiwm i, 
mRNA _ ... . - — - — 


NG 000019 
NM 052952 


Homo sapiens chorionic gonadotropin beta region ^ur>^i uii tiuuinuDuni^ 

Homo sapiens disrupted in renal carcinoma 1 (DIRC1), mRNA 


NM 000989 
NM 00097S 


Homo sapiens ribosomal protein L30 (RPL30), mRNA 1 

. «i_ i T /T>T>T 01"\ -m*P*WA 1 

Homo sapiens ribosomal protein JL23 (Kl'.Lzj), hikjna 1 


NM 000985 


Homo sapiens nbosomal protein Lit (KF JLl / ), mKJNA 


NM 019035 


Homo sapiens protocadhenn lo (rULmio), rrusJNA 


NM 017809 


Homo sapiens nuclear KJNA export iactor z tiN^vrz;, transiiipt vinam, i, im>^^ — 


NM 030943 
NM 022053 


Homo sapiens amnioniess protein i/vivirN;, mixiN/^ 

xx • i t)\t a fo/»w 1 rKTV VV9^ fran <;r rir»t variant 2. mRNA i 

Homo sapiens nuclear KJNA export iactor z ^lN-^vrz;, irdn&oiipi vdnaiu ^, iiAAVJ L , f± — 


NM 014762 


Homo sapiens 24-aehydrocnoiesterol reauctase ^uxi^jxzhj, iiitsj.n/-v 


NM 023922 


Homo sapiens taste receptor, type z, member i^f (ia^ki^j, hij^n/^ 


NM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type 2, member 13 ( l AozKU), nmiN/\ 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type 2, member 8 ( 1 AbzKo), mKiN/v 


NM 023917 


Homo sapiens taste receptor, type 2, member y (1 AbZKVJ, mKJNA — j 


NM_022100 


Homo sapiens mitochondrial ribosomal protem b 14 (iVLKi'b i^; ? nuciear gene 
encoding mitochondrial protein, mRNA 


NM_022169 


Homo sapiens ATP-bindmg cassette, sub-tamiiy yj ^winiiii;, mcmuoi j 
(ABCG4), mRNA 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcnpt vanant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA _l 


NM 014586 


Homo sapiens hormonally upregulated Neu-associated kinase (tiuiNis.;, mru\^j 


NM 014296 


Homo sapiens calpam 7 (CAPN7), mRNA 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_005807 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating iactor, articular 
cnnerfirial 7one nrotein camntodactvlv, arthropathy, coxa vara, pericarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGL1), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYC1), mRNA i 


NM 002477 


Homo sapiens myosin, light polypeptide 5, regulatory (MYL5), mRNA 


NM 0SS253 


Homo saoiens ribosomal Drotein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM 000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), mRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM_006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRT1), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNE1), transcript variant 2, mRNA 


NM 001238 

J. > i V JL \J\J J. £*-J \J 


Homo sapiens cyclin El (CCNE1), transcript variant 1, mRNA 


NM 054029 


Homo sapiens chromosome 8 open reading frame 14 (C8orfl4), mRNA 


NM 054017 


Homo sapiens chromosome 8 open reading frame 12 (CSorfl2), mRNA 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AUTL2), 
mRNA 


NM 0049' 7 6 


Homo sapiens zinc finger protein 36, C3H type-like 1 (ZFP36L1), mRNA 


NM 006887 


Homo sapiens zinc finger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo saniens ioined to JAZF1 ( JJAZl^ mRNA 


NM 005642 


Homo sapiens T AF7 RNA polymerase n, TATA box binding protein (TBP)- 
associated factor, 55 kD (TAF7), mRNA 


NM 032685 


Homo sapiens hypothetical protein MGC13005 (MGC13005), mRNA 


NM 03^656 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 37 (DDX37), 
mRNA 


NM 031919 


Homo sapiens cystatin and DUF19 domain containing 1 (CSDUFD1), mRNA 


NM 03147^ 


Homo sapiens espin (ESPN), mRNA 


NM 024101 


Homo sapiens melanophilin (MLPH), mRNA 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM 021201 


Homo saniens membrane-snannine: 4-domains. subfamilv A. member 7 

X XV/lXlw OUL/i vllu i-llwililyl UilV %J L./ IX XXX XXX* 1 UV/lllUlllUj <J \s -1**a jv jljv m.j A. 5 * 

(MS4A7), mRNA 


NM 020634 


Wnmfi sfmiens crrowth differentiation factor 3 fCrDF3^ mRNA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 0028Q7 


TTnmn ^aniens PMA Viinrlintr motif sincrle stranded interacting" nrotein 1 
(RBMS1), transcript variant scr2, mRNA 


NM 016839 

J- > XV X u lUOJy 


Homo saniens RNA binding motif single stranded interacting nrotein 1 
(RBMS1), transcript variant MSSP-2, mRNA 


NM 016838 

A^flVX. \J 1UUJU 


Homo saniens RNA binding motif single stranded interacting nrotein 1 
(RBMS1), transcript variant MSSP-1, mRNA 


NM 016837 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant MSSP-3, mRNA 


NM 016836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMS1), transcript variant YC1, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo sapiens leptin receptor overlapping transcript-like 1 (LEPROTL1), mRNA 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SET), 2 (TCEA2), mRNA 
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NM 001010 I 
NM 000981 I 
NM 003378 1 
NM 001612 1 
NM_020115 1 
i 

NM 020114 1 
NM 020113 


lomo sapiens ribosomal protein S6 (RPS6), mRNA 

Jnmo sapiens ribosomal protein L19 (RPL19), mRNA . 

inmn sapiens VGF nerve growth tactor inducible (vurj, itu^na 

a acrosomal vesicle protein 1 (ACRVl), transcnpt variant 1, mRNA.) 

3omo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 11, 

Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 9, mRNA, 
Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanam 8, mj^A. 


JNiVL UZvl 

NM 020111 
NM_020110 

NM 020109 
NM 020108 


H „™ sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanam ), mRNA 

h «£«« acrosomal vesicle protein 1 (ACRVl), transcnpt vanant o mRNA. 

Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 10, 

W „™ sapiens acrosomal vesicle protein 1 (ACRVl), transcript vanant 5 mRNA 

— . ~ i •„ i„ i CArpvil transcnot vanant 4, mKJNA 

Hnmn sapiens acrosomal vesicle protein 1 (AtKV i), transonpi vmuuu , — 

Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant J, mRNA 


NM 020107 1 

XTA/T (\OC\CifkQ 
JNIV1 UZUUD7 

NM 022909 
NM_021734 


Homo sapiens acrosomal vesicle protein 1 (ACRVl). transcnpt vanant z, mRNA 

Homo sapiens centromere protein H (CENPH), mRNA 

Homo sapiens solute carrier family 25 (mitochondrial deoxynucieonde carrier;, 
member 19 (ST .C25A19). mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spannmg domains) 
(TMEM8), mRNA 


JNiVL \JZ\JLjy 
NM_015975 


tt„™ saniens oxidoreductase UCPA (LOC56898), mKJNA 

Homo sapiens TAF9-like RNA polymerase U, TATA box binding protein 

(TBP)-associated factor. 31 kD (TAF9L), mRNA , ^ mr „ n 


NM_013271 
NM 000904 


Homo sapiens proprotein convertase submisin/kexin type l mnibitor (PCSK1U), 

mRNA UTTT 

Homo sapiens NAD(P)H dehydrogenase, qumone 2 (NQ02), mKJNA 

Homo aniens NATWYW dehydrogenase, qumone 1 (1NUU1), mRNA 


jnm uuuyuo 
NM 002959 
NM_057170 


Homo sapiens sortilin 1 (SORT1 ), mRNA .. 

Homo sapiens G protein-coupled receptor kinase-mteractor 2 (GIT2), transcnpt 

vanant 2, mRNA . — =- fCTTT . Uaircrir)t 


NM_057169 


Homo sapiens G protein-coupled receptor kmase-interactor 2 (Gil 2), transcnpt 
variant 1 , mRNA 


NM 057161 
"NTN/T 0S7167 
NM 057166 
NM 057165 


Homo sapiens testis intracellular mediator protein (PEAS), mRNA 

' Homo sapiens collaeen, type VI. alpha 3 (COL6A3), transcnpt variant o, mkNA 
" Homo sapiens collagen, tvpe VI, alpha 3 (COL6A3), transcnpt vanant 4, mRNA, 

H ™ sapiens collasen. type VI, alpha 3 (COL6A3), transcript vanant rnkNA 


NM 057164 
NM 014776 


- W „™ ^piens collagen, tvpe VI, alpha 3 (CUL6A3), transcnpt variant 2, mRNA 
Homo sapiens G protein-coupled receptor kinase-mteractor 2 (GIT2), transcnpt 
variant 3, mRNA . ■ ■ — — — 


NM 004369 
NM_001183 

NM 000675 


Homo sapiens collaeen, type VI, alpha 3 (COL6A3), transcnpt vanant 1 , mRNA 
Homo sapiens ATPase, H+ transporting, lysosomal ^vacuolar proton pump), 

subunit 1 (ATP6S 1), mRNA _ 

Homo sapiens adenosine A2a receptor (ADOKAzA), mRJNA 


NM 033027 
NM 002539 

NM 000992 
NM 000984 
NM 001289 
NM 018648 


' Homo sapiens AXIN1 up-reeulated (AXUD1), mRMA 

Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA 

Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 

(PEK.4CA), transcript variant 2, mRNA 

' Homo sapiens ribosomal protein L29 (KPL29), mRNA . 

Homo sapiens ribosomal protein L23a (RPL23A), mRNA 

Homo sapiens chloride intracellular channel 2 (CL1CZ), mKNA 

| Homo sapiens nucleolar protein family A, member 3 (H/AC A small nucleolar 
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pxrpc'i fNFOT A - } 1 m"RNA 


VfA/f AO 1 QAH 


Wnmn canipnc. c,prinp ra<^prna c .e fSRRi. ITlRNA 


XTA/f fi 1 £^7Q 
xNJVl UlOJ/y 


Unmn carvipnc. ftDri anticren (SD6A1 mRNA 




Homo dflnien<5 nrntein disulfide isomerase, pancreatic fPDIP), mRNA 


IN iVi_U UZOjU 


Unmn earners nhncinharidvlinositol 4-kinase. catalytic, alpha polypeptide 
CPXYLAC K\ transcript variant 1 mRNA 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


XTA/f AfiAQS7 

jnjvi uuuyo / 


U"/vmr» canip-nc riV^ncnmal rvrr^tpin T 1 T< PT ,/n 1 m rv lN A. 
XxOIllU odpiClio 1 1 UUoVJlllo.* JJUJtt'lli \xvj. iixxvi i^ ». 


kt\a nnnos^ 

1N1V1 UUUyoO 


Li nmn conipnc rihncnrnal nrntein T 24 rRPL24 1 mRNA 


XTK/T fi^ 1 Q£A 
1NJVI UoiyO'f 


TTrfcmr* conipnc Vpratin acQnrviatpd nrntein 17 1 rKAR17.1\ mRNA 


JNJVI UULHZU 


"HVvmr* ocinipnc If ell hlnnH ormin rfCT^T.i mRNA 


xnv/f fi^oc/ii 

1NJY1_U jZo4 A 


ij Amn conipnc cprirkp/thrprmine kinase 22C fsoermio genesis associated! 

nUIUU oaUldlo dvI illvw LIU t'LJIlLllV' JVUiuov — • ^^viiiiivguiiwuiw muw> w*»»vww^ 

(STK22C), mRNA 


JN1V1 U I /OH / 


WYvmrk canipnc FtcThnmnlnp 1 calf* fFTSJ3i mRNA 


NM_001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM 016505 


Jtiomo sapiens cycnn-Qepencicni ivinai>e-iiivc d w,lsi\^j nuvi^rv 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NM_03313l 


rlomo sapiens wingiess-type iviivlx v miegrdiion &nc idiiniy, niciuuw 
(WNT3A), mRNA 


NM_030753 


Xiomo sapiens wingiess-type ivllvii v inicgrauuii biic xaimiy, mcuiuw ^wx^x-j^, 

mKlN/V 


NM_O03396 


Homo sapiens wingless-type MMTV integration site family, member 15 

AXTTvTTI mP "MA 


jNJVl UU4ozo 


UrttnA ron i 0 nc iirin rr1#>cc hmp A/fA/fT*\/ i-ntPOTH tl C\X\ QltP "faTTlllv TneiTlnET 1 1 

iiOmo sapiens wmgic£>s-iypc ivnvi.i v mLcgidLiuii xaxixnjc, iuvhiu^i x x 
(WNT11), mRNA 


JNM vjd/I/o 


tiomo sapiens Danun ^doinjjj, mjcviNrv 


TvTA/T A1 Omft 

jnM__U1 zU fy 


UrvM-i/\ ^ o t-> i o /^ior»-i?lfTl-\/r«^Tr\1 0_«ar»\/1 tT5»nc "Fpra CP VlOTTinlfiP" 1 iTTlOllSei (DGAT1 ) 

jtiomo sapiens Qiacyigiyceroi v_/-at»yiircnioici<ii5C' iiwiin-mjg 1 ^inuuovy v- 1 -^ x A /? 


XTA/T flfk</lQn 
JN1VL UUj4yU 


Wrvmrv conipnc QTJ? rlnm^iri-r r»ntainin cr ^ A TSH2D3A! mRNA 
JnLOlTlO Sd.pieiTo ulli-. ClUIIla.lIl'-C/UIlLa.lliiiig J-rv. ^uii^J-^jrv;, xixx-vx-hx v 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 


1N1V1 U1471H' 


UAmr\ cnnipriQ ppntanrin o*amma 2 f(~!ENTG2i niRJSIA 

X1U1IH-' odjvlwllo l/Vilicllil lilj gaixxxixci ^> ^jjii x vjw^, iiuu, 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIAS1), mRNA 


TvTTVyT AAAAO/^ 

jnM_UU0Uoo 


Jrlomo sapiens ceioia-npoiuscinosis, neuronal j>, juvcihic ^x^>aiic;ii, oLJit/niivjrti 
Vogt disease) (CLN3), mRNA 


JNM UJ3341 


xiomo sapiens Dacuiovirai x/vr repedL-conidiniiig o ^x>jjw^o/, nixxx^i-v. 


NM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 

<»r»Q-t-«ri«-»i-ii/^/-kC'o-i^ii-t-i'»7i , fT*o-rtc?f*»t-oo*» ior>pTT7\mip n /'\/Ti^t A nP4.R i tran^ennt variant 2 
acewigiucosaminyiLT<in2»icr<ioc, is>ucnz»yiiic xj> ^ivavj-tv x *txj^, uau^n^i vanuiu 

mPlSJ A 

mixlNrV 


JNJ.VL__ UUU'Kfy 


T-i*-vrv*i-\ conipnc T-*=»m 1 1 dtnrA^ f^r-tAr "V s TinflnPTipp^ PTT . A class TT expression) 
riom.0 sapiens rcguiaiury lautoi yv, j ^niiiuciiutio aj_l^xt. viaoo xj. vApiv^oivn; 


NM_054025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
rR^frATl^ tran c.rrint variant 2 mRNA 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


IN IVi UjjuZH 


"LT^TVirv conipnc nrofilin 0 ^PTTMO^ trnn CPTITit variant 1 mRNA 


NM 003930 


Homo sapiens sre family associated phosphoprotein 2 (SCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_015971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, rnRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM_018141 


Homo sapiens mitochondrial ribosomal protein S10 (MRPS10), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial ribosomal protein S 1 8B (MRPS 1 8B), nuclear gene 
encoding mitochondrial protein, mRNA 


MM 006513 


Homo sapiens seryl-tRNA synthetase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 1 


NM_033664 


Homo sapiens cadherin 11, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript I 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDH1 1), transcript 
variant 1, mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA J 


NM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (UOL4A5), 
transcript variant 2, mRNA J 


NM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), I 
transcript variant 1, mRNA J 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene j 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3A), mRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) J 
(PTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) j 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), j 
transcript variant 3, mRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), j 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member I (JNKoAl), I 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 2 j 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA I 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA I 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA I 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHB1), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 1 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL1 8A), mRNA 1 


NM 000979 


Homo sapiens ribosomal protein LI 8 (RPL1 8), mRNA 1 


NM 000977 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein LI 3 (RPL1 3), transcript variant 2, mRNA 


NM 000976 


Homo sapiens ribosomal protein JL1Z (Kr\Lizj, mtu\i/\ 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPL1 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NM O^lRl 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 3, 
mRNA 


NG 000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


NM 033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR7MRP), member 1 1 
(ABCCll),mRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 

^ w o — s v 11 — 


NM 006201 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 1 , mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTK1), transcript variant 2, mRNA 

tf r' VJ i_ 11 C 2 


NGJ)00012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM. ,004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 00^75^ 


Homo sapiens Epstein-Barr virus induced gene 3 (EBI3), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPS1 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM 003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (V AMP8), 
mRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM 004776 


Wnmo <5ar»ipn<? T TDP-Gal'hetaGlcNAc beta 1 4- ffalactosvltransferase oolvoeDtide 
5 (B4GAJLT5), mRNA 




Hnmn <;ar»ien«; T IDP-Gal 'hetaCTlcNAc beta 1 4- ealactosvltransferase oolvDeotide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 CB4GALT7 > i transcrir>t variant 2 rnRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VHTB (sterol 12-alpha-hydroxylase) 5 
nolvnentide 1 (CYP8B1^ mRNA 


NM 000785 


Homo sapiens cytochrome P450, subfamily XXVUB (25-hydroxyvitamin D-l- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPS1), mRNA 


NM 016630 


Homo saoiens acid cluster Drotein 3^ fACP33\ mRNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), mRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSP10), mRNA 


NM_030660 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC5 1 763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBP1), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM J) 14759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 I 
NM 004826 1 
NM 004420 1 
NM 001012 1 

JNJVL UUZ^!7J J 

NM 001395 1 
NM_003887 

NM 001446 
NM 001259 


lomo sapiens protocadherin 8 <PCDH8), transcript variant 1, mRNA 

iomo sapiens endothelin converting enzyme-like 1 UUfcUj, mkNA . 

lomo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 

Rrvmo saniens ribosomal protein S8 (RPSS), mKJNA _ 

pr OTno snpi«p» PfT ATRE protein kinase 2 (PCTK2), mRNA 

Homo sapiens dual specificity phosphatase 9 (uusr? ), mKHA 

Homo sapiens development and differentiation enhancing lactor i (UDbbl), 

mRNA . - — ■ 

Homo sapiens fatty acid binding protein 7, brain {t AbP h, mRNA . 

Homo sapiens cvchn-denendent kinase 6 (lL>Kt>), hikina . 


NM 001760 
NM 001759 
NM 001237 
NM_057158 


Homo sapiens cvclin D3 (CCND3), mRNA _ 

Homo sapiens cyclin D2 (CCND2), mRNA — 

Mnmn sapiens cvclin A2 (CCNA2), mRNA 

Homo sapiens dual speciticity phosphatase 4 (DUSl^) transcript vanani z., 
mPNA 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcript variant 1, 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 3, mRNA r — 


NM_052987 

NM 057160 
NM 057091 
NM 057090 
NM 003976 


-== r -r. j^„„j„„ t vinnQP <Tr)C2-like) 10 (CDK1U), transcript 

Homo sapiens cychn-dependent Kinase »^ AV v*--*-^ 1 *- 

variant 2, mRNA 

Homo sapiens artemin (ARTN), transcnpt vanant 3, mRNA . 

Homo sapiens artemin (ARTN), transcnpt vanant 2, mRNA 

Homo sapiens artemin (ARTN), transcnpt vanant 4, mKJNA 

Homo sapiens artemin (ARTN), transcnpt vanant 1, mKJNA . . __ 


NM 000050 
NM 054012 
NM 053286 
NM 001652 
NM_O53032 


Homo saniens arginmosuccinate synthetase (AbS), transcnpt vaiiant i, 

Homo saniens argininosuccinate synthetase (ASS), transcnpt vanant 2, mRNA 
Homo sapiens aquaponn 6, kidney specific ( AQP6), transcnpt vanant z, himna 
Homo saniens aquaporin 6, kidnev specific (AQP6), transcnpt vanant i, mRNA 
Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanani o, 
mRNA . — — -= 


NM_053031 


Homo sapiens myosin, light polypeptide kinase yviY us.;, n-an&wipi vanam /, 
tt.T?NA — — 


NM_053030 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanani d, 
mRNA ■ 


NM_053029 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 
mRNA — 


NM_053028 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant so, 

mTJISlA _ _ — — 


NM_053027 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanani ja, 
mRNA — ■ : 


NM_053026 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant z, 
mRNA — -. 


NM_053025 


Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant l, 
mRNA 


NM_016497 


' Homo sapiens mitochondrial ribosomal protein 64 (MRP64), nuclear gene 

r>npnrlin rr rmtnrhnri final TYTOtciTK 1T)RNA — . 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MKFbij, nuclear gene 
encoding mitochondrial protein, mRNA . 


NM_021821 
NM 005965 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 

encoding mitochondrial protein, mRNA 

Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 6, 
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mRNA 


NM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 


NM 05^035 


TTomo saniens mitochondrial ririo«:omal nrntein nVTRPS^^^ transrrrnt variant 

2, nuclear gene encoding mitochondrial protein, mRNA 


NM 016071 


Homo saniens mitochondrial ribosomal nrotein S3 3 fMRPS33^ transcrint variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_031901 


Homo sapiens mitochondrial ribosomal nrotein S21 (~MRPS21^ transcriDt variant 
1, nuclear gene encoding mitochondrial protein, mRNA 


NM_0 18997 


Homo sapiens mitochondrial ribosomal protein S21 (MRPS21), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM_033363 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo sapiens mitochondrial ribosomal protein S12 (MRPS12), transcript variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRS1 interacting protein 1 (PSIP1), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo sapiens transmembrane protein HTMP10 (HTMP10), mRNA 


NM_030649 


Homo sapiens centaurin, beta 5 (CENTB5), mRNA 


NM_023936 


Homo sapiens mitochondrial ribosomal protein S34 (IV1RPS34), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021107 


Homo saniens mitochondrial ribosomal nrotein S12 ("MRPSl^ tran<?crint variant 

1.1W111V OUIV1VI1U IIUIVVIIUIIUIIUI llVVOV/lllUl L/l V/Lwlll U lu yj.Tl_I.XJ. k-J X J , UUllOWi IL/l T (U l(Ull 

1, nuclear gene encoding mitochondrial protein, mRNA 


NM 014322 


Homo saniens onsin 3 fencenhaloosin nanoosin^ fOPN3^ mRNA 


NM 001260 


Homo sapiens cyclin-dependent kinase 8 (CDK.8), mRNA 


NM_003674 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDK10), transcript 
variant 1 , mRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 2, mRNA 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 2, mRNA 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2) ? transcript variant 1 , mRNA 


NM 006522 


Homo saniens wino:less-tvne MTVTTV integration site familv member 6 AATNTf^ 
mRNA 


NM_005430 


Homo saniens wincless-tvne MMTV integration site familv member 1 AVNTl^ 
mRNA 


NMJ)03394 


Homo saniens winsless-tvne MMTV inteoration site familv member 10B 
(WNT10B), mRNA 


NM_025216 


Homo sapiens wingless-type MMTV integration site family, member 10A 
(WNT10A), mRNA 


NM_005370 


Homo sapiens mel transforming oncogene (derived from cell line NK14)- RAB8 
homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo sapiens sarcospan (Kras oncogene-associated gene) (SSPN), mRNA 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 3, mRNA 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA 
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NM 053275 I 
NM 054034 I 
NM 00202b J 
NM 004460 3 
NM 000783 ] 
1 


lomo sapiens ribosomal protein, large, Fu (RPLP0), transcript variant z, ^ 

lomo sapiens fibronectin 1 (FN1Y transcript vanant 1, mRNA 

j nmn o ar) iens fibronectin 1 (FN1), transcript vanant 1, mRNA 

iomo sapiens fibroblast activation protein, aipna^APj, mRNA ..... 1 

3omo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYFibAi,, 
xanscript variant 1, mRNA . —— - ■ wpypoan 


NM_057157 1 

■ 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (OYrzoAl,, 
transcript variant 2, mRNA . 


NM 032211 
NM_003395 


Homo sapiens lysyl oxidase-like 4(1 ,OXl .41 jnKNA^ 

Homo sapiens wingless-type MMTV integration site family, member 14 


NM_033101 


n nmn ^aliens lectin galactoside-binding, soluble, 12 (galectin 12) (LGALS12), 
mRNA ■ — 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (P1P4A3), 
transcript vanant 1 , mRNA . 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member i ^ir4Ai;, 

transcnpt variant 2, mRNA . — — — 

Homo sapiens tumor endothelial marker 8 (TEM81, transcnpt variant^ uikNA 


NM 032208 


Homo sapiens phosphodiesterase 4D interacting protein (myomegahn) 
fPDE4DIP\ mRNA n 


NM_006551 

NM 012280 
NM 005209 


Homo sapiens lipophilin B (uteroglobin family member), prostatem-hke 

(LPHF), mRNA — — 

Unmn capons FtsJ homoloe 1 (E. coli) (FTSJ1), mRNA . 

w«m« ^piens crvstallin, beta A2 (CRYBA2\ transcnpt variant 1, mRNA 

Homo saoiens opioid growth factor receptor (OGFR), mRNA 


NM 007346 
NM 006552 
NM 015965 
NM_0 14275 


Homo sapiens lipophilin A (uteroglobin ^^^^^^ 

Homo sapiens cell death-regulator protein GRIM19 {UKlMW}, mRNA 

Homo sapiens mannosyl (alpha-l.S-hglycoproteui ■ yariant 1 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcnpt vanant l, 

mRNA ■ ^„ ; ; — T j„ d JJ\ /ppROA 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) (CPb2), 
transcnpt vanant 1, mRNA . . 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U; t^FB2), 
transcript variant 2, mRNA ■ , ^ ATm ZZ^^i variant 2 nuclear 


NM_004632 


Homo sapiens death associated protein 3 (DAP3), transcnpt vanant I, imUc-i 
eene encoding mitochondrial protein, mRNA . . — _ __ 


NM_033657 


Homo sapiens death associated protein 3 (DAP3), transcnpt vanant 1, nuvteu 
gene encoding mitochondrial protein, mRNA _ 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage senne esterase i, 
(CES1) mRNA — : 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 (GOSR2), transcnpt 


NM_054022 
NM 002906 


Homo sapiens golgi SNAP receptor complex member 2 (GOSKZ), transcript 

variant B, mRNA _ 

Homo sapiens radixin (RDX), mKJN A 


NM 001004 
NM 001003 
NMJ) 18644 

NM 022145 
NM 013363 
NM 033119 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA 

Tj nmn conipnc; rihnsomal nrotein, large, PI (RPLP1), mRNA 

XlOniO SapiCIlo llUUa^lllti^ piuivui, > \ i ■ 7- Ty\ 

Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyitransleiasc P) 

fR3GATH transcript variant 1. mRNA . _ 

Homo saoiens leucine zipper protein FKSG14 (FKSG14) mP^A 

Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCfc2 , mRNA 

Homo sapiens naked cuticle homolog 1 (Drosophila) (NKP1), mRNA 
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NM 0904^0 


PTmnn canipnc r'alniiirn/palrnrirliiliri-Hpi^priHpTlt TYrfiTPiri lfinjicp TO (C^ A 1 Oi 

XIOIIIU daUlCllo IsallslUllX/ C»dllllUUUllll -vlt^pwllvlU'lll. pi ULtlll JVJJ.ldoC' AVJ ^V^ziJ.VXxV 1 V_l 

mRNA 


NM 0391 *\R 

xNxVX U D ^1 JO 


TJ nrr ,A co n ipnq NOT 1R9 nrntpin fNOT 1 R 9^ mRNA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIG1), mRNA 


mm ni rhazi 


U ntT , A canipnc "MOT 11? nrnt^in HsJOT 1 T?^ m"RNA 
XxOniU bapiCIlb INWIj 1 XV piOlClIl ^lNV^JUl XV/j II1XV1N/-V 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


JNM_U14Z.>y 


xiomo sapiens euKaryouc translation lnination iacior zo, suounii z ^Deia, jj/ku^ 

/T?TP9"R9 , \ mPWA 

^x^xjtzjdzj, mxviN/\ 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 
transcript variant short, mRNA 


iNxVx_uuioo / 


xiomo sapiens lectin, gaiaciosiQe-oinumg, soiuoie, y ^gaiecun y) yi^\jf\i-^&y 

LI dlloU ipi Vdlldlll ILHlg, IIXXVIN^V 


NM 001 1 87 

INIVX \j\J 1 I O / 


T-Trvmr* canipriQ R roplanrvma antiO"pn rRArJF^ mT?NA 


NM 09? 1 69 


Hnmn c5*T»i^nc pcicnacp tf*cv] i i trvi f - HAmmn TJAmflv mpmKpr 1 ^ ( A R T^) 1 
xxvJiiio odlJiwiio taoUaot loti ixitiiit^iit LXviiixaiii xcuxxixjr, iiiwxiiu&i l~j \\-*r\xs>±j i 

mRNA 


NM 014733 

1NJLVA 1/1*+/-? J 


XXUll lW ou|Jlwlo v^LlLivJovllllW uSaUwIalvU XXV X_v VXVJilldill |Ji. w Ll_>lli ^X_/X^»X-/V-/X XX > J j 11X1X1 


NM 013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mRNA 


"mm oo^Azin 


xxorno sapiens imoreaoxm reauciase ueia iiiiviNrA. 


xnv/r nn^s^i 

lNivl UUDoOj 


riomo sapiens neuroepnneiiai cen nransiorming gene 1 ^injci i iruviN/\ 


MM fWi9 1 1 Q 
IN JY1_JJUZ I Ly 


xiomo sapiens major nisiocompaiioiiiiy complex, ciass jul, ukj aipna ^rij_v/\- 


NM 091QOR 


riomo sapiens suppression 01 lumorigeniciuy / 1/7, u anscnpi vanani u, 
mRNA 


NM 01R419 


XiOniO bd.piCIlb bLippiCciblOIl Ox lUIIWJIlgCIllL/lLy / ^OJ. / J, Ud-IlaOlipL Vallalll d., IllxVLN/A. 


NM OS4090 


U nrr1 A Q/jnipnc niitnti\/p inn rTinnnpl r^rrkt^in OATClPFT?9 ^r^AX^PT?P9^ tyiPNA 
XXOIIIU bctpiClib pUldLlVC L/llalxliCl pUJLClll Or XjJ\Z X Or XJXXZr IlilVlN /A. 


NM 0S3981 


XxOIIlL) bctpiCIlo ixd-UIlbllUIlU. lUJill\J\yjfc ^x^IOoUpilllcl^ yLJsW^Srx^) s IllTviNrA. 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


NM 0107Q£ 


TTrtmrk cemipne ViAmr»tVif*fir»Ql nrrkt^in FiTfP'7r»^^<lT^OS99 rTil<rP7PS^Al<r05\99^ 

xiomo sapiens nypotnencdi protein -L/ivjr z^p^ o^jn-Uozz ^j^isxzjx johis-Uozzj, 
mPNA 

IIlxVLNrV 


NM 09^ 1 1 7 


TJrvmn c^nipnc ^\mntVi<atir«?i1 nrnt^in T7T T1 1 R71 rPT T1 1 £71*^ mPNA 
XXOIIIU bdpiCllb IiypULHCLlUd.1 piULCIll JPA^J 1 lo / 1 ^rljJ 1 IO / 1 J, IllxvlN.ri. 


NM 014RQ3 


TTnmn enni^nc TTTA A0QS1 nrntpin H^T A A 00^ 1 ^ mPN A 
XxUIllU octpiCllo XX. l.r\jr\\jy J 1 piOlClil yIS^lJ^r\.\jy J 1 J 9 IllxVl^ix^. 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYT1), 
mRNA 


NM 053055 

x^cxvx \><j .jyj^j *j 


Hnmn Qflnient: O-tPTminal moHnl^f nr nrnfpin ^OT'lVrP^ mRNA 

X XKJlllXJ DajJlbllO V— ' VwllllXllOl 1 1 iVJ VJ Li. id LJJL tV'lJLl ^\«/ 1 IViX J ^ lllXVX^IXv 


NM 091919 

INI YJL V_/2l 


T-Tomn qat^ii^tiq T-TOT^-ViinrliTiO" trnn QP7*i*nti on f*flptf\T ^Vianoff*! ^7^T^*^ mRNA 

11U111U OQjJICllo XXV_'X L/llIVXil tl allOvl ipilUlX XC1VIU1 Z-fllClllgjlt^I iX ^, llXXVi>ii. 


NM 007237 

I^IAVX \J\J 1 ~) 1 


Komn ^flnipriQ »^IP1 40 mini par linHv Tirntpin TSP1 40^ mRTVA 


NM 006368 

X>1VX uUUJ 0 


Hnmn Qanipn<! p AA/TP rp^nrvn^ivp plpmpnt HinHincr nrofpin 3 Hnmfin^ ^C^PT*T33^ 

X1U111U oaplvllo V//TXVX1 l&opUllOl Vl^Xll&llL L/lllLXlllg J_Ji W L^_- 111 ^ ILilllClll y 

mRNA 


NM 00S75Q 


TTomo ^aniPTT? aV>1-irttpraptnr 19 rSTT3-pfintamincr nrotpin^ fATP-1^ mRNA 


NM 059Q66 


TTomn Qntripnc: rVirnmn^nmp 1 fiTiPn rparlincr Tramp 94 ff"*1nri : 94^ mRNA 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 001017 


XXUIIIU odplCUb opilOlllg xaL/LUI, al gllHIlC/bCl Itll J ^oJ/X\-i3J y, IllxVLN/A. 


NM 0069 KQ 


UftTrin conipnc foli-n 1 ^TT NI 1 mPN A 
XXUIIIU odpiCIlb LdlHl x ^ X X_/1N 1 ^, IllXViN/A. 


NM 000070 


T-Tr»Trir^ ccmipnc ri r\m a 1 T*T/~4"f"^iTi T f\ ( P PT /^i tnP "NJ A 
XX.UX11VJ odpiCIlo 1 lLUJovJllldl pivlLdll X\j\J yJ\X JuU lllXNJ-NxA. 


NM 003Q73 


Hhttia cnniPTiQ TiVirkcrimal rvrntpin T 14 TPPT 1 A\ mRNA 


NM 001361 


TTrkmo cQm'pnc e\i\wTf\Tc\c\Tc\\ck\f^ t\p\\\T{\TC\CJ€*T\c\Q>f* /T"iTTf~iT"i nnrlpar rrpnp pn^rtHiror 
xxvjiiivj oapiciio ixiny ui v^ui uidic ciciiyLiivj^c-iia-oc; ^x/iiwx/jli j } nuoicai gtiiv c>iiovjlxiii^ 

mitochondrial protein, mRNA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFN1), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (UBQLN3), mRNA 
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NM 013444 
NM 053067 P 


nmn saT >iens ubiquilin 2 (TJBQLN2), mRNA_^ . 

.^^s ubiauilin 1 (UBOLNl), transcript variant i xuUjA 


NM 013438 I 
NM 032115 i 
NM_053284 I 

T 

NM 053278 I 
NM 053276 1 
NM 032649 
NM 053012 
NM 003268 


Tnm „ M L S notassium channel, subfamily K, member 16 (KCNK16), mKJNA _ 
i^ipTe^sWAP, FS, Ig, KU, and NTR-containing protein V»*XJ^>, 

nRNA — ■ — 

^rnolapie^G^ro^ 1 

rlomo sapiens vitrm (VIT), mRNA 

ffnmo sapiens glutamate carboxvpepndase-hkegojgm 2 (CPGL2), mRNA 

Homo saoiens fcypotberical nrotein (LOCI 14137), mRNA 

(in™ sapiens toll-like receptor 5 ( luo), mRNA . 


NM 053005 
NM 052889 
NM 024740 
NM 015721 
NM 003730 
I NJVL U-5Uyio 
NM_022358 

NM 022576 
NM 018269 
NM 015915 


H«mo sapiens HCCA2 nrotein (HCCA2), mK-HA 

Homo sapiens CARP only, protein (COP), mKNA 

Homo sapiens disr-T^n in bipolar disorder 1 (umui >, mRH A ..jjrH 
t^sapiens gem (nuclear organelle) associated ^4^^ mRNAl 

Homo sapiens ribo-mlclease 6 precursor (RNASE6PL), rngNA 

u Rn ™ ft n S Te suoerfamily receptor LN1K (LN1K), rrnsJ^v^ _J 

Homo sapiens potassium channel, subfamily K, member 15 U ASK-5) J 

Homo sapiens phosduc- rPDCV transcript vanant PhLOPl, mRNA J 

Homo saoiens SIPL protein (SIPL),mKJNA . — A 

Homo sapiens spastic naranlegia 3 A (autosomal dominant SPG3A), mRNA 


NM 053036 
NM 053016 
NM 053057 
NM 052838 
NM__032034 


l mn sapiens Gpro^»med receptor 74 (GPR74j^nRNA 

I — i r , o m AT n /f 1\ mPNA 

Homo sapiens paralemmin z q-ALM2>, ■ 

Homo sapiens hvpothetical protein (LOCI 14138), mRNA J 

u™™ sapiens septin 1 (SEPT1). mRNA _ — A 

Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 

mrrp w 1 1 <-ST PA Al n. mRNA 

sapiens eolei phosphoprotem 5 ((jUL.f ti3 ), mkNA 


1 IN 1VJL \JJ lO// 

NM 018448 
NM_0 16952 

NM 053050 
NM 053045 


" Hnm- TRP-interacting protein (TIP120A), mKJN a 

- -Sigiens cell adhesion moLule-relatedydovm-regulated by oncogenes 

-A 

- _ F : rT^n,^^1 r,rntHn MOT-1 4^9.7 fMGC14327), mRNA 

Homo sapiens hypothetical protein ivio^ihj^/ ^ 7 


NM 017680 
NM 003914 
NM 032387 
NM_0 19093 


" ^piens asporin (LRR class 1 ) (ASPN), mRNA_ 

Homo sapiens cvclm Al (CCJNAl), mtux/^ __ . . j 

jjgga^^ deficient 4 (PR^WN^^^ 

- — tttati i r, r i+^o«cf^racp l familv polypeptide A3 (UCj11A3; 3 

Homo sapiens UDP glycosyltranslerabc l lamny, puiyp^F v 


rNM_021027 


Homo sapiens UDP glycosyltranslerase i lamily, polypeptide A9 (UGT1 A9), 1 


NM_0 19076 


mRNA : tttmi i . w ifron g f P r^p 1 familv polypeptide A8 (UGT1 A8), 

Homo sapiens UDP glycosyltranslerase i iamiiy, puryy^ v j 


NM_000463 

1N1VX UIOOUO 


-HWTapiens UDP glycos^^isfaaieTfem^, polypeptide Al (UGT1 Al), | 

\ mRNA 

Homo sapiens ALEX1 protein (ALKX1), mRNA 

Homo saoiens ALEX3 protein (ALEX3), mKNA 


NM 016607 
NM 014860 
NM 014782 
fNM_001072 


HlStapTen's SPTF-associated factor 65 gamma tSTAF65lgjrrga^ mRNA 

-^Siens armadillo repea^ro^^^(^2) niRNA 

Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGT1A6), 
_mRNA ^ __^..„„„ .„„*.:„ rOM-7 A\ mRNA 


NM 000405 Homo sapiens Uiviz RangnosiuL. am v uu« , 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), mRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 


NM 004063 


Homo sapiens cadherin 17, LI cadherin (liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 




"Homo <?anipn<5 radherin 1 5 M-cadherin (mvotubulei (CDH15), mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 


XTA/f fKOBIQ 
JNiVL_U3Zo 1!7 


u Amn cgnipnc ^ocnacp r^miifmprif' Homain rvrotpin 14 ( (~! ART) 1 4 1 transcrint 

ilOIIlO Sapiens CaopaoC iCLrLUlllAlCllL UVJiiiam piuiuni i-r \*<-si±x^ls i ~ )•> uouownpi 
Vdllatll^, l i Li. Vi > r\ 


NMJ)24110 


Homo sapiens caspase recruitment domain protein 14 (CARD14), transcript 

varinnt 1 nVRNA 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARD1 1), 
mRNA 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 


IN 1VI_U J D uu o 


TTnmo Q^nipnc Qprinp/threonine kinase 22B (soermiocenesis associated/ 

AAvAllU ouL/ltlli ovl ills-'/ llU L^VJlllt iVJA luow i-* i—s ^apviiiiiugviiwunj «uuvvii*tvv*y 

(STK22B), mRNA 


IN iVI__U lzUOJ 


Tlr\Tvir\ conipnc •frf»niip»nt1\/ rfflrmnopH in advanced T-cell lvniDhomas 2 ^KIvAT2 i* 

XaOIIILI DCtpiCIXo AlCUu.CIllljr I Col 1 dll^CU. Ill V CHl^V^VJ. a wvn iy 1.1 ij_mav/i ^ \-*- avi ». a 
IliAvJLNzi. 


NMJ)06922 


Homo sapiens sodium channel, voltage-gated, type HI, alpha polypeptide 


J/N1V1 \JWJ3*-r/ 


Homo Q^nienc heat shock 70kD nrotein 5 (fflucose-reeulated protein, 78kD/ 
rHSPA5 # mRNA 


NM 001777 

l^UVA \J\J ~J 1 1 1 


Homo ^aniens dvnein axonemal heaw polvpeptide 1 1 (DNAH1 1), mRNA 


NM 011^82 

1N1VA \J 1 ^ wO.£- 


Homo saniens ubiauitin-like containing PHD and RING finger domains, 1 
(TJHRF1 1 mRNA 

\ V_/ A AJL VJL 1. J , XI IJL \J. ^ X *. 


NM 020886 


Homo sapiens ubiquitin specific protease 28 (USP28), mRNA 


NM 020843 


Homo sapiens zinc finger protein 291 (ZNF291), mRNA 


NM 024529 


Homo sapiens chromosome 1 open reading frame 28 (Clorf28), mRNA 


NM 053003 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 033329 


Homo sapiens SIGLEC-like 1 (SIGLECL1), mRNA 


NM 015101 


Homo sapiens chromosome 1 open reading frame 17 (Clorfl7), mRNA 


NM 032551 


Homo sapiens G protein-coupled receptor 54 (GPR54), mRNA 


NM 031898 


Homo sapiens tektin 3 (TEKT3), mRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 0227^5 


Homo sapiens chromosome 9 open reading frame 12 (C9orfl2), mRNA 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


NM 017847 


Homo sapiens chromosome 1 open reading frame 27 (Clorf27), mRNA 


NM 017673 


Homo sapiens chromosome 1 open reading frame 26 (Clorf26), mRNA 


NM 016000 


Homo <?ar>ien<; mitochondrial CC A-addine tRNA-nucleotidvl transferase 
(MtCCA), mRNA 


NM 015989 


Homo sapiens cysteine sulfinic acid decarboxylase-related protein 2 (CSAD), 
mRNA 


NM 014654 


Homo sapiens syndecan 3 (N-syndecan) (SDC3), mRNA 


NM 014837 


Homo sapiens chromosome 1 open reading frame 16 (Clorfl6), mRNA 


NM 007179 


Homo sapiens insulin-like 6 (1NSL6), mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGA1 (TIGA1), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens ornithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 > 1 

XTTVyf A^OOQ^ 

jnJYL UD/yyj 
NM 007110 


Homo sapiens PR domain containing 7 (PRDM7), mRNA 

j^mr. ca«if.r>Q TT«lif»r svndrnme 3A (TJSH3A), mRNA J 
Homo sapiens telomerase-associated protein 1 (TEP1), mRNA 


NM 033656 
NM 018963 
NM 017818 
NM 033662 


7z • _ nrrv *-™^«+ j„-.-, 0 q axttvrq^ framcrint variant 2, mRNA 

Homo sapiens WD repeat domain y {yvuMS>y) 9 iiau^n^ vaimiU 5 — — 

Homo sapiens WD repeat domain 9 ( WDR9 h transcript vanani 1 , mRNA . 

Homo sapiens WD repeat domain 8 (WDR8), mRNA 

tt ~ ^.^ wrr\ <r*»™»at rir»TY-iQin A rwi ik4^ transcript variant 3, mRNA 

Homo sapiens WJJ repeal uomam ** {v\ ujsrrj, uauowipt v«.x*****v — _ — _ 1 


NM 033661 
NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcnpt variant 2, mRNA 

Homo sapiens WD repeat domain 4 (WDR4), transcnpt variant 1, mRNA I 


NM 017883 
NM_052837 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 

Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcnpt 
variant 2, mRNA . — : 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMJ^;, transcnpt 
variant 1 , mRNA . — - — — — 


NM 005697 
NM_004866 


Homo sapiens secretory carrier membrane protein 2 (SUAMJ J 2) J itikjn a j 

Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcnpt j 
variant 1, mRNA _ 


NM_052822 


Homo sapiens secretory carrier membrane protein 1 (SCAMPI), transcnpt 
variant 2, mRNA ■ H 


NM 005798 
NM 052817 
NM 012216 
NM 000798 
NM 000794 


Homo sapiens ret finger protein 2 (RFP2), transcnpt vanant mRNA 

Homo sapiens ret finger protein 2 (RFP2), transcript vanant 1 , mRNA 1 

Homo sapiens midline 2 (MID2), transcnpt vanant 2, mRNA 

Homo sapiens midline 2 (MID2), transcnpt vanant 1 , mRNA 1 

Homo sapiens dopamine receptor D5 (DRD5), mRNA 

Homo sapiens dopamine receptor Dl (DRD1), mRNA __j 


NM 000796 
NM 033663 
NM 033660 
NM 033659 
NM 033658 
NM 004934 


tt „ ^^ot^inp rpppntnr m fDRD3Y transcript variant a, mRNA _J 

xiomo sapiens ciopaiimic ig^^jiaji js-j ^.lvi^^/) u.*****.^ _ — z_ ■ — 

Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant e, mRNA 1 

Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant d, mKMA 

Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant c, mRNA 

Homo sapiens dopamine receptor D3 (DRD3), transcnpt vanant b, mRNA 

Homo sapiens cadherin 1 8, type 2 (CDH 1 8), mRNA 


NM 004061 
NM_030622 


tt — ~ • o^/-jViarin i o 9 fNT-p aHVieHn 2^ TCDH12V mRNA 

Homo sapiens caanenn iz, type z ^iN-oau.ncim ^^111^;, ±x^^ ■ 

Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), j 
mRNA * 


NM 052831 
NM_052816 


Homo sapiens (U55C23.6 gene (dJ55C23.6), mRNA 

Homo sapiens tripartite motif-containing 3 1 (TRIM3 1), transcnpt vanant Z, 
mRNA A 


NM_052812 
NM 052955 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript vanant 2, 

mRNA 

Homo sapiens transglutaminase Z (TGM7), mRNA _ J 


NM 052957 
NM 052851 
NM_033229 

NM 018103 
NM 014879 
NM 000797 
NM 006596 
NM 052972 
NM 052967 
NM 052963 
NM 052962 


Homo sapiens putative nuclear protein (NAAR1), mRNA 

Homo sapiens similar to RhoGAP (GT650), mRNA 1 

Homo sapiens tripartite motif-containing 1 5 (TRIM 1 5), transcnpt vanant 1 , 

mRNA 

Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 

Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA J 

Homo sapiens dopamine receptor D4 (DRD4), mRNA 

Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 

Homo sapiens leucine-rich alpha-2-glycoprotem (LRG), mRNA 

Homo sapiens mas-related G protein-coupled MRG (MRG), mRNA j 

Homo sapiens mitochondrial topoisomerase I (TOP1MT), mRNA j 

Homo sapiens class II cytokine receptor (IL22RA2), mRNA 1 
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NM 052961 


Homo sapiens solute carrier family 26, member 8 (SLC26A8), mRNA 


NM 052958 


Homo sapiens vestibule-1 protein (VEST1), mRNA 


NM 052954 


Homo saDiens cvsteine and tvrosine-rich Drotein 1 ( CYYR1 mRNA 


NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mRNA 


NM 052934 


Homo saniens solute carrier familv 2.6 member 9 fSLC*!26A9^ mRNA i 


NM 052933 


Homo saniens testis sneeific 13 fT^O A 1 ^ mRNA 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORLMIN), 
mRNA 


NM 052891 


Wnmn saniens nentidoolvcan recoonition nrotein-T-alnha ore cursor 

(PGLYRPIalpha), mRNA 


NM 05288S 


Homo sapiens K1AA05 63 -related gene (LOCI 14659), mRNA 


NM 052887 


Homo sapiens Toll-interleukin 1 receptor (T1R) domain-containing adapter 
protein (TTRAP), mRNA 


NM 052886 


Homo sapiens mal 3 T-cell differentiation protein 2 (MAL2), mRNA 


NM 052882 


Homo sapiens zinc finger, imprinted 3 (ZIM3), mRNA 


NM 052S80 


Homo sapiens hypothetical protein MGC17330 (MGC17330), mRNA 


NM 052875 


Homo sapiens hypothetical protein MGC10485 (MGC 10485), mRNA 


NM 052S74 


Homo sapiens syntaxinlB2 (STX1B2), mRNA 


NM 052863 


Homo sapiens putative cytokine high in normal- 1 (HEN-1), mRNA 


NM 052862 


Homo sapiens hypothetical protein MGC21854 (MGC21854), mRNA 


NM 052861 


Homo sapiens hypothetical protein MGC21675 (MGC21675), mRNA 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 


NM 052848 


Homo saniens hvoothetical Drotein MGC20255 fMGC20255^ mRNA 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


NM 0^2842 

in xvx yjzo^ii 


Uomn saniens RCT ?-like 1? fnroline rirh^ fRPT 9T 1 9^ mRNA 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


NM 039S14 


WfttnA cciT^ienc ■mir*twfn Iti i1 (*—c\ CQC\c*\a1r(*(\ r\r(\te*\r\ 1 1 \ cr\\'t r*Tnc»*in ^ cjItVKq 
JCxAJIIIO octpiCIlo IIllVlClLU.UlllC-<looVJOIctlCU piULCHl I UglXl L-Iloxll D cLxyjxxcL 

(MAP1LC3A), mRNA 


XNxVA V/Z^Z, OZ*_7 


TT rvmn c o ni f^n c cnliite enfrier" "fo -mi 1a/ 1 ^ ( cr^r?iiim— H^t^FTiH^nt Hi r*QT~Kr\Y"v/1 ^1~e 

XXlXlliAJ bapiUUD OUILAIC OOlllCl Xdllll Ly I ^OVJPU.lU.111 'UCL/wllVXClXl UlWOI UUAjr IdlC 

transnnrteri member "3 fST P1 ^ A^ mRNA 


NM 018835 


Homo saoiens ol factorv recentor familv 1 siihfamilv TC memher 1 TORITCI^ 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 
component 2) (SNTB2), mRNA 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


NM 001847 


Homo ^aniens collagen tvne TV aloha f» T(^OT/4Afi^ transcriot variant A mRNA 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


NM 033493 


Homo saniens cell division cvrle 9-like 1 fPTTST RF nroteins^ (CT)C"?1 1^ 
transcript variant 9, mRNA 


NM 033492 


Homo saoiens cell division cvcle 2-like 1 TPTTST RF nroteins^ TCDC^T 1^ 
transcript variant 8, mRNA 


NM 033491 


Homo saoiens cell division cvrle ?-1ilce 1 rPTTSIT RF oroteins^ rr*DP?T 1^ 
transcript variant 7, mRNA 


NM 033490 


TTomo saniens cell division cvcle 9-liVe 1 fPTTST RF oroteins^ (OTiC"?! 1 i 1 

transcript variant 6, mRNA 


NM 0334R9 


TTomo saniens cell rlivision cvrle 9-lilre 1 fPTT^IT RF oroteins^ (C*ViC*'?l "W 

transcript variant 5, mRNA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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1 

NM 001787 1 

J 


xanscript variant 2, mRNA . 

Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
cranscript variant 1, mRNA — 


NM_005983 ! 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKl'Z), transcnpx 
variant 1 5 mRNA 


NM_032637 

NM 021968 
NM 002748 
NM 003527 
NM 001000 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKJ?2), transcnpt 

variant 2, mRNA — 

Homo sapiens H4 histone family, member E (H4FE\ mRNA 

Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 

Homo sapiens H2B histone family, member N (H2BFN), mRNA 

Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 
NM 000998 
NM 000997 
NM 022054 
NM_021161 

NM 003944 
NM 033649 
NM 004114 
NM 033642 
NM 016279 


Homo sapiens ribosomal protein L38 (RPL38), mRNA . 

Homo sapiens ribosomal protein L37a (RPL37A), mRNA 

Homo sapiens ribosomal protein L37 (RPL37), mRNA 

Homo sapiens potassium channel, subfamily K, member 13 (KCNK13), mRNA 
Homo sapiens potassium channel, subfamily K, member 10 (TREK.-2) 

(KCNK10), mRNA 

Homo sapiens selenium binding protein 1 (SELENBP1), mKMA 

Homo sapiens fibroblast growth factor 18 (FGF18). transcnpt vanant 2,_mKNA 
Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt vanant 1A, mRNA 
Homo sapiens fibroblast growth factor 13 (FGF131 transcnpt vanant IB, mRNA 
Homo sapiens cadherin 9, type 2 (Tl -cadherin) (CDH9), mRNA 


NM 001796 
NM 031891 
NM 006727 
NM 033671 
NM 033670 
NM_033379 


Homo sapiens cadherin 8, type 2 CCDH8), mRNA . 

Homo sapiens cadherin 20, type 2 (CDH20), mRNA 

Homo sapiens cadherin 10, type 2 (T2-cadhenn) (CDH1 0), mRNA 

Homo sapiens cyclin B3 (CCNB3), transcript vanant 2, mRNA 

Homo sapiens cyclin B3 (CCNB3), transcript vanant 1 , mRNA 

Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDCZ), transcript 

variant 2, mRNA _ 


NM_001786 

NM 004361 
NM 033646 
NM 017734 
NM 052832 
NM 018718 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcnpt 

variant 1, mRNA ■ 

Homo sapiens cadherin 7, type 2 (CDH7), transcnpt variant b, mRNA 
Homo sapiens cadherin 7, type 2 (CDH7), transcnpt variant a, mRNA 

Homo sapiens palmdelphin (PALM0), mRNA 

Homo sapiens solute earner family 26, member 7 (SLC26A7), mRNA 
Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 

JNJYL UjjI^U 

NM 033031 
NM 012068 
NM 019617 
NM_018398 


Homo sapiens CGI-01 protein (CGI-01\ mRNA 

Hnmn "irriens naked cuticle Vinmoloe; 2 (Drosophila) (NKD2), mRNA 
Homo sapiens cyclin B3 (CCNB3), transcript vanant 3, mRNA 

Homo sapiens activating transcription factor 5 (ATF5), mRNA ___ 

Homo sapiens CA11 (LOC56287), mRNA 

Homo sapiens calcium channel, voltage-dependent, alpha 2/d.elta 5 subunu 
(CACNA2D3\ mRNA 


NM 018319 
NM_0 14404 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDP1), mRNA 

Homo sapiens calcium channel, voltage-dependent, gamma subumt 5 
(CACNG5), mRNA 


NMJ 14405 

NM 012114 
NM 006985 
NM 006816 
NM 006539 


tt~~~~ o«*m*^*-io ~oir»inm M-mnnpl voltaffe-denendent. gamma subumt 4 
jtiomo sapiens caicium cnannci, vuiia^^ u.^^/^xiva^aii., guimnu. 

(CACNG4), mRNA 

Homo sapiens caspase 14, apoptosis-related cysteine protease (UAbr 14j, mRNA 
Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 
Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 
Homo sapiens calcium channel, voltage-dependent, gamma subumt 3 
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(CACNG3), mRNA 


NM 004347 


Homo sapiens caspase 5, apoptosis-related cysteine protease (CASP5), mRNA 


NM 003862 


Homo sapiens fibroblast growth factor 18 (FGF18), transcript variant 1, mRNA 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sapiens hypothetical Drotein PRO 1331 rPR01331^ mRNA 


NM 004927 


Homo sapiens mitochondrial ribosomal protein L49 (MRPL49), mRNA 


NM_031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 


NM 031961 


Homo saniens keratin a^oeiated nrotein Q 9 fFCTCTAPQ ? ■ -mT?NA 


NM_033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant E mRNA 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 


NM 033455 


xxuuiu odjjic/iio puio.i»t>iuiii oiicniiici, otiuictiiiiiy jv ? iiiciiiucr / ^rvv^rsiv / j, 11 an s cn.pL 
variant F) mRNA 

V CLL tail L J->', IHIVL^JX 


NM 033348 


Homo ^anipn^ nota<;<?iiim channel Qnrtfamilv JC mernh*»r 7 / , ETf" v MT£"'7 , \ francprint 

xx\Jii.i\j oapiuiio puLoooiuiii v^ildllllti, oU-Ui-dllllij^ lv 5 lilCillUvi / 1 xxA_^lNJ\» / l 5 li dHoOnpL 

variant B, mRNA 


NM_033347 


Homo saDiens DOtassium channel subfamilv IC member 7 fi-CPNTCV^ tran sprint 
variant A, mRNA 


NM 033191 


Homo sapiens keratin associated protein 9.4 (KAP9.4), mRNA 


NM 033061 


Homo sapiens keratin associated protein 4.7 (KAP4.7), mRNA 


NM 033188 


Homo sapiens keratin associated protein 4.5 (KAP4.5), mRNA 


NM 033062 


Homo sapiens keratin associated protein 4.2 (KAP4.2), mRNA 


NM 033059 


Homo sapiens keratin associated protein 4.14 (KAP4.14), mRNA 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 


NM 033643 


Homo saniens ribosomal Drotein T 36 rRPT 3fV^ trancrrmt variant 1 rtVRNA 

OUpiwlO X piuiwill JL/JU \^1VI JUJU U. Clllol/1 ILy I Veil IdllL X, lllXV-iN XX 


NM 015414 


Homo sanien*? ribosomal Drotein T 36 rRPT *^f%\ tTarmnrmt variant 9 m*RNA 


NM 007209 


Homo saniens ribosomal Drotein T,3S rRPT 35^ mRNA 


NM 000996 


Homo saniens ribosomal Drotein L35a fRPL35 A i mRNA 


NM_033637 


Homo saniens beta-transducin reneat containing rRTRO i transsrrint variant 1 

ixvixiu r u uiiouuviii l J_/ ci L LCLillll y-L* J. XvV_> y ? u allow 1 Ly L Vdlldllv 1 j 

mRNA 


NM 033345 


Homo sapiens regulator of G-protein signalling 8 (RGS8), mRNA 


NM 033543 


Homo sapiens hypothetical protein R29 124 1 (R29124 1), mRNA 


NM 033186 


Homo sapiens keratin associated protein 4.13 (KAP4.13), mRNA 


NM 033050 


Homo sapiens G protein-coupled receptor 91 (GPR51), mRNA 


NM 032728 


Homo sapiens hypothetical protein MGC 12921 (MGC 12921), mRNA 


NM 032910 


Homo sapiens hypothetical protein MGC 14136 fMGC 1 4 1 3 6^ mRNA 


NM 032857 


Homo sapiens mitochondrial ribosomal protein L56 (MRPL56), mRNA 


NM 032640 


Homo sapiens hypothetical protein MGC10526 (MGC10526), mRNA 


NM 032560 


Homo sapiens MSTP033 protein (MSTP033), mRNA 


NM 032524 


Homo sapiens keratin associated protein 4.4 (KRTAP4.4), mRNA 


NM 032351 


Homo sapiens mitochondrial ribosomal protein L45 (MRPL45), mRNA 


NM_031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo sapiens uridine-evtidine kinase 1 (UCK11 rnRNA 


NM 031289 


Homo sapiens hypothetical protein MGC3146 (MGC3146), mRNA 


NM_031269 


Homo sapiens PRO 13 86 nrotein (PROl 3R61 mRNA 


NMJ330975 


Homo sapiens keratin associated Drotein Q 9 fKRTAP9 9^ mRNA 


NM_030817 


Homo sapiens hvnothetical nrotein DKF7n434F031 8 rDPTFZPd^^FO^ 1 8^ 
mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC436S (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC 107 15 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM_022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 I 

z 

NM 022344 1 


lomo sapiens hypothetical protein FLJ21 195 similar to protein related to DAC 

ind cerberus (FLJ21 195), mRNA —\ 

lomo sapiens protein kinase Njmu-Rl fNJMU-Rl), mKJNA 


NM 002924 1 
NM_020402 1 
i 

NM 015420 1 
NM 016355 
NM 020370 
NM 019016 
NM 017872 
NM 018373 
NM 018277 
NM 018242 


3omo °»pi«ns regulator of G-protein signalling 7 (RGS7), mRNA | 

Homo sapiens cholinergic receptor, nicotinic, alpna poiypepuue lu <^HRUA1U), 

Homo sapiens DKFZP564O0463 protein O)KFZP5MO0463) A inRNA 

Homo sapiens hqp0256 protein JXOC5 1202), mRNA 

Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA __ 

Homo sapiens hypothetical protein (FLJ20261), mRNA . . 

n™n sapiens hypothetical protein FLJ20546 (FLJ20546), mRNA 

w™™ sapiens hvoothetical protein FLJ1 1271 (FIJI 127 1 ), mKJNA 

w„™ sapiens hvpothetical protein FLJ10932 (FLJ10932), mKINA 

Hnmn JLn* hvoothetical protein FLJ10847 (FLJ10S47), mKJNA 

Homo sapiens mitochondrial ribosomal protein L48 <MKri*S), mKiNA 


NM 016055 
NM 016468 
NM 014099 
NM 014964 
NM 014859 
NM 014174 
NM 014156 
NM 015544 
NM 015681 


Homo sapiens hypothetical protein (LOC5 1241), mRNA __ 

Homo sapiens PR01768 protein (PR01768), mRNA 

Homo sapiens KIAA1065 protein (KIAA1065), mKNA _J 

Homo sapiens KIAA0672 gene product (KIAA0672), mRNA . 1 

Homo sapiens HSPC144 protein (HSFC144), mKiNA 

Womo sapiens DKFZP564O0463 nrotein (DKFZP564O0463), mKJNA 

Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mKJNA 

Womo sapiens B9 protein (B9), mRNA 

Homo saniens atrophin-1 interacting protein 1 ; activm receptor interacting i 

protein 1 (KIAA0705), mRNA _ 

w«mn sapiens aclivatine transcription factor 7 (ATF7), mRNA 


NM 006856 
NM_005714 

NM 005756 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 

variant C, mRNA 

Homo saniens G protein-counled receptor 64 (GPR64), mRNA ^J 

■ . : 7^ , • o CAVr\ C^nnnpyin SO 1 (GJA8). mKJNA 


NM 005267 
NM 003457 
NM_003184 


Homo sapiens gap junction protein, alpha 8, biikU (wiuicxin ov) \yj*.oh uu ^ 

Homo sapiens zinc finger protein 207 CZNF207), mRNA 

Homo sapiens TATA box binding protein (TBP)-associated tactor, RNA 
polymerase H. B, 150kD (TAF2B), mRNA _ _J 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, acta dependent regulalui ul 
r.hromatin. subfamily e, member 1 (SMARCE1), mRNA . 


NM_002815 
NM 002577 


' _ ~ /■ ^^«ni«) onT-Minif nAn-ATPase 1 1 

Homo sapiens proteasome (prosome, macropam) 2bb aubuuii, nun ^ 1 1 a^o, 

(PSMD1 1), mRNA — — 

Homo sapiens p21 (CDKJNIAj-activatea Kinabc z, ^rm^j, 


NM 003867 
NM_003885 


- TT „ : _ ^UwVklact rrrYVwfh factor 17 (FGF17Y. ItlRNA 

Homo sapiens iibrooiast growin iaciur i / v£^£i_LL>> — ■ 

Homo sapiens cyclin-dependent kinase 5, regulatory subunit l tf>35) (CDK5R1), 

mRNA ■ - 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 


NM 001208 


Homo saniens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexolcinase 1 (HK.1), transcript variant 5, nuclear gene encoaing 
mitochondrial protein, mRNA 


NJVl_U-"4y6 


Homo saniens hexokinase 1 (HK1), transcript variant 4, nuclear gene encoding 
mitochondrial protein, mRNA . 


NM_033497 


Homo sapiens hexokinase 1 (HK1), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HK1), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA „ 1 
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Homo sapiens SCAN domain -containing 2 (SCAND2), transcript variant 6, 
mRNA 


NM 033636 


Homo saniens SCAN domain-containinff 2 fSCAND2^ transcrint variant 5 
rnRNA 


NM 033635 


Homo saniens SCAN domain-containine 2 TSCAND2 1 transcriDt variant 4 
rnRNA 


NM 033634 


Homo saniens SCAN domain-containint? 2 (SCANT)2^ transcrint variant 3 
rnRNA 


NM 033633 

1 Vfc/*/ Vh/»/ 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 2, 
rnRNA 


NM 022050 


Homo sapiens SCAN domain-containing 2 (SCAND2), transcript variant 1 3 
mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo sapiens PTEN induced putative kinase 1 (P1NK1), mRNA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 004729 


Homo saniens Ac-like transnosable element TAUTEN mRNA 

XXvlllV/ QUL/lvllO X Xs.v llivv IIUIIOU vulll/lV viwillvllL 1 J. m li^ X. 1 / I y X X XJL^-L ^ X V 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM Oft? 1 1 S 


TTomo QarvipnQ hp"5coVina<sP 3 fwVrifp ppII^ fHTC^ miolpar optip pti r.r> d i ti o - 
mitochondrial nrotein mRNA 

J.llltV/kf'XlV/llvli lilt Ul V/lVlilj iiuvj. ™X X 


NM 000188 


Homo saniens bexokinase 1 rHTCl^ transcrint variant 1 nuclear eene encoding 
mitochondrial protein, mRNA 


NM 004728 


Homo sapiens DEAD/H (Asp-Glu- Ala-Asp/His) box polypeptide 21 (DDX21), 
mRNA 


NM 022148 


Homo sapiens cytokine receptor-like factor 2 (CRLF2), mRNA 


NM 022337 


Homo sapiens RAB38, member RAS oncogene family (RAB38), mRNA 


NM 016428 


Homo sapiens NESH protein (NESH), mRNA 


NM 016227 


Homo sapiens chromosome 1 open reading frame 9 (ClorfP), mRNA 


NM 014283 


Homo sapiens chromosome 1 open reading frame 9 (Clorf9), mRNA 


NM 018475 


Homo sapiens TP A regulated locus (TPARL), mRNA 


NM 020461 


Homo sapiens gamma-tubulin complex component (GCP6), mRNA 


NM 030934 


Homo sapiens chromosome 1 open reading frame 25 (Clorf25) ? mRNA 


NM 030933 


Homo sapiens chromosome 1 open reading frame 14 (Clorfl4), mRNA 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


Homo saniens chromosome 5 onen reading frame 6 fC5orf6^ mRNA 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lor£21), mRNA 


NM 033508 


Homo ^aniftTT? oliinolcinnQp rhpx okinaQP A mfltiiritv on^ipt diabpfp*; of the vounj? 

2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 033507 

1 N J.VX UJJJu / 


Homo ^floipn^i crlnpoVmi^ qp /TiPYok'maQp 4 matiiritv on^pf diflhptPQ of thp vniinP 
2^ (TtCTFO tr?mscyrir»t variant 9 minlpar optip PtinorHnty rnitonhoridrifil rvrotein 

mRNA 


NM 000162 


Homo saniens ^lucokinase fhexokinase 4 maturitv onset diabetes of the voiins 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXD1), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCA1B), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPK1), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPI) 9 mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBXQ4), transcript variant 2, mRNA 
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NM 012176 1 
NM_000400 ] 
< 

NM 014266 ] 


_omo sapiens F-box onlv protein 4 (FBX04), transcript variant 1 mRNA 

ttomo sapiens excision repair cross-complementing rodent .repair deficiency, 

implementation group 2 (xeroderma pigmentosum D) (ERCC2), mRNA 

Homo sapiens DNAX-activation protein 10 (DAP 10), mKJNA 


NM 002821 : 
NM_033502 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mKNA . 

Unmn transcriptional regulating protein 132 (TReP-132), transcnpt 
tiomo sapiens rraiio^iijptiuiiciA iggumuag vw*** v 

variant l,mRNA . — — — — ^r— r- 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TKeF transcnpt 
variant 2, mRNA . __ . — 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReF-132), transcnpx 
variant 3 , mRNA 


NM 000994 
NM_033437 


Homo sapiens ribosomal protein L32 (RPL32), mRNA . _^ 

Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDbi A), transcnpx vanaut 

3. nVRNA 


NM_033431 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcnpt vanant 


NM_033430 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcnpt vanant 


NM_001083 

NM 000189 
NM 033185 
NM 031959 
NM 033481 
NM 033480 
NM 012347 


Homo sapiens phosphodiesterase 5A, cGMP-specific (PDE5A), transcnpt vanant 

1, mRNA 

Homo sapiens hexokinase 2 (HK2), mRNA _ 

Homo sapiens keratin associated protein 3 .3 (KAP3 .3 ), mKNA 

Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mKNA 
Homo sapiens F-box only protein 9 fFBX09), transcnpt vanant 3, mRNA 
Homo sapiens F-box only protein 9 (FBX09), transcnpt vanant z, mKNA 
Homo sapiens F-box only protein 9 (FBX09), transcript vanant i, mkNA 


NM 033506 
NM 012172 
NM 012179 
NM 018438 
NM 012177 
NM 032145 
NM_003813 


Homo sapiens F-box only protein 24 (TBX0241, transcnpt vanant i, mRNA 
Homo sapiens F-box only protein 24 (FBX024\ transcnpt vanant z, hikNA 

Homo sapiens F-box onlv protem 7 (bBXOl), mRNA . 

Homo sapiens F-box only protein 6 (FBX06), mRNA 

Homo sapiens F-box only protem 5 (FBX05\ mRNA 

Homo sapiens F-box protein 30 (FBXO30), mRNA 

Homo sapiens a disintegrin and metalloprotemase domam zi (AuAhAll), 
mRNA. 


NM_003S14 

NM 015698 
NM 033222 
NM 002887 


Homo sapiens a disintegrin and metalloprotemase domain 20 (ADAM20), 

mRNA 

Homo sapiens T54 protein (T54), mRNA . 

Homo sapiens PC4 and SFRS1 interacting protem 2 (PSIP2), mRNA 

Homo sapiens arginyl-tRNA synthetase (KAKb), hikina 


NM 033084 
NM 014005 
NM 018902 
NM_031882 


Homo sapiens Fanconi anemia, complementation group UZ (FANCD2), mRNA 
Homo sapiens protocadherin alpha 9 (PCDHA9), transcnpt vanant z, mkWA 
Homo sapiens protocadherin alpha 1 1 (PCDHA1 1 ), transcnpt vanant i, mkN^ 
Homo sapiens protocadherin alpha subfamily C, 1 (PCJJHA^i), transcnpx 
variant 2, mRNA . ■ 


NM_0 18898 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHAC1), transcnpt 
variant 1 , mRNA : — 


NM_031883 


tt """ „ nrAw^hprin nlnha <?ubfamilv C. 2 (PCDHAC2), transcnpt 

Homo sapiens protocaonenn dipua suuianniy v^, *~ \* >■> r 

variant 2, mRNA 


NM_0 18899 

NM 019119 
NM 018916 


Homo sapiens protocadherin alpha subfamily C, 2 (FCDHACZ,), transcnpx 

variant 1, mRNA ■ — 

Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 

Homo sapiens protocadherin gamma subfamily A, 3 (PUJJHUA^, transcnpt 
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variant 1 mT^TxTA 

Vdl IdllL X 7 1 1 1X\_L > A 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 


TsJIVf 0^9407 


Unmn coni pnc nrntnpad nprin era mm a cnhfamilv f"^ S /^P(^ 0^ S ^ trancprint 

XXVjillU ouUlCllo Ui UlVJL>dLlllt/l 1X1 gdllXIXid oLXUXdllXll jr v_>- 3 l^X VylyllvJV/w'yj LX dllolsl ILy L 

variant 2, mRNA 


NM 018999 


TTnmn canipnc nrntopaHViprin era mm a cnHfamilv C** S fR^^WOr^S^ trancprint 

variant 1 , mRNA 


NM 0^7406 

1 xlYX U J^^Uw 


TTnmn canipnc nrot op a dhprin MTrnna ciibfamilv 4 fiP("Tr)rTGC)4^ trancp/rint 
variant 2, mRNA 


NM 018928 


TTnmo saniens nrotocadherin pamma subfamilv C 4 fPCDHGC4 1 transcrint 
variant 1 , mRNA 


nm 019101 

XNXVX vjli X 17 X 


TTnmn canipnc nrrvtnpa H m prin pa mm a subfamilv T% 7 iT^OI^HCtT^ i Iran cprint 

X XLJll i\J OdLJl C/Llo LJ1 \J LvyOdLXlld 11 1 gallullu OUU1A11U1 V XJ ? / VI VyX/XlVJJJ / F j LI dllo^l 1U L 

variant 2 ? mRNA 


NM 01 K997 

INXVX. \J X / 


Wnmn «mnipn<; nrntnpadbprin era mm a ciinfamilv rl 7 iT^f^TTI-TCTi-W i trancprint 

X XVJ111U OdjJlC'llo |J1 \J HJwdvXl lV/1 XI i gdllilllo. OLlUldlllll jr i-> j 1 y±. V^X/XXVJU / J j 11 dlloL/1 1LJL 

variant 1 a mRNA 


nm 019099 


Unmn QanipnQ r»rntr>f*aHVipri"n era mm a Qiibfamilv R S ^P^^T)1-^^TT^S^ tran«;print 

XXvJlIlU OClLJICllo LJ1 \J L\J<sCX\-Lll\^l 11 1 ^ CI 11 11 1 Id OLXUXailllA J Uj *J \1. V^l/iiVJlJJ LI ullovl 1|J L 

variant 2, mRNA 


xnvf 01K99S 

XNXVX U lOyZ-J 


T-Trvmr* QaTiipnQ nrotnpaHVipri'n era "mm a ^nnfamilv R S fPf^TyFTC'TRS i 'iTanQp'ri'nt 

XXVJX1XU OCLLJl t-llo LJl \J HJ\sCL\J,Ll\^l 111 gdllXXllcL oLlUXuXllll jr X_/j ^ l^X V^lyllVJlJ J / 3 LI CllXoL^X 1 LJ L 

variant 1, mRNA 


NM 019100 

INxVX. V/Ji-luv 


T-Tnmo Qflnipnc "nrotrkPaHnprin cramTna Qiihfannilv R 6 fPOTji-Ti^TT^fi i Ir'aTi^rrrnt 

X XUlllVy od-LJXC'llo Lll ULVJLvClXlllt^l Xll gul J 11 1 Id OlXL/XdlXllljr 1— > ? \J l^X vl/llVJUU y ? LI dllOL/1 1 LJ L 

variant 2, mRNA 


NM" 01 RQ96 

IN 1VX__U IOjZO 


XT-vJIIXU bdpiCIXo piUlULvdUXlCI Xll gdlXXIXXd oLXUXdlllll y X_> 5 \J V^X Vw^X^XXVJXjU J, LidiloL'XipL 

variant 1 , mRNA 


XTIV/f O19O07 


xiOxixu c>cipxcnij proLuodtxxicxxii gdiixxiid oUL/Xdiixiiy o, _> v^x v_,x^/xrxvjrxi> o ^, Lx<iiibt/XipL 
variant 2 5 mRNA 


lNxVI_V/ X o y^H 


XxUIIXU odpiCXlo piULUUdUIXClXIl ^dlllXXld oLXUXdlllll y D, J yST K^LJIrLKJDD J, LXdlXoUXipi 

variant 1, mRNA 


NM 019096 

1 >1VX \Jj£,\JZ7\J 


TTnmn Qanipn«s r»rn tc%c a fin prin cramma ^nrifamilv R 9 rP(~ , l~jTTrrT^9^ tranQ print 

XXVJlilU odLll t>l lo VJIl \J LVJ^/dVXllt/l 111 gdlllllld oLXLyXdllXXljr \—> , Z» \^X VylyllVJUi y ? LX (UlOwl ILy L 

variant 2 ? mRNA 


NM 01 S923 


T-Trvmri Qanipn^ nrntriPaHbprin o^a mma subfamilv W 2 rPi^l^TTCTi-i7^ tran^crint 

XXWX11VJ ouUlL/llo LF1 v/ IV vuUl 1^1 111 ^Clll 11 1 Id O LI L/XC1 11X11 Y -L* j ^ \ — 'X — '11\JJJZ< lj Li UllOwl 1UL 

variant 1, mRNA 


NM 01909S 

INXVX. UJZ,U7J 


TTnmn canipnc nrotor*aHViprin era mm a ciiHfami1\7 H-K 1 CPC^ l~jT-ir*TT^ 1 ^ tran q print 

X XLXLllLJ odLJXOllO LJ1 LJLVJV^dVXllV^l 111 gdlllllld oLXUXdlllll y J— > j X \X V^X_/XXV_IXJ X ^ ? LX dlloV^l 1 L 

variant 2, mRNA 


NM 01 SQ22 

XNXVX V 1 O -7^--<w 


T-Tnmn QanipnQ nrntnpaHbprin era mma QiiHfamilv "R 1 f\*C* Tj T-TCtTI 1 ^ tranQprint 

X XVJ111U odLJlCllo Lyl VJ LVJVdLXllx^l 1X1 gdlXXllld OLXL/XdllXll^' XJ> ; X l^X Vyl/llVJL; 1 J , LI dlloLvl 1L^ L 

variant 1 , mRNA 


"NM 019089 


T-Tr»m^ cam pnc nrntnpaHriPnn era mma cn1rfami1\/ A 0 rP(^*ri T-Tt^r A Qi\ trancpnnt 

X X\J 1 1 1U odkll tyllo JL/l VJ LUOdUll^l 111 gdll 11 1 Id oLlL/ldllXll y -tX-y -7 \^X V^X/llVJrvy ^ } Li dlloLvX IlJL 

variant 2, mRNA 


NM 018921 


TTnmo cam pnc nrntnpaflbprin era mma cnbfamilv A 9 rP(^TyTT(~iA9 i trancprint 

XXLJ111VJ oflUlt'lJ.O L/i ULUUuUllVl 111 gdllUllcl OLlUldllllljr j J \X V_-X^ X X V_J jCV j U ullS vl ip L 

variant 1 mRNA 


NM 032088 


Homo saniens nrotocadherin eamma subfamilv A 8 (PCDHGA8^ transcrint 
variant 1, mRNA 


NM 014004 


TTnmn canipnc nrntnnaiTberin pa mm a cnbfamilv A 8 rPCTyFTGAS^i trancprint 

J. JL wll 1V_/ LjuL/lullo Ul V/lvWtlUllvllll gCJ.li.Ulld OUU1U.I1111 Y X U 11 V/1/11\J/1U lj U CUlOvl IL/l 

variant 2, mRNA 


>JM 032853 

X > 1YX U JZ.L) J J 


TTnmo canienc bvnothetical nrotein FT T14868 (¥X T14868 i mRNA 

IXUillU OUL/lvllo llYL/ULUL/LlL/ul \~ Ulv/111 X X—/J l*TOUO 11 1 iJ 1 t \J\J {J J «, 1 1 JUL VI > A 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


TsTM 03"?087 

1>1VJL V/-J-"V/0 / 


TTnmo canipnc nrntnpadbprin era mma cnTiFamilv A 7 fP(^TyTTCTA7"i trancprint 

XXLXll l\J odLJlCllo LJL \J LvJt/dVXlltl 111 gdlllilld OLXUXdULXljr lv ? / I^X V^X/llVJil / j 3 LI dllo^/1 1U L 

variant 2, mRNA 


NM_0 18920 


Homo sapiens protocadherin gamma subfamily A, 7 (PCDHGA7), transcript 
variant 1 , mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1 , mRNA 
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NM_032054 I 


lomo sapiens protocadhenn gamma sublamily A, 5 (FCLttiOADj, transcnpi. 
/ariant 2 ' — uf miKr I c mnniTflAS^ transcript 


NM_018918 1 


Homo sapiens protocadhenn gamma sublamily A, 5 (PCUHCrAj), u«uiswipi 
/ariantl,mRNA 7 A rpPDTTGA4'> transcript 


NM_032053 1 


Homo sapiens protocadhenn gamma subiamny a, <* ^uzikj^j, * a ^^ 
vanant 2, mRNA A a rPCr)HGA4'> transcript 


NM_018917 


Homo sapiens protocadhenn gamma sublamily A, 4 ^UHOA4), transcnpi 
variant 1, rnRNA rrr-rr- - npr'DHGA3'l transcript 


NM_032011 


Homo sapiens protocadhenn gamma sublamily A, i (PCDHUAi), Ua^suipi 
Vanant 2 ' ^ , f - lvA 7n>rr>HGA2^> transcript 


NM_032009 


Homo sapiens protocadhenn gamma sublamily A, 2 (PCDHAjA/J, transcnpi 
variant 2, mRNA u ^ miU , a o rprnHGA2) transcript 


NM_018915 


Homo sapiens protocadhenn gamma sublamily A, 2 (POLHiOAi), uansuipi 
variant 1 . mRNA - — ^— — 


NM_031993 


Homo sapiens protocadhenn gamma sublamily A, 1 ^CUJlbAL), uansaipi 
vanant 2, mRNA — n>rr>WGAin transcript 


NM_032092 


Homo sapiens protocadhenn gamma sublamily A, 1 1 ^CUHbAl l), uanscnpi 
variant 3, mRNA ■ 


NM_018912 


— — v; : i c „;i~ * i A>rniIf?An trfin meruit 

Homo sapiens protocadhenn gamma sublamily A, 1 (PCDHLrAl ), transcnpi 
variant l ' mR ^ b 1^—- , fami1vA ii n>rnHGAin transcript 


NM_032091 


Homo sapiens protocadhenn gamma sublamily A, 1 1 (l-CUHbAi i), uansonpi 
variant 2, mRNA ^ — n>rr>WOAm transcript 


NMJH8914 


Homo sapiens protocadhenn gamma sublamily A, 1 1 (PCDHOAl i;, transcnpi 
variant 1 . rnRNA — — 


NM_032090 


■ * ji •„ „ 0 ™^, Q ciVifnmilv A 10 fPCDHUAlU), transcnpt 

Homo sapiens protocadhenn gamma suoiamuy j\, iu v r, - J -' AXV - , ^ lv ^' r 


1N1VX U1071J 


"Homo sapiens protocadherin gamma subfamily A, 10 (PCDHGA10), transcnpt 
variant 1, mRNA 


NM 019120 
NM 018940 


Homo sapiens protocadherin beta 8 (PCDHJ3S), mRNA 

Homo sapiens protocadhenn beta 7 (PCDHB7), mRNA 


NM 018939 
NM 015669 
NM 018938 
NM 018937 
NM 018936 
NM 013340 
NM 020957 
NM 018935 
NM 018934 
NM 018933 


Homo sapiens protocadherin beta 6 (PCDHB6), mRNA 

Homo sapiens protocadherin beta 5 (PCDHB5), mRNA 

Homo sapiens protocadherin beta 4 (PCDHB4), mRNA 

Homo sapiens protocadherin beta 3 (PCDHB3), mRNA . 

Homo sapiens protocadherin beta 2 (PCDHB2), mRNA . 

Homo sapiens protocadherin beta 1 (PCDHB1), mRNA 

" TT«mn c ™i«,c nrntornHherin beta 16 fPCDHB16), mRNA 
Homo sapiens protocadherin beta 15 (PCDHB15), mRNA 

" Homo sapiens protocadherin beta 14 (PCDHB14), mRNA 

" Homo sapiens protocadherin beta 13 (PCDHB13), mRNA 


NM 018932 
NM 018931 
NM 018930 
NM 031857 
NM 031856 
NM 018911 
NM 031852 
NM 018910 

NM 018908 
NM 031500 
NM 018907 


Homo sapiens protocadherin beta 12 (PCDHB12), mRNA 
Homo sapiens protocadherin beta 1 1 (PCDHB1 1), mRNA 
Homo sapiens protocadherin beta 10 (PCDHB10), mRNA 
Homo sapiens protocadherin aloha 9 (PCDHA9), transcnpt vanant i, mkNA 
" Homo sapiens protocadherin alpha 8 (PCDHA8), transcript vanant 2, mKJNA 
~ Homo sapiens protocadherin alpha 8 (PCDHA8), transcript vanant 1 , mKJN A 

" Homo sapiens protocadherin aloha 7 (PCDHA7), transcnpt vanant 2, mRNA 

" ' Homo sapiens protocadherin alpha 7 (PCDHA7), transcnpt vanant 1, mRNA 
Horn" RaH«"= nmtn^herin alpha 5 (PCDHA5), transcnpt vanant 2, mKNA 
Homo sapiens protocadherin alpha 5 (PCDHA5), transcnpt vanant 1, mRNA 
Homo sapiens protocadherin alpha 4 (PCDHA4), transcnpt vanant 2, mRNA 
"Homo sapiens protocadherin alpha 4 (TCDHA4), transcript vanant 1, mRNA 
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NM 031497 


Homo sapiens protocadherm alpha 3 (PCDHA3), transcript variant 2, mKNA 


NM 018906 


Homo sapiens protocadhenn alpha 3 (PCDHA3), transcript vanant 1, mKNA 


NM 031496 


Homo sapiens protocadhenn alpha 2 (PCDHA2), transcript variant 3, mKNA 


NM 031495 


Homo sapiens protocadhenn alpha 2 (PCDHA2), transcript vanant 2, mKNA 


NM 018905 


Homo sapiens protocadhenn alpha 2 (PCDHA2), transcnpt vanant 1, mKJNA 


NM 031411 


Homo sapiens protocadhenn alpha 1 (PCDHA1), transcnpt vanant J, mKJNA 


NM 031410 


Homo sapiens protocadhenn alpha 1 (PCDHA1 ), transcript vanant z, mKJNA 


NM 018900 


Homo sapiens protocadhenn alpha 1 (PCDHA1), transcnpt vanant 1, mKJNA 


NM 031865 


Homo sapiens protocadhenn alpha 13 (PCDHA13), transcript vanant 2, mKNA 


NM 018904 | 


Homo sapiens protocadhenn alpha 13 (PCDHA13), transcnpt variant 1 5 mKJNA 


NM 031849 


— . 11 i i fW*\\t? 1P\TT A /■ — V j Z A. . A „J ■ M _.¥">Hvl A 

Homo sapiens protocadhenn alpha 6 (PCDHA6), transcnpt vanant 3, mKNA 


NM 031864 


Homo sapiens protocadhenn alpha 12 (PCDHA12), transcnpt vanant 2, mKNA 


NM 031848 


Homo sapiens protocadhenn alpha 6 (PCDHA6), transcnpt vanant 2, mKNA 


NM 018903 


■v-r » . -ii 1 1 t f^t /*T^/ 1I"\TT A "1 ^ \ j ! ^_ " _ 4. 1 — Tl ^.1 A 

Homo sapiens protocadhenn alpha 12 (PCDHA12), transcnpt vanant 1, mKJNA 


NM 031861 


-M--M- * , Ji • 11 11 /T»/ X|"\TT A 1 1 \ j „ '. J- - — -_T a. ___ 11 fvT A 

Homo sapiens protocadhenn alpha 1 1 (PCDHA1 1), transcnpt vanant 2, mKJNA 


NM 018909 


Homo sapiens protocadhenn alpha 6 (PCDHA6), transcript variant 1, mRNA 


NM 031860 


Homo sapiens protocadhenn alpha 10 (PCDHA10), transcnpt variant 3, mKNA 


NM 031859 


Homo sapiens protocadhenn alpha 10 (PCDHA10), transcnpt variant 2, mKNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHA10), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 
(SLC25A18),mRNA 


NM 031442 


Homo sapiens brain cell membrane protein 1 (BCMP1), mRNA 


NMJ)30762 


Homo sapiens basic helix-loop-helix domain containing, class B, 3 (BHLHB3), 
mRNA 


NMJ)23035 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1 A), transcript variant 2, mRNA 


NM 014487 


Homo sapiens nucleolar cysteine-nch protein (HSA6591), mRNA 


NM 025239 


t-w ♦ A * ft 1 * 1 /T>T\T \ T\ "V T A 

Homo sapiens programmed death ligand 2 (PDL2), mRNA 


NM 024859 


Homo sapiens hypothetical protein FLJ21687 (FLJ21687), mRNA 


NM 000575 


Homo sapiens mterleukm 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protem 1, alpha (HSPCA), mRNA 


NM 006900 


Homo sapiens interferon, alpha 13 (IFNA13), mRNA 


NM 023067 


Homo sapiens forkhead transcnption factor FOXL2 (BPES), mRNA 


NM 022552 


Homo sapiens DNA (cytosine-5-)-methyltiansferase 3 alpha (DNMT3A), mKJNA 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM_022119 


Homo sapiens protease, senne, 22 (PRSS22), mRNA 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mRNA 


NM_020346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NM_020309 


Homo sapiens solute carrier family 1 7 (sodium-dependent inorganic phosphate 
cotransporter), member 7 (SLC17A7), mRNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorio), mKNA 


NM 017444 


. 1 , • • 1 • 1 • . i -a /-/--it TIT* A / — ^ 1 \ T*1 XT A 

Homo sapiens chromatin accessibility complex 1 (CHRAC1), mKNA 


NM 016260 


Homo sapiens zinc linger protem, subiamily 1 A, 1 (rienos; ^Z/iNr in i azj, mKJN/v 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDR1), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 i 
NM 003235 I 
NM 001963 I 
NM 007158 I 
NM 007000 1 
NM 006947 1 
NM 006892 ] 
NM 006760 1 
NM 006691 ! 
NM_006572 

NM 006494 


lomo sapiens polymerase fDNA directed), lambda (POLL), mRNA . 

lomo sapiens thyroglobulm (TG), mKM A JA 

zL*n* epidermal growth factor (beta-urogastrone) (EG*?, mRNA 

lomo sapiens NRAS-related gene (D1S155E), mRNA 

4™™ sapiens uroplakin 1A (UPK1A). mRNA _ 

f^-fu— ipn,1 recognition particle 72kD (SRP72), mRNA 

= n ^ rn . T>>1 . / r , 4n c.i n ^.>-rn P th Y liTansferase 3 beta (DNMT3B), mRNA _ 

flOITlO Sapiens JJlNrV ^yLU&iut -J t — ■ — ■ 

Homo sapiens uromakin 2 (UPK2), mKJNA 

Homo sapiens extracellular link domam-contammg 1 (XLKD 1 ), mRJN A . 

tiomo sapiens guanine nucleotide binding protein (G protein), alpha 13 

fGNA13). mRNA 

Homo sapiens Ets2 repressor tactor (HKV), mRNA 


NM 006352 
NM 006082 
NM_005084 

NM 004999 


Homo sapiens zinc fineer protein 238 (ZNF238), mRNA _ 

h™ 4-™ ^iilin. alpha, ubiquitous (K-ALPHA-1), mRNA 

Homo sapiens phospholipase A2, group VH (platelet-activating factor 

acetvlhydrolase. plasma) (PLA2G7), mRNA . 

Homo sapiens myosin VI (MY 06), mRNA _ 


NM 004937 
NM_004212 


Homo sapiens cysrinosis, nephropathic mK-NA. - 

Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter;, 
member 2 (SLC28A2), mRNA . 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, caicineurm- 
denendent 3 (NFATC3), mRNA _ 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineunn- 
deoendent 4 (NFATC4), mRNA 


NM_000695 


tt q ih*»WHp dehvdroeenase 3 family, member bz iALL>H3t5Zj, 
Homo sapiens aiuenyuc ucnjruivgs<n»3v< ~> iL *" j» 

niRNA ~ ~ 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phospnonbosyl 
transferase and orotidine-5 '-decarboxylase) (1 IMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBr), 


NM 000367 
NM_001250 


Homo sapiens thiopurine S-methvltransferase (TPMT), niRNA 

" tt ^ tniTYinr nprrosis factor receptor superfamily, member 5 
Homo sapiens rumor ncuiuoia i.^^ 1 iw ^ r ^ 

(TNFRSF5Y mRNA ■ >rn " 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAF1), 
mRNA ■ ™ " ~ — 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interactmg protein 1 

(PSTPIP1) mRNA — 

TT „ w ^otQtf- r.ancer overexpressed gene 1 (POV1), mRNA 


NM 003627 
NM_002557 


Homo sapiens prosune ^tu^ w £ s — 7^r7rvL7FrT\ 

Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviductny ^VGPl), 


NM_002541 
NM 00U4UO 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (hpoamide) 

„™ me armanotromn-releasing hormone receptor (GNRHR), mRNA 

ilOIIlO bdpiClia g^iiaviw u. o 


NM 001979 
NM 001761 
NM_001190 

NM 000485 


Homo sapiens epoxide hvdrolase 2, cytoplasmic (EPHX2), mRNA 

Homo sapiens cyclin F (CCNF), mRNA _ , — — — — 

Homo sapiens branched chain aminotransferase 2, mitochondrial 

mRNA — — 

Homo sapiens adenine phosphonbosyltransferase (APRT), mRNA _ 


NM 033514 
NM 033495 
NM_022436 


Homo sapiens pinch-2 (LOC96626), mRNA . 

" Hnmn sapiens «"ta a i ^09 protein (KIAA1309), mRNA . 

Homo sapiens ATP-bindin^siie, sub-family G (WHITE), member 5 (sterohn 

1) (ABCG5). mRNA 



350 

BNSDOCID <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM 016333 


Homo sapiens serine/arginine repetitive matrix 2 (SRRM2), mRNA 


NM 01^412 


Homo sapiens histone H2A.F/Z variant (H2AV), mRNA 


NM 001897 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) 
(CSPG4), mRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9), mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC571 15), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo sapiens nucleosome assembly protein 1-like 1 (NAP 1 LI), mRNA 


NM 033504 


Homo sapiens CAC-1 (CAC-1), mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), mRNA 


NM 022059 


Homo saniens chemokine fC-X-C motif) lieand 16 fCXCL16V mRNA 


NM 022048 


Homo saniens casein kinase 1 camma 1 fCSNKLlGl^ mRNA 


NM 019009 

X ~ XV A \J X _7 \J \J S 


Homo saniens Toll -interacting nrotein fTOLLIP^ mRNA 


NM 018058 


Homo sapiens cartilage acidic protein 1 (CRTAC1), mRNA 


NM 017443 


Homo sapiens polymerase (DNA directed), epsilon 3 (pi 7 subunit) (POLE3), 
mRNA 


NM 007359 


Homo sapiens MLN51 protein (MLN51), mRNA 


NM 030956 


Homo sapiens toll-like receptor 10 (TLR10), mRNA 


"NM 020653 

1NXVJL. V/^WJ_/_J 


Homo saniens 7mc finder nrotein 287 fZNF287^ mRNA 


NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 




Unmn canipnc pnVarvotip translation initiation faetor 2R Sllhnnit *\ f f^amma 

XXUilXW oaUlCllo C UJnJCU Y \J LI V 11 alioldlUJll XlXXlXCllXUXl laV/ IUI dJXJ , oliUUllll ^ ^£,tlXiXXJ.ltl, 

58kD) (EIF2B3), mRNA 


IN 1V1_U lj*tJi 


TTnmfi co-r\i c rmr , 1par "fixctexr nf V^nna licrht nolvnentiHe ctptip pnHanppr in 13-r.plls 

XxUIIlAJ ottLJlClXO IlLiUlCdl Idv/ L\J1 \JX Xvclj-JJJCL llglll lyVljr t/iyW.VXw grills L/IlJ.lClll^V/1 XXX J-J l/l^XXo 

inhibitor-like 2 (NFKBEL2), mRNA 


NM ftO'3740 


T-Tnmn QanipnQ notaQQinm rhannpl snbfamilv PC member S (rASPC-*^ fFCCTNTC5^ 

mRNA 


TsJM 1 1 


TTr»mr» canipnc notaQQiiim inwarrUv-rpptirvinc* channel snhfamilv TC membeT 4 

XX-UHiU OClJJICllO LJ W LClOOl 1X1X1 lilWOlUljr 1 t/V^LlXjr 11 1 VsllCliXXiV'X, oUUXClLXXXXjr IVj 1J.1V/I11UV1 T 

(KCNK4), transcript variant 3, mRNA 


NM 0^110 


Unmn cnnipnc notaQQinm inwardlv-rpptifvincr ehannp! snbfamilv PC member 4 

X XvJlllU oCLLJldXO U W LCLoOl LX111 111 W ul CIX V X V/V tlX jr XX VXXCXXXXXVvXj OULrxaxiXXljr lllWIlll_fV/l ~ 

(KCNK4), transcript variant 2, mRNA 


"NM 01 6611 

±N±VJL U 1 Uv 1 1 


Unmn car>ienQ notaQQinm inwarHlv-rpptifVincr pbannpl snbfamilv PC member 4 

11 \j \ I IK.) o£LL/lWilO UVJLcloollXllI lilWalUly ~X VS/LXXjr XXXg VXXCIXXX1V1, oUUlulllll^ 1 llVlllUvl ~T 

(KCNK4), transcript variant 1, mRNA 


nm rnnfio 

1N1VJL \JDDJ\J\J 


Unmn QanienQ v-TCi-ra«;2 TCirQten rat «iareoma 2 viral oncogene bomoloo^ 

x 1U1 1 l\J ociLJXwxio V"J\.i~iaoz< rviioiwii ldi oaiuunia vuai uiit/ugv/iiv/ xiv/iixwiwg 

(KRAS2), transcript variant a, mRNA 


"MM 0049 RS 


Wnrnn ^anien<? v-TCi-ra^2 TCirstpn rat sarooma 2 viral oncogene bomoloff 
(KJRAS2), transcript variant b, mRNA 


NM 022442 


Homo saniens ubiauitin-coniiiffatinp en7vme E2 variant 1 fLTBE2Vl^ transcriDt 

IXvlllV guL/lwllO UL/1UU1U11 V/V/llI VI f~.'' vilify vllti V lliv l^/^ T Uliwilv \ ▼ t*Aj.uvi x^**. 

variant 3, mRNA 


NM 021988 

1^1 XVX. vLl/UU 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (TJBE2V1), transcript 
variant 1 , mRNA 


NM 003349 


Homo sapiens ubiquitin-conjugating enzyme E2 variant 1 (UBE2V1), transcript 
variant 2, mRNA 


NM 003546 


Homo sapiens H4 histone family, member K (H4FK), mRNA 


NM 003541 


Homo sapiens H4 histone family, member D (H4FD), mRNA 


NM 003536 


Homo sapiens H3 histone family, member K (H3FK), mRNA 


NM 003535 


Homo sapiens H3 histone family, member J (H3FJ), mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 I 
NM 021066 I 
NM 003510 I 
NM 003509 I 
NM_033358 1 


lomo sapiens HI histone family, member 5 (H1F5), mKNA . 

lon^sgEigns H2A histone family, member E ^2AFE) mEMl 

lomo sapiens H2A histone family, member u <HzAbL>;, uiM A 

Jomo saniens H2A histone family^nember C jj^C^r^, ^rriyT 
Jomo sapiens caspase 8, apoptosis-related. cysteine protease (CAS.™;, transcripi 

/ariant E, mRNA . — — ■ transcript 


NM_033357 ] 


Homo sapiens caspase 8, apoptosis-related cysteine protease ^AarH* imum* v i 
variant D, mRNA . _ ■ , ^ rint 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease ^At>r5j, trau^cnpt 
variant C, mRNA . ltJ -.-i nt 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteme protease (CASP8), transcript 
variant B, mRNA . : : r^rr^TK < — Z^TZ* 


NM_001228 


Homo sapiens caspase 8, apoptosis-related cysteme protease (W^rs,, iwubwipl 
variant A, mRNA — — — -— - ^ A o PTt transcriot 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 


NM_033339 


^saffn^ase 7, a^oplosis-related cysteine protease (CASP7), transcript 
variant pamma. mRNA _ — 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 
variant delta, mRNA _ , -r-j— 


NM_001227 

NM 001005 
NM 006013 
NM 013368 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 

variant alpha, mRNA 

Homo sapiens ribosomal protein S3 (Ki«S i ), mkNA 

Homo sapiens ribosomal protein L10 (RPL10), mRNA 

TTnmn -nniMis PPA-b'TiHinp trans-activator (RBT1), mRMA 


NM 002286 
NM 005546 
NM 005538 
NM_033257 


Homo sapiens lymphocyte-activation gene 5 <iAu3), mRNA_ 

"Homo sapiens lL2-inducible T-cell kinase QTK), mKMA _ 

Homo sapiens inhibin. beta C (INHBC), mRNA 

Homo sapiens DiGeorge syndrome critical region gene 6 like (DGCR6L), 

mRNA . . — — — 

tir>mr» snrviens D-amino-acid oxidase (UAL)), mKNA . 


NM 001917 
NM_001629 

NM 000024 
NM 000683 
NM 000682 


riomo sapiens u """"" l " — : : ; : ski avc a tj\ 

Homo sapiens arachidonate 5 -lipoxygenase-activating protein (A1ajA:>A1 j ), 

Homn sapiens adrenergic, beta-2-. receptor, surface (ADRB2), mRNA 

" aniens adrenergic, alpha-2C-. receptor (ADRA2C), mRNA 

' n nm , sapiens adrenergic, alpha-2B-. receptor (AUKA/B), mRNA 


NM 000681 
NM 006179 
NM 033277 
NM 022128 
NM_004823 


~" Homo sapiens adrenergic, alpha-2A-, receptor (ADKA2AJ, mRNA 

Homo sapiens neurotrophin 5 (neurottopjun 4/51 (N 1K> ), mRNA 

Homo sapiens lacritm (LACRT), mRNA 

Homo sapiens nbokinase (RBSK), mRNA fFfWrfi 

Homo sapiens potassium channel, subfamily K, member b (.1 W1R-2) (KCNK.O), 

mRNA — rTA ^ F !\ r\rc L YS\T'K\ 


NM_002246 


Homo sapiens potassium channel, subfamily K, member 3 U^-lj 


NM_032405 


Homo sapiens transmembrane protease, serine 3 (IMrKbb^, iranbcripL variant 


NM_032404 


- S 1 "^It^nc transmembrane protease serine 3 (TMPRSS3), transcript variant 

JiOTIlO S&piCnS uTaTloIIlCIllL'i cult* jjiuiuaov, ovlulv V 

C* mRNA " 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript variant 


NM_024022 


Ho^piens transmembrane protease, serine 3 (TMPRSS3), transcript variant 
A, mRNA — 1 
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NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


PsiVl_UUDooo ! 


UrtTvin ontMon c cViAt-f cfofiirp ^aiyipaKay f QTTfWT l "hrcj t\ cr»T*in1" variant ^TTf~I~^V"V 

xiomo sapiens snon stature nomeouox ^oxiuAjj traiibcript variant ohwau, 
mRNA 


iNM__UUU4:> 1 


xiomo Sapiens snon stature norneoooA ^oxivjas^j uaiiboiipi vaiiant onvAd, 


IN IVI__U \J OH l o 


iinmn canipnc ATP cvn tH»QP TT4- rranQnnrLinp" mitochondrial T*0 comnlex 

XxUlilU oaUlwllo x\. X x ojllLlldot/, XX ■ uaiiopvjiiiiigj mi Lvi^iivjiivii lai a \j wv/injpi^yv, 

subunit g (ATP5L), mRNA 


IN 1VL_UU O d 3 O 


UnmA compnc A HTT^ c\rr» +V»QCf* TT-4- +r , c»-ncr\f*'r'tincy tyi i ir\ c H t i £i 1 T?0 pntnnlPY 
XxOlTlO sapienb Air byiltllabC, xx « Ll allopui luig,, niiiAjL'iiuiiux lai x v iajiiijjii/.a., 

eiiVninit H f ATPSTT i mRNA 
suuunit u. ^Air jnjj iiixx±\/-y 


IN IVI U Z't O o j 


XxOIXlU bapicnb nyputllCtlt/al piUteill rJLJZ-z- / Z,_7 ^ri->Ji»^ / iiixviN-r - *. 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257), mRNA 


Vnv /T AO "7 /I CO 

NM_U334:>3 


riomo sapiens inosine mpnospnaxase jnucieosiae rrrpnospnaie pyropnospnatabe^ 

yxxxrS^J^ ITlxVLNjrV 


TvT\/f 0^9 1 Azl 


TTrvm/\ coni f>n c R AT^^f"^ 1 mpmKpr R A^l r\v\ o r\ apn p familv A'R^I - ^ i ml^"N^A 


INIVI Uj1Z"0 


TTrkmr* ennipn? P AT^^^R mpmhpr T£ AS nnrocrpnp familv fRAR^R^ mRNA 
JTxOIIlO oapicilo XVnJjJJJJ, niciiiud x\_r».o uii^ wg,c-iit/ xainii_y ^ivrixjj juy } iixi.n_l^i^v 


XTA/T 099^70 
IN IVI_UZZ J /w 


Wattia oo-ni p»n c f-hmp ^palpium HpnpnHpnt paTKr*Vl"\/H"r?ltP-TPPOOT1ltinTl HoTnain 1 
XxOIIlO ocLUlCIlo V^"lyUC ^L/aiL/lLlIll vJ.CjJC'llvit^llL, \sal uvjlljr\Ji aLv^""i ^-^✓VJ^in tiun uuiiiaui j 

lectin, superfamily member 12 (CLECSF12), mRNA 


"MAtf 099R9*\ 
INIVI UZZoZj 


xxOlTlO bapiCIlo porcupine ^IVIVJ \J I J, LllJ\±\r\ 


NM_022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


IniVx UIOJZZ 


xiomo sapiens ivadih, inciiiucr rs^rvo onv-/Ugciic laiiiiiy ^xuidih^, iiixvlm^v. 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


JNM 0U7U66 


Jtiomo sapiens protein Kinase ^cAivix-aepenaenL, catalytic^ mnioitor gamma 
(PKIG), mRNA 


iNM_UUZ /JZ 


xiomo sapiens protein Kinase, c/Mvix-Qepenaenu, cataiyuc, gamma ^x x\js~rvv->vjj , 
mxviN/\ 


IN 1VI_UU3 Ujj 


riomo sapiens rcocptur-aobuciatcti protein 01 tiic oynapoc, *-tdisaj ^i\/vroii^, 

^Tfafi or*T~ir"\t \7CMric\Ti\ 1 TnT^NfA 
tl allaL/I Ijpt vaiiailt 1, x l Hvl > 


IN 1VI_U jZ04j 


TTr\mr* CQ-nipn c rpppntnr-a qoapi ntpH i^-rotPlTl r»f tViP cvri a T>QP 4^1^"T*) HR APSlT^i 
XXOIXlO oaLllCilo Itt-CU LVJl aSoUl/laLCU piUlClll KJL tilt ojrllaLyot', -T_JI\A-/ ^XN-iXJL Ui^ty, 

"tTflnQprint v^rianl" 9 mRNA 

11 dUdwl l|Jl Veil lalll ■£« , llUVliri 


1N1VX \JDDD\J*J 


TTnmn Q5ir»ipnQ pVinrpa a pantVinp vto<;iQ ^r^T-TAr^i tTan^nrint variant A mRNA 

X lv/lllw odpitiij \jI lvil t'd dL/cxiiiiivjv^^y luoio ^iixw ci iiiiovi i^j i vauaiit iiuvi^n 


xnVT 01 SI Rfi 


TTr*mr* QanipnQ plinrpa npantHnpvto's'i'N rr^TTAC 1 1 trfm^roH'nt variant Fi mRNA 

i 1\J1 1 xkj oajJlt'llS vllUlwCl uualllllUvjr lUolO y\_/llik\-/ Licuiavll^l. vaiiCUll' X-* , iiiJL>j.^jrx 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPR1), mRNA 


INIVI UjU70/ 


xxOlTlO bapiCIlo ivCIatlll aboUL/latCU. jpiutciil 1.1 v.-*^-^- A -*»~i 1 ■ 1 iinsj.>ii"v 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


"MM" n^i£8^ 

JNIV1 UjIooj 


xxomo bapienb n>ar cict-xjictii byutiionic ^ddoz, ^, iiixvln r\ 


NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), mRNA 


JNIVx /KJOD 


riomo sapiens nuaix ^nucieosioe aipnospnate iiriKea moiety -a. ^ type ixiotii o 
rMTTTiTM mRNA 


TvTTV/1 

iNlVl_Ui 1 / 


TTnmA cc»r\i i=»-r» c lnrift T r»f»11 mpmKran P-5> Ccoai' atp>H 0"l"v/pr\TYmtpiT"» fTI A-9 I 

xx oinu bapicii& lung type-i ten iiiciiiuiaiic-aabijeiatcvx giytvupiuivin ^x in. ^ j> 

transcript variant 1 , mRNA 


IN JVl_UUO*t / *r 


WnmA ooniPno lunrr f-\rr*p» T r>p»1 1 TYiPTYlKrQnP-QCCAr'i Q+f^H rrl^/p/M^TTk+PlTl ^T* 1 A _9 i 

xxoinu bdpiciis lung type-i t/Cii iiiciiiuiaiic-a&jsDeiatcu. giyt/opiotciii ^x 1 jtx. *~ 

transcript variant 2, mRNA 


INIVI UUOZ/-> 


xxoiiio bapienb spiicmg lactur, aigiiiiiiw bci mc-iieii o ^orivouj, iiuvin/-v 


NM 016041 


Homo sapiens CGI-101 protein (F-LAN-l), mRNA 


INIVI UUl"-)^ 


xiomo sapiens oiscoiuin oomam receptor lainiiy, memoer 1 ^ju'jl'xvi ^, tranooiipt 
variant 2, mRNA 


NM 011994 


Homo saniens di^coidin domain recentor familv member 1 fDDRl^ transcrint 
variant 3, mRNA 


NM_0 13993 


Homo sapiens discoidin domain receptor family, member 1 (DDR1), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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NM_003048 
NM 001971 


mRNA 

Homo sapiens solute carrier family 9 (sodium/nyarogen excnanger;, i&uiumi 

fSLC9A2), mRNA 

Homo sapi^s elastase 1 , pancreatic flBLAl"), mRNA 

Homo sapiens hypothetical protein similar to CG7943 (MGC14836), mRNA 


NM 033412 
NM 033420 
NM 033408 


Homo sapiens hvpothetical protein MGC4022 (R321 84 3), mRNA 

Homo sapiens Hypothetical proiem ivld^jzaj o yiviov-^^^v^y? imvi ^ _ 


NM_0 14395 


Homo sapiens dual adaptor of phosphotyrosine and 3-phosphomositides 

(DAPP1), mRNA — 

TT _ ,^^„^__:_ o /ryvm , \ ml? XT A 


NM 003918 
NM 001502 
NM 006362 


Homo sapiens glycogenm I (uiuz), mKJN/v . 

Homo sapiens glycoprotein 2 (zymogen granule memorane; <vxr^;, 

Homo sapiens nuclear RNA export factor l (JN^Lt 4 1 ), hikin/v _ 


NM 033155 
NM 033154 


~ . t titvTA ^ r -~ n -r+ £*s*+/w* *\ /"NT"VT7^ trsmcpTiTYt" variant 5 TTlRXN A 

Homo sapiens nuclear RNA export lactor D (JN^vr^ xranbonpi vaiiaut j> — 
Homo sapiens nuclear RNA export factor 5 (NXF5), transcript vanant 4, mRNA 


NM 033153 


Homo sapiens nuclear RNA export tactor !> (JNAIO), transcripx vanant d, iiuvln** 


NM 033152 


Homo sapiens nuclear RNA export factor 5 (NXlo ), transcript vanant z, iiuuna 


NM 032946 


Homo sapiens nuclear RNA export factor 5 (NXF5), transcript vanant 1, mRNA 


NM 022052 


Homo sapiens nuclear RNA export tactor i (NXF3), mRNA 


NM_021808 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptideN- 
acetylgalactosammyltransferase 9 (GalNAc-T9) (UAUN iy), mKJN/v 


NM 017840 


Homo sapiens mitochondrial ribosomal protein L16 (MRPL16), mRNA 


NM_017417 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 8 (GalNAc-TS) (GALNT8), mRNA 


NM 004261 


Homo sapiens 15 kDa selenoprotein (SEP 15), mKJNA 


NM 021998 


Homo sapiens zinc finger protein 6 (CMPX1) (ZNF6), mRNA 


NM_004570 


Homo sapiens phosphoinositide-3 -kinase, class 2, gamma polypeptide 
(PIK3C2G), mRNA . __ 


NM_002646 


Homo sapiens phosphomositide-3 -kinase, class 2, beta polypeptide (PlK3L<zt},>, 
mRNA 


NM_004598 


Homo sapiens sparc/osteonectin, cwcv and kazal-like domains proteoglycan 
Ctestican) (SPOCK), mRNA 


NM_033135 


Homo sapiens spinal cord-derived growth factor-B (SCDGF-B), transcnpt 
variant 2, mRNA — 


NM_025208 


Homo sapiens spinal cord-derived growth tactor-B (SCDGF-B), transcnpt 
variant 1 , mRNA — — 


NM_033346 


Homo sapiens bone morphogenetic protein receptor, type H (serine/threonine 
kinase) (BMPR2), transcript variant 2, mRNA 


NM_001204 


Homo sapiens bone morphogenetic protein receptor, type H (serine/threonine 
kinase) (BMPR2), transcript variant 1 , mRNA 


NM 003933 


Homo sapiens BAH -associated protein 3 (BAIAP3), mRNA 


NM_005467 


Homo sapiens N-acetylated alpha-linked acidic dipeptidase 2 (NAALADzj, 
mRNA r 


NM_005944 


Homo sapiens antigen identified by monoclonal antibody MKL UA-2 (MUJVZj, 
mRNA - — — — 


NM_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNKl), 
mRNA — 


"h.TTVjf flAO AH 

NM_(JUj24 / 


Tj ATrin cnnien«; fibroblast erowth factor 3 (murine mammary tumor virus 
integration site (v-int-2) oncogene homolog) (FGF3), mRNA 


NM 002006 


Homo sapiens fibroblast growth factor 2 (basic) (FGF2), mRNA 


NM_000647 


Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcnpt variant A, 
mRNA - - 


NM 032047 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransterase 
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5 (B3GNT5), mRNA | 


NM 014256 


Homo ^aniens TjTyP-GlcNAc*betaGal beta-1 3-N-acetvli?lucosaminvltransferase 
3 (B3GNT3), mRNA 


NM 015904 


Homo sapiens translation initiation factor LF2 (TF2^ niRNA 


NM_005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), rnRNA 


MM 01 344 S 


TTnmn caTvipnc oliitamatp HpcarhnxvlaQp 1 flrrain r»71<T)i fGAT)1 i tran^crint 
variant GAD25, mRNA 


MM 011171 

I > IYX V/ J J X 1 J 


TTnmn QflnipnQ T IT jP-fral 'ViptaGlpNAp bpfa 1 l-O'alaptnQvltraTiQfpra^p rinlvnpntidp 

5 (B3GALT5), transcript variant 5, mRNA 


MM 01117? 

XNXVX V/JJ X / Z. 


TTnmn Qanipfi^ T 11 VP.. f"xn1 'riptnf-ilpM^p Hpfa 1 1-0"a1aptnQv1tran<;fpra<2P nnlvnPTYHHp 

5 (B3GALT5), transcript variant 4, mRNA 


NM 011171 


TTnmn QnnipnQ T II YP-fral "nptnG-lnM^Ap l">pta 1 1— calapfnQvl tranQfprflQP nnlvnpnti Hp 

XXUlllU odJJ ICIlo l^l^X — \JdI.IJCLdVJlL/XN./xv/ Ut/Ul 1 jj gulot Lwojr 1 LI dlloXt^l aoCj p*-FX^ p cpiIUv 

5 (B3GALT5), transcript variant 3, mRNA 


NM 011170 

X>l IYX KJJJX I \J 


TTnmn Qanipn^ T II YP-Cral 'TiptafrlpM^p npfa 1 l-tralaptnQ'vlrraTiQ'Fp'raQp nnlvfipntiflp 

1 lull L\J 1 1^1 lo v_J lyl VJ d. 1 . l_/ V/ LCl VJ 1 L N AL UCLa X«,_» "galuv IvoJT 111 ullol vl aOW) pwljpt'U LllXv/ 

5 (B3GALT5), transcript variant 2, mRNA 


MM 011169 


TTnmn QartipnQ T rrVP-fra 1 "Viptnfrl pM A p bpfa 1 l-cyalaptnQvltTariQfpraQp i^nlvTiprvriffp 

XXUXUU odpitllo Ul/i VJdi . U^LdVJ lV^JL > Vi-^/ uc>Ld 1 , J galaulUoj ILL dl lolu clot, p*Jljr pt*pLll_lt/ 

3 (B3GALT3), tianscript variant 4, mRNA 


MM 0111 fiR 

XNXVx Ujj lOO 


TTnmn cani*=»r»Q T II YP_r"ro1 , V*<=»t'c»n-1r , ^T A r» Vi^ta 1 1— crc»1?if > +nc'\/'1fTiiT>c"fIprQCP' •nnl'vm^Tit'iHp 
XTHJIllvJ odpiCllo LJX-/IT -VJdl. IJCLdVwJlt/lN^YC UCLd 1 , J— gdldOHJojr JLli ctXlalCi doC, jJtJiyjpCJJLlUt 

3 (B3GALT3), transcript variant 3, mRNA 


MM 011167 


XxOIIlO odpiCilo \J LJx -VJTdl . UCLdVJlUlNxvC' UCld 1 , j-^dldULUoyilldlloiCIdoC, IJOiy lyC|JLlLlC 

3 (B3GALT3), transcript variant 2, mRNA 


MM 0017R1 

XNXVX uvj / ol 


XXD1I1U csdpiCIlo LJ l-yx ^Jdl . UCLdVJ lUiN/A.U UCld 1 ^—gdldL/lUoy 111 dlloiCI doC, pUiypcpLliiC 

3 (B3GALT3), transcript variant 1, mRNA 


MM 0017R? 


TTnmn c^iripnc T 11 iT^-(^rn1 •V>f i ^"5*<^ir1r , 'Nr A n Vxf^+cj 1 ^ _rro1 Qr*ir\CA/1fT^"n c'pF'Ta cp •nn1vmf*"ntiHf* 

XXC111VJ csdpiCllo ~\Jdx. LJCldVJ Iwi-N-TYVv UCLa 1 y J "*gaiaL>lUojr Itl dlloXvl aoC, pV^l^pCJJ LIIXV^ 

4 (B3GALT4), mRNA 


NM 0017R1 

X>IXVX \J\jD / OJ 


TTnmn ccjnipn c T j 1 iT^_^~5-q1 •V\f=»+cifTlr , M A r* l^^fci 1 1— arQli^tncx/lfvQnc'fiPi'ncp* TinlxmR'ntiHf* 
XXV/IIIU odpiCllo Ui/r **VJdl. UCldvJXOlN-rVi/ UCld I , gdldwLUojr llidllolCldoC 7 lyUiypcpillXC 

2 (B3GALT2), mRNA 


MM 004611 

X>IXVX \J\JH\JJ X 


TTomn ciiT^i^tic Inw npn cTf~\/ liT»nT^T*n"l"f*in t*^r*f i T\t'nt*-."t*< a 1cii"pH T^Tnt^Tn S £*T%n1iTin"r4T"n'f"fMTi 

XX.VJ111U odUlClld IUW LldlolLj' lipiJLJilsLClll IClyC/UlUi "iCIalCU pi VJLC-lil O, CL^JXJll^JKJ^JX \JL\>XXL. 

e receptor (LRP8), transcript variant 1, mRNA 


MM 011100 

XNXVX VJJJVV 


TTnmn c5*r\if»Tic 1n\x/ Hf*ncif\/ li"nnT\rn+< a 'in T^i^f^rvfYYr— T*pl5i1"f*H nrntpin S nnnl innnrntpiti 
xxvJiiJXs odpiciio iuw u.wiioitjr iipupitJiC'iii ivvcuiui —i wiaiwu pi uiwiii o 9 dpv^iipvjpi vLt^lll 

p rpppntnr C\ T^PR i traTi cpFint variant 0 ml^M^A 


NM 017522 


TTnmn ^a"niPTiQ low Hpn^i tv linoTvrotpin "rpppr>tnr-rp1atpH "nrntpin R anolirionrotein 
e receptor (LRP8), transcript variant 3, mRNA 


NM 033323 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant b, 
mRNA 


NM 033337 


Homo saniens caveolin 3 ( CAV3 1 transcrint variant 1 mRNA 


NM_001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001^33 


Homo ^anipn^ caveolin 2 TGAV2i rrfRNA 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAV1), mRNA 


"MM 0^3?Q1 


T-Tnmn ccjtmpti c mirllinp 1 ( (^T^it'z/RT^T-l c\mHrnmp^ C\A\ fill francprint variant 7 
XXUIXXU DdpiCXXo IXXiCXXXXXC X ^v^/pi \.£J XjXjO oyXXiXlUXIXCy ^XVXXX-/ X ) y IXdlloW/Xipi VdXldXXl x-j 

mRNA 


MM 011290 


TTnmn ooni p»ri c mirllinf* 1 ( C~\x~\~\\ r 7 f\^\-KVK c\m Hrnmp^ ^lvtTTil^ frflncprrnt -i/o-r— i onf 1 

XXvJIlXU OdpiClIo XXllLllXXXV- X XJXjxj ojf 1XLIX KJxilC J 1 JVI 1.1 J 1 | ? IXdllOwXipi VdXldXXL J, 

mRNA 


MM 033274 


TTnmn QanipnQ a H i q i n t"P crri n anH mptall n*nfnfpin a cp Hnmain 1 9 ( mpltTin TiPta i 
xxuiixv^ odpiciio d vxioxixtw^i in diita iii^iaiiupxuiwiiiaDw uvjiiidiii 17 ^iiit-itxiii uwia^ 

(ADAM19), transcript variant 2, mRNA 


NM 023038 


TTnmn canipnc c\ HicinTPOTin ann mpta11n < r*r*nt/»i-n5*c< : ^ Hmrmin 10 fmpltnn npta^ 

XXVXiXXU odpXCIlO d IXlolLXLGgl XXX dXXU. llX&ldlllJpX UlCXXXdoC LlUHldlll XZs ^XlICILXXXX UCWJ 

(ADAM 19), transcript variant 1, mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


NM_006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mRNA 


NM_033016 


Homo samens n late let-den vea erowtn iactor oeta poivpepnae ( simian sarcoma 

L A" *^ - * * 

viral (v-sis) oncogene homology {rxJKjrr>), rranscnpi vanant z, iiiiuna 


NM 000678 


Homo sapiens adrenergic, aipna-iJL>-, receptor niru\A 


NM 000679 


Homo sapiens adrenergic, aipna-iJts-, receptor ^/\JL/K_f\.ir> j j, miviN/\ 


NM 002675 


rlomo sapiens promyeiocyiic leuKemia ^rivii-/j, iranscripi vanant o, mxsj.>j^\. 


NM 033250 


Homo sapiens promyeiocyiic leuKemia ^rivii_/j, rranscnpt variant 1 1, rnxsj.N/\ 


NM 033249 


Homo sapiens promyeiocyiic leuKemia ^irivtbj, transcnpt vanani iu, rniviN/v 


NM 033247 


Homo sapiens promyeiocyiic leuKemia ^JrivuLj, rranscnpi vanant o, mr\j.N/\ 


NM 033246 


Homo sapiens promyeiocyiic leuKemia yrNu^)^ rranscnpt vanani /, rnjviN/\ 


NM 033245 


Homo sapiens promyeiocyiic leuKemia ^riviL^, rranscnpi vanani iz, iiixsj.n/y 


NM 033244 


Homo sapiens promyeiocyiic leuKemia ^Jrivii-*^, rranscnpi vanant iiirviNrv. 


NM 033242 


Homo sapiens promyeiocyiic leuKernia ^Jrivij^j, rranscnpt variant j, iiirvj.>j^ 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha- 1A-, receptor (ADRA1 A), transcnpt vanant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcnpt vanant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRA1 A), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring linger protein 22 (KJNrzz), transcnpt vanant oeta, rnKiN/v 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant epsilon, mRNA, 


NM 033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1 , apoptosis-related cysteine protease (interleukin 1 , beta, 
convertase) (CASP1), transcript variant alpha, mRNA 


NM_0 01223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASP1), transcript variant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, b (RKlHAb), rnKlNA 


NM 002280 


Homo sapiens keratm, hair, acidic, j (JsJKIHAdj, mKJNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KK1 14), rnKlNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 1, mRNA 


NM 000661 


Homo sapiens ribosomal protein L9 (RPL9), mRNA 


NM 007104 


Homo sapiens nbosomai protein Liua ^Kri^iu/\j, rruviNA 


NM 033255 


Homo sapiens epithelial stromal interaction l (breast) (JbFblll), mKJNA 


NM_021196 


Homo sapiens sodium bicarbonate transporter 4 (NBC4), transcript variant a, 
mKJNA 


"NXK/T fl^OOAl 
1N1V1 UoZZ'fl 


Wr^mn cnni^nQ riKr*cr\mcil rvmtf»in T 10 TTlRN^A 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
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4 (B3GNT41 mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), riiRNA 


NM niWQ 

IN 1VX V/l JJ 1.7 


TTomn saniens dioentidvloentidase 7 <DPP7^ itiRNA 


NM 006458 


Homo sapiens ring finger protein 22 (RNF22), transcript variant alpha, mRNA 


xnivi uuouj / 


iinmn carvi <»n q T rryp-Oal 'betaC-il ciN Ac, beta -1 ^-cralantnsvl transferase nolvnentide 
5 (B3GALT5), transcript variant 1, mRNA 


Mivyf hookas 

IN 1VX__U U U OH O 


"HVvmrk canipnc rVipmnVinp (C^-C* motifi rerentnr 9 ff'Y^R'^i transerint variant B 

XlUillW OuUltllO L/llV'llH-'lVlllv^ ^V-/ lllWliA J 1 VV^/JJ CW1 ^V-/V- sX\~£* J y UailOvI 1^1 V CIA 1U11L JL - , J 

mRNA 


XNIVI UuUjOi 


iinrnn cnnipnQ midline 1 fOnitTYRBB ^vnHromp^ C\A 11 }1 ^ transerint variant 1 

XxUXXIU ouUlC'ilo lllivJ.li.li.V~' X \\^f y Lv£J X-> Xj x> ojrXUXl VJXIlw^J \±. v l us X jy u aiiov/l ipi vaiiaiii i j 
lllXV.LN.fTk. 


NM 002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 

1 1 J-L X_l > AX 


IN XVx _ \J\JZ.\J\J o 


HArnn ^aniens nlatelet-derived crrowth factor beta nolvnentide f simian sarcoma 

X X VJ 1 1 l\J OUUlullO VJ lUlvl v L Uvll Vull gll/VV Ul lUv 1 1 UVUt UU1 YUvyUUv I ulllllUl J. JIU vvlllU 

viral (V-sis^ oncogene homoloef} (PDGFBi transcriDt variant 1. mRNA 


NM 001134 

J- ^1 AYA \J W A J. _J~T 


Homo saniens aloha- fetonrotein f AlFP^ mRNA 


NM 000680 


Homo saniens adrenergic alnha-lA- recentor TADRAl A^ transcrint variant 1 . 
mRNA 


NM_023929 


Homo sapiens zinc finger protein RINZF (R1NZF), mRNA 




Homo saniens nhosnholinid scramhlase 4 rPLSCR4^ mRNA 

11U111U on^iwiio piivkJUHviiuiu ijviuiiii/iuov r y^x juu x« . 'x«> y , » 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 


"MTV/T 0 1 84Q4 

aNIVX UlO*ty 4 t 


l-fmrm QflmpnQ lenpine-rifVi anH Heatb Homairi cotitainiTiO' rT>Rl~)0^ mRNTA 

XlUlllU od|Jlvlio iV'Uvillv 1 Ivil 0X1VX U^aLll \-l v/ 1 1 1 u. J_l 1 V-> W 1 1 LCI 1 1 1 1 1 1 £^ ^JUJLvJL/l-' yj iiiivLii i. 


NM_004998 


Homo sapiens myosin IE (MYOIE), mRNA 


MA/1 H^^99^ 


UftTYin conipnc A ' 1 ' J-JVx-j-nrlin rr r*ci ccpt+P cilT**_'fci'mil'\7 ^(^P'TT? /N/f P P i TTlRTTVhf^T 19 
XxOIIlO od.piCnb i^V X X -UlllvXlXlg OdooCLlC, bCXU^Xo-lllliy ^v^J/ X XV/ IVXXvX J 9 111C111UC1 L^L 

(ABCC12), mRNA 


IN xVx_U J> ZiUJ 


TTrv-mrA ocinipnc r\rr>fpin tVhrkcr\ViQf 5»c^ 1 rp oi 1 1 c» tr\T"\ / ( \c\v\ oil rMTTIlf" 1 91-1 
XX.OlXlv' odlylCIlo tJiULCXll |JXiUopXl<lL<loC/ X, X CgUiaLUl y yiXiXiiUlUJl j OLXL7UX111 l^iJ 

(PPP 1R1 2B), transcript variant 2 , mRNA ■ 


IN aVX__U jZIUh 


T-T/vrYif\ oor\ipnc nmfpiti r^Vk/^cr\Vi'a'l"Q cp 1 -r^m il c\\c\r~\7 (\x\\rvC\\\ \cxr\ ci iVm mi t 1 9R 
XXOmO odpiCIlo prULCXIl pilUopilclLd.bC X, ICgUlclLUXy yillillUXLLlX ) oLXUUlllL l^D 

/pppipi9'D\ fransrri-nt variant 4 mRTsTA . . 

\JL XT XT X XV X ^- *-> J j LXdllol-'X 1|JL VallOlll *t 3 1 1 1XVJL > /A 




i-Tr\m<^ Qflnipnc rvrntfin "nlincnliataQR 1 TPCiilatOTV ^iriViiV)itf>r^ silHnnit 1 9R 

XXv^XllvX oaLFlv^llo L/lvXLt>lil jLJlUJo^JllCl LCIO O X, X VygUldlAJl jr ^XXlllUJllvJl ^ oUUUllll 1 

(PPP1R12B), transcript variant 3, mRNA 


"MM 0094S1 


Wnmn ^aniens *nrnfpin nhosnhatase 1 repiilatorv ^inhihitor^ suhunit 1 2H 

XTlv/XllvX OdLriv^llO IJl^JLt/lll 1 1 V -f O J-J 1 1 Cl 1 Cl O V^/ X, L L>gUlu.LUl j ^11X111 l_f X UV/1 ^ OUUUllll A A* XJ 

rPPPlR12B^ transcriot variant 1 mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTA1), mRNA 


NM 006005 


Wnmn sarviens Wolfram svndrome 1 rwolframin^ rWTPSl^ mRNA 

X XvfAAAV/ OAL/lv'ilij V » V/ AAA ulll O j AAVAl V/illv A \ VY \J 1 Al CI J 11111 / v J ? 


NM 015722 


Homo saniens calcvon* Dl donamine recentor-interactin& nrotein TCALCYONi. 

XXV/AAAV/ OClulV/llu VHlwy vllj 1— ^ A UUUUllllllv 1 vvvpiui iilkwiuvkuig ^n-^a * a ^ — ' *- ~ y 3 

mRNA 


NM 004184 


Homo saniens trvotonhanvl-tRNA svnthetase TWARSV mRNA 


NM_014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 CSLC6A7") mRNA 

AAlwAAAL^VsA / \ *— 'JLJ^-*\J*. 1 j 3 llllu. li X 


NM OOSS^ 


Homo sapiens mesothelin (MSLN), transcript variant 1, mRNA 


NM 013404 

J. > A YA \J A J~v" 


Homo saniens mesothelin rMSLTvn transcrint variant 2. mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRPG), mRNA 


NM 007480 

XNXVX vv^"Ou 


Hornn q ar»i ens nrotein nhosnhatase 1 recnilatorv f inhibitor^ subunit 1 2 A 

X iUl livJ oaUiwiio r r LKJ^y* ikd Ldov./ A ^ iWgUifl-LUi j ^uiiiiuiivi y oul/uiiil a x^a x 

(PPP1R12A), mRNA 


XNiVX WJOUO 


TJrvmn caniens fibroblast pto vvtH faptnr 1 £% (VC^* \ £i\ mRNA 

XT.UX11VJ OtlJ-/ 1 V-'llO llUlfUiaol glUWUl XCAV/lAJl A \J VJX X\JJy AAAXX—L ixx 


NM 01RQ7Q 

XNIVX V/107 / 7 


Urtrnn saniens nrotein lcinase lvsine Hefinent 1 rPRTCM/NTvl i mRNA 

XXUllivJ &a]JlL>llo yJL yJ L^AAl IViliClO^/ j Ijfolllt VX^Xl^/l^llt X \A 1\AV T r llAXl Jy H Ai-VA > A V 


NM 022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 
(HMG17), mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFN1 A4), mRNA 


NM 005768 


Homo sapiens putative protein similar to nessy (Drosophila) (C3F), mRNA 
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NM 033199 



NM 032243 



NM 031433 



NM 022466 



NM 004320 



NM 021047 



Homo sapiens stresscopin-related peptide (SRP), mRNA 



Homo sapiens thioredoxin domain-containing 2 (spermatozoa) (TXNDC2), 
mRNA 



Homo sapiens membrane-type frizzled-related prote in (MFRP), mRNA 



Homo sapiens zinc finger protein, subfamily 1A, 5 (Pegasus) (PEGASUS), 
mRNA 



Homo sapiens ATPase, Ca++ transporting, cardiac muscle, fast twitch 1 
(ATP2A1), mRNA 



NM 020152 



NM 017447 



NM 016154 



NM 016308 



NM 016066 



NM 016255 



NM 014781 



Homo sapiens zinc finger protein 253 (ZNF253), mRNA 



Homo sapiens chromosome 21 open reading frame 7 (C21orf7), mRNA 



Homo sapiens chromosome 21 open reading frame 91 (C21orf91), mRNA 

— *— _ . : „ . „ J? 11.. /T> AT1AX>\ ~t>XT A 



Homo sapiens RAB4B, member RAS oncogene family (RAB4B), mRNA 



Homo sapiens UMP-CMP kinase (UMP-CMPK), mRNA 



Homo sapiens glutaredoxin 2 (GLRX2), mRNA 



Homo sapiens family with sequence similarity 8, member Al (FAM8A1), 
mRNA 



NM 014468 



NM 013383 



NM 012481 



NM 012230 



NM 012199 



NM 005849 



NM 005414 



NM 004245 



NM 020831 



NM 015870 



NM 033330 



Homo sapiens likely ortholog of mouse coiled coil forming protein 1 
(KIAA0203), mRNA 



Homo sapiens VENT-like homeobox 2 (VENTX2), mRNA 



Homo sapiens transcription factor-like 4 (TCFL4), mRNA 



Homo sapiens zinc finger protein, subfamily 1A, 3 (Aiolos) (Z NFN1 A3), mRNA 



Homo sapiens POM (POM121 rat homolog) and ZP3 fusion (POMZP3), mRNA 



Homo sapiens eukaryotic translation initiation factor 2C, 1 (EIF2C1), mRNA 



Homo sapiens immunoglobulin superfamily, member 6 (IGSF6), mRNA 



Homo sapiens SKI-like (SKIL), mRNA 



Homo sapiens transglutaminase 5 (TGM5), mRNA 



Homo sapiens megakaryoblastic leukemia (translocation) 1 (MKL1), mRNA 



Homo sapiens endogenous retrovirus H Dl leader region/integrase-derived 
ORF1, ORF2, and putative envelope protein (HSU88895), mRNA 



NM 033326 



NM 017829 



NM 033256 



NM 033213 



NM 033070 



NM 032752 



Homo sapiens scavenger receptor cysteine-rich type 1 protein Ml 60 precursor 
(M160), mRNA 



Homo sapiens Sox-6 (HSSOX6), mRNA 



Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 



Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 14A 
(PPP1R14A), mRNA 



Homo sapiens hypothetical protein MGC12466 (MGC12466), mRNA 



Homo sapiens cat eye syndrome chromosome region, candidate 5 (CECR5), 
mRNA 



Homo sapiens hypothetical protein MGC15548 (MGC15548), mRNA 



JLAVA»*V fc-T W» JL ^*--M..fc^y T*.-*-^—' — — j _ > ■ — - 

Homo sapiens hypothetical protein MGC13008 (MGC13008), mRNA 
Homo sapiens hypothetical protein MGC15416 (MGC15416), mRNA 
Homo sapiens hypothetical protein MGC13114 (MGC131 14), mRNA 



NM 032686 



NM 032371 



NM 032366 



NM 032353 



NM 032304 



NM 032259 



Homo sapiens hypothetical protein MGC10540 (MGC10540), mRNA 
Homo sapiens hypothetical protein MGC2605 (MGC2605), mRNA 



NM 032240 



NM 032153 



Homo sapiens hypothetical protein DKFZp434F054 (DKFZp434F054), mRNA 

Homo sapiens hypothetical protein FLJ23519 (FLJ23519), mRNA 

Homo sapiens zinc family member 4 protein HZIC4 (ZIC4), mRNA 



NM 015064 



Homo sapiens ELKS protein (ELKS), mRNA 



NM 031294 



Homo sapiens hypothetical protein DKFZp586Ml 120 (DKFZP586M1 120), 
mRNA " 



NM 025213 



Homo sapiens spectrin, beta, non-erythrocytic 4 (SPTBN4), mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJ1 1800 (FLJ1 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM. 024804 


Homo sapiens hypothetical protein FLJ12606 (FLJ12606), mRNA 


NM 024052 


Homo saniens hvnothetical nrotein MGC3048 (MGC304S > > mRNA 


NM 024042 


Homo saniens hvnothetical nrotein MGC2601 CMGC2601 > i mRNA 


NM 020535 


Homo saniens lciller cell immunofflobulin-lilce recentor two domains lone 
cvtoDlasmic tail 5 fKIR2DL5 > l mRNA 


NM 021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK.506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl CoA reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc finger protein SBZF3 (LOC571 16), mRNA 


NM_019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo sapiens hypothetical protein PR02533 (PR02533), mRNA 


NM 018568 


Homo sapiens hypothetical protein PRO0943 (PRO0943), mRNA 


NM 018050 


Homo saniens hvnothetical nrotein FLJ 10298 (TLJ10298} mRNA ! 


NM 018019 


Homo saniens hvnothetical nrotein FLJ10193 (TLJ10193} mRNA 


NM 017609 


Homo saniens hvnothetical nrotein DKFZn434A1721 (DKFZd434A1721) 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPXl), mRNA 


NM 016360 


Homo sapiens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), mRNA 


NM 014700 


Homo sapiens KIAA0665 gene product (KIAA0665), mRNA 


NM 014680 

J- iIt JL V A. ivUv 


Homo saniens KIAA0100 eene nroduct CKIAA0100} mRNA 


NM 0P248 

X ^ XT X> V-' X *^X«r MKJ 


Homo sapiens selenophosphate synthetase 2 (SPS2), mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHX1), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo sapiens phosphogly cerate dehydrogenase (PHGDH), mRNA 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo sapiens gamma -tubulin complex protein 2 (GCP2), mRNA 


NM 016441 


Homo sapiens cysteine -rich motor neuron 1 (CRJM1), mRNA 


NM 014787 


Homo saniens F)naT fi-T^n4-0^ hnmnlop ^lihfamilv CI member 6 rDNATC16^ 

X X V 7 111 VT OUL/lvllkJ XyilClJ IllOUi V/ 1 1V_/ 1 1 i.\J lUg) O UUXU11XI1 j 1X1V111UW1 \J 1 X/l 11W V/V fj 

mRNA 


NM 004^13 


ffnmn «;anien<i ^nlnte rarripr familv ^ndiiim-cmmleH nunlpn^ide tran^norter^ 

X XVJ11 i\J OQ|71^i IO OvlUlL Lull Xdlilliy I~ L> I OV_J\_ll LX111 LX^JX^VJ. llUWlV'uaiUv LlClliL3|yv/l. Ivl 

member 1 (SLC28A1), mRNA 


NM 003141 

X > 1VX \J\J—) X — T A 


Homo saniens Sinoren <5vndmmp anticren Al f52kT") ribnmirJeonrntein 
autoantieen SS-A/Ro^ CSSAH mRNA 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
trans crint variant 1 mRNA 

L»X WIIUVA 1*^ »«*X XX4XX Lt X ^ iliXVL li i. 


NM 033(P3 


Homo saniens nlatelet-derived prowth factor alnha nolvnentide fPDGFA^ 
transcript variant 2, mRNA 


NM 005675 

x^ixVA \J\J*J\J / *J 


Homo saniens TTifrPfircrp cvnrlmmp rritical region penp 6 rDrrr^T?^ mRNA 


NMJ 16083 


Homo sapiens cannabinoid receptor 1 (brain) (CNR1), transcript variant 2, 
mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG_000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTTV), mRNA 
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NM 003695 t 
NM 006787 I 
NM 016205 I 
NM 017913 1 
NM 017701 I 

JN1VL UIjjOO x 

NM 012269 I 
NM 006207 1 

NM_001840 1 

■ 


[omo sapiens lymphocyte antigen 6 complex locus D(E48)^A 

r™™ sapiens melanoma antigenjamily D, 2 (MAGED2), m^A 

b^iie^iitdenvi^ 

fomo sapiens RhoGTYage activating protein 8 (ARHGAj^ngNA _ 

^^^o^P ag . bating protein 8 (ARHGA^nRNA _ 

* ^.ns hvalurono g lucosamimdase4(HYm,4, n.lU ^ 

4nmo sapiens platelet-derived erowth factor receptor-like (PDGfrKM, mRNA 

pr nrno sanies Vmnctin 1 (kinesin receptor) ihlNl), uikWA 

Homo sapiens cannabinoid receptor 1 '(brain) (CNR^transcnpt variant 1, 

fnRNA , , • ; i /rmr"n mRNA 


NM 014417 
NM_033223 


Homo sapiens Bcl-2 binding component 3 (BBlJ),mKiNA 

Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, gamma 3 

)' tri-*^ ™rif- C ontainina 28 (TR1MZ8 ), mRNA _ 


NM 005762 
NM_0 15906 


fe^J^ transcript vanant alpha, 


NM_033020 

NM 032421 
NM 031416 
NM 014412 
NM 016212 


mKISrA — : Z2 — ^* owl ^f™t a imiia 33 (TRIM33), transcript variant beta, 

Homo sapiens tripartite motii-contaimng id ^roivuj;, *> 

Homo sapiens chromosome 18 open reading irame 2 (CISorfZ), rriKNA 

TTomo sapiens Siah-interactine protein (SIP), mKNA 

aniens TP53TG3 protein (TP53TG3) mRNA — ^ 


NM 016552 
NM 015369 
NM 033284 
NM 031951 
NM_02U414 


ca? ien S testis specific ankyrin-like protein 1 (LUIM2S1), mRNA 

Homo sapiens TP53TG3 protein ( 1 FS3 l^rnKNA 

Wnmn sapiens transducin beta-like 1 protein (1BL1Y), mRNA 

hSn^o sapiens NYD-SP1 1 protein (NYD-SP1 1), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24 (DDX24), 

mRNA — 

Hnrno s?? ^«<= T P siiperfamilv protein (Z,391uj, mRRA. . 


NM 007268 
NM 006707 
NM_002491 


Homo sapiens butvrophilm-like 3 (B1NL3), mKJNA . . 

■ Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 3 (UkD, 
R l ?) <NDUFB3), mRNA _—— ■ 

- ■' V 1 -ff . ... ... 0 mpyPT o\ rnRNA 


NM 001386 
NM_000090 


Homo cspif-ns dihvdropvrimidmase-hke 2 (DP Y aLZ j, mtvJN/v 

- i^olapienlc^n, type III, alpha 1 (Ehlers-Danlos syndrome type IV, 

^tncnmal dominant) (COL3A1), mRNA 


NM_033150 


Homo sapiens collagen, type H, alpha 1 (primary osteoarthritis 
fpondylepiphyseal dysplasia, congenital) (COL2A1), transcript vanant 2, 
mRMA — — 


NM_001844 

NM 025245 
NM 004342 
NM 033157 
NM 033140 


"Homo sapiens collagen, type H, alpha 1 (primary osteoarthritis 

nomu Mpiww o __:* 0 i\ /tyyt 9 A 11 transcript vanant 1 , 

spondyloepiphyseal dysplasia, congenital) (CULZAi;, n-answipi 

Homo sapiens pre-B-cell leukemia transcription lactor 4 (PBX4), mRNA 

(Homo sapiens caldesmon 1 (CALD1), transcnpt vanant 3, mRNA 

H sapiens caldesmon 1 (CALD1), transcnpt variant z, rnJtNA 

Homo sapiens caldesmon 1 (CALD1). transcnpt variant 5, mKNA 


jNivi yjDjijy 
NM 033138 
NM 032635 
NM 030912 
NM 019849 


TTnmn gapiens caldesmon 1 (CALDl). transcnpt vanant 4, mRNA. 

Homo saniens caldesmon 1 (CALD1), transcnpt vanant l mRN A 

n„™ ^piens seven transmembrane domain prqtgm.<NiHbl4>, .uiUU 

Wn™ sapiens ring finger protein 27 (RNF27), mRNA 

Homo sapiens solute carrier family 7, (catiomc ammo acm transporter, y+ 
svstem) member 10 (SLC7A10), mRNA . 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mRNA 


MM" MAD A") 


Unmn earners yinc fmeernrotein 237 (ZNF237V mRNA 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLIO, mRNA 


JNiVI_UJ D 1 JO 


UntYiri conipnc ln\/ci1iirr»'nrko , liir»oQ5iTi"iirii Ha 2 iHTYAT.,21 transcrrnt variant 2. 

tlOmO SdpiCnb I*ydlUIUIlUgiU^Uod*l*I***u.ciot> j~ x ru^^yj uia.iiovzi.xpi. itmv 5 

mRNA 


XTN/f 1 
JNiYL_U3 3 IDV 


TJnrr»n conipnc l^\/aliirr>'nriCTliipncatYii'riiHaQp 1 /TTY^AT W Iran scrmt variant 2* 
xjLomo sapiens nydiuruiiugiuL'Uodiiiiiiiuaot' * ^mniji^j uoiwwi^i vonani ^ 

mRNA 


1N1VL UU / J 1Z 


TJ«-vmr» cQnipnc Vk\/5»1nrrvnnor1i lPOQaTnini Ha 1"YT"TY r AT .1 i trail SCTTDt Variant 1, 

mRNA 


jnivl_uuoi iy 


XJrvmrv conipnc -fiKrnKlQct <n*r*\xrfh "farinv R f androgen -induced^ fFGFS^ transcrint 
jntoiiio sapiens noro □lab i gruwui ldoivji o ^oiiuj. tj^wi* uiuu^u^ ^ u /> umwvii^i 

variant B, mRNA 


INJYL_UJ:> lOD 


TJ/-vr*-i/\ cor\i pnc -FiVir/Vhlsict trrnw+b fsir»trvr R f anHrncypn-'i'ndiiceri^ fKGFS) transcnot 

variant A, mRNA 


XTTV/T 1 1 


U^mrt ooi-*i*»T"io -fiTM-rvV^loct rrrn"\*/+Vi fof»fr\r R / imdT'OO'eri-'iTldllf'ed^ HFGFR 1 trail SCnOt 

noino sapiens liDrouidbi gruwixi idt/Lui o ^diivjiugC'ii nnjuvtLiy vjx uy, uauouii^i 
van an i mxsj>i/\ 


INlVI__U J 3 1 OJ 


u niri A cQnipnc -fiV»rr»V»l^ct crrnwfVi fartfxr R ^anrlrnppn-iTifliicecl^ ^FGF8^ transcriDt 

JrlOlIIU octUlCIlo IlUlUUlaoL gl U W 111 lab i.\JL o ^aiiuiugwii uiuu^vu^ v_»x w /5 »|^»- 
VdridllL r , IIJLXV1N jtV 


xnvr ft09nno 
lNivi \j\j£\j\jy 


u nnif , cqnipnQ fiV»rnh1a<:t crrowth factor 7 Tkeratinocvte erowth tactor) (b'Cjib"/). 
mRNA 


"NTM 091007 

J.N1VJL V/X I7v / 


Wnmn c;anipn<? dv«?trnhrevin beta fDTNB^ transcriot variant 1, mRNA 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB) ? transcript variant 3, mRNA 


J.NJYL 


TTr\mr> ca-nipriQ Hv<?tTnHrpvin beta TDXNR^ transcriot variant 2. mRNA 


NM 015902 


Homo sapiens progestin induced protein (DD5) 9 mRNA 


XTA/f flfif.777 


W/^-T-i-irt canipnc r«-\ rfrkr*V» Tvvm£» T^il^n ciibf*54mi1"v/ TTTA /'"Tii'nbefli'niTie oxidase 1 
nonio sapiens cyLOcnroiiic r*tjv, buuidnniy ijxtv ^iiipii^vi-ipiii^ vi^viviaovw^, 

polypeptide 5 (CYP3A5), mRNA 


iNiVL_UUU / Oh- 


Urvmrv conipnc r»i/+rfcr»lrrr*'mf* T>A^0 cnb'P^mil'v/ TTA /Vvhpnribarbitfll -inducible^ 
xxomo sapiens cyioonronic rnju, ou.uidiiJiiy jjltv ^jjiit'iiv-njtaiL/iu*i iiivanv>i u»iv^y , 

•ririlirr»p»T»ft/1f» 7 /T^VT ) 9 A7^ tran Qrri-nt variant 1 mT^N A 


inivi_jj dkjd oy 


Tlr\mr\ cat-ii#»Tic ^\rfrtrV»rnnip PztSO cubfamilv TTA rribenobarbital-inducible^ 
nnlvnentirle 7 ^PVP9 A7"l transcrint variant 2 mRNA 


>JlVr 0007^9 


Wr\mn conipnc rvtnrbrnmp P4-S0 cubfamilv TTA ft)benobarbital-inducible\ 
nolvnentide 6 CCYP^A6^ mRNA 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


NM rn3258 


fTnmo ^anien 4 ; O-nrotein gamma 8 subunit fGNG8\ mRNA 




TTnmn <;ar»ien<; wintred belix/forkhead transcrintion factor fHFHl), mRNA 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEX1), mRNA 


MlVf 0991 


Wnmn canienQ lin-recmlaterl bv RfG-CWS CLOC641 16^ mRNA 


1N1V1 VKJD // J 


T-Tr\TTir* conipnc Vi^«aliimnr»cr1iirr»QnTTiinida«;e 2 H-TV AT 2^ transcrint variant 1 
mRNA 


NM 012794 


Homo <5anien<; NG22 nrotein fNG22^ mRNA 


NM 030768 


Homo sapiens integrin-linked kinase-associated serine/threonine phosphatase 2C 
(ILKAP), mRNA 


NM 025257 


Homo sapiens NG22 protein (NG22), mRNA 


NM 020996 


Homo sapiens fibroblast growth factor 6 (FGF6), mRNA 


NM 016543 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 016134 


Homo saniens nlasma fflutamate carboxvoeotidase fPGCP), mRNA 


NM 014385 


Homo sapiens sialic acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 013287 


Homo sapiens phosphoprotein enriched in astrocytes 15 (PEA15), mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGF1 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGF10), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 I 
NM 003768 I 
NM 002010 ] 
NM 033215 1 
( 


iomo sapiens sarcolipin (SLN), mRNA _ _ 

Jomo sapiens phosphoprotein ennched in astrocytes ig , YV^Yo ,,i»bi A 

-lomo sapiens fibroblast growth lactor 9 (glia-activating ractorj irur?;, 

flomo sapiens protein phosphatase 1, regulatory (inhibitor) subunit it 
THPPIRJF) mRNA 


NM_032741 1 
NM 022152 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransferase 1 (lysophosphatidic 

acid acyltransferase, alpha) (AGPAT1), mRNA 

Homo sapiens PP1201 protein (TP1201), mRNA 


NM 033225 
NM_014505 

NM 032559 
NM 015394 
NM 003388 
NM 032736 
NM 032689 
NM 032227 
NM 014506 


Homo sapiens CUB and Sushi multiple domains 1 (CSMD1), mRNA 

Homo sapiens potassium large conductance calcium-activated channel, 

subfamily M, beta member 4 (KCNMB4), mRNA 

Homo sapiens kinesin protein (LOC84643), mRN A 

TT ™W finopr nrntein 10 (TCOX 1) (ZNFIO), mKJNlA 

Homo sapiens zinc linger proiem iu v 1 ^^^ tl v ■" 

Wnmo sapiens cytoplasmic linker 2 (CYLN2), transcnpt variant 1, mRNA 

Wnmn sapiens torsin family 1, member B (torsm B) (TOR IB), mRNA 

H„™ sapiens hvoothetical protein MGC13071 (MGC13071), mKJNA 

Hnmn sapiens hypothetical protein FLJ22679 (FLJ22679), mKMA 

Homo sapiens torsin family 1. member B (torsin B) ( LOKIU), mnrtA 


NM 030900 
NM 030758 
NM 017698 
NM 018225 
NM 016285 
NM 007249 
NM 006464 
NM 00641 1 

NM 004749 


Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 

Homo sapiens oxysterol binding protein 2 (OSBP2), mRNA 

Homo sapiens hvoothetical protein FLJ22679 (FLJ22679), mKMA 

Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 

Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 

Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 

Homo sapiens trans-golgi network protein 2 (TGULN2), mRNA — 

iw^r. cnnipns 1 -acvlelvcerol-3 -phosphate O-acyltransferase 1 (lysopnospnatiaic 

acid acyltransferase, alpha) (AGPAT1), mRNA 

Homo sapiens cell cycle progression 2 nrotem (CPK2), mRNA _ 


NM 000285 
NM_001467 


w™™ sapiens pentidase D (PEPD), mRNA ; 

Homo sapiens glucose-6-phosphatase, transport (glucose-6-pnospnatej protein 1 

(G6PT1), mRNA - 


NM 033198 
NM_002920 

NM 018944 


Homo sapiens phosphatidylmositol glvcan, class S (PIGS), mRNA _ — _ 

- - rt _ ,,i«+™-,r -f*o/>frti- v a rinflnences HLA class II expression) 

Homo sapiens regulatory lactor .a., *t ihuaucii^g& uiaoj ** v " v r p / 

fRFX4), mRNA ■ 

Wnmn sapiens chromosome 21 open readme frame 45 (C2 1 ori45), mKJNA 


NM 033214 
NM 033089 
NM 016015 


Homo sapiens glycerol kinase pseudogene 2 (GKF2), mRNA 

""Homo saoiens hypothetical protein FLJ221 15 (FLJ221 15), mRNA 
Homo sapiens leucine carboxyl methvltransferase (LCM1), mKJNA . 


NM 033209 
NM_033093 


" Homo sapiens Thy-1 co-transcribed (LOC94105), mRNA 

Homo sapiens tripartite motif-containing i (.JLKiMi;, xranscnpt vanant delta, 
mRNA 


NM_033092 


Homo sapiens tripartite motif-containing 5 (TRIM5), transcript vanant gamma, 
mRNA : . -r 


NM_033091 


Homo sapiens tripartite motif-containing 4 (TR1M4), transcnpt vanant beta, 
mRNA — — 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TR1M4), transcnpt vanant alpha, 
rnRNA - — — 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRJM5), transcnpt vanant alpha, 
mRNA . 


NM_015318 
NM 007204 


Homo sapiens Rho-specific guanine nucleotide exchange factor pi 14 (PI 14- 

RHO-GEF), mRNA — — 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide zv, lujkb 
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mr)X20^ mRNA 


MM 039R64 


Homo ^aniens hvnothetical nrotein FLJ14936 (FLJ14936» niRNA 


MM 039639 

ANAYX \}~>^*\JJ^ 


Homo ^aniens nho^nhoino<?itol 4-nhosDhate adantor nrotein-2 fFAPP2 j. mRNA 


NMJ>32583 


Homo sapiens ATP-binding cassette, sub-family C (CCTR/MRP), member 1 1 
fARmii mRNA 

^/vJDV^V./ A I J) X X XLVX N -Tx 


MM 0399 R4 

IN XYX vJZ— OH 


Hnmo qanien^ hvnothetical nrotein FLJ14936 fFLJ14936i mRNA 

x Xwl odLJldio lijr \JyJ nodi piuiviii x ±-jJ x~ s ~j \j \x x-ij nyju^j ii^vx ^^t. 


NM 032182 


Homo sapiens hypothetical protein FU13614 (FLJ13614), mRNA 


MM 071797 

XNXVX \J<£ jl f i 


TTrvmr\ cnm'pnc fat+v apifi HpQafiiraQP 3 fT^ ATjSi3^ mTCM^A 
XxUlIIU od(^lCllo AdLl y auiu taCodliXA aot- j \x .rvx-/kj«J i ? i x ixvj. > n 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 

vpacf* liVe 4 TFT OVT 4» mPMA 


NM 015162 


Homo sapiens lipidosin (BG1), mRNA 




XJAmn oo-n-i^-ne -i c1^"f_cr%<»r»'i - fir» rrliir'f^C^-.A-rVhrkCTVhataCf* f*ata1vtlP Q11 nilTll t— rplatPO 
ITU1J1U odVUlCIlo lolCL bLJCvlXlV^ glU\vL)oC~l» ~|Jll\JoL/IlCltCloC l^dldl^Y llv/ O LIU 1X111 L — 1 WIC* LV^VX 

r»rrkt<=»in fTiTR Pi mRNA 


NM_0 19094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 

^XN VJU XH), IxLKJ.N/Y 


MM 01 QOQ1 


xiomo sdpienb piecKbLrxn noiriuxugy uuixitiiii-L'Uiiuiiiiiiigj xaiixxiy -t\. 

^T\V»/*kcr»1ir»iTir\cifir1f> V\inHinnr cr^F»r* i "fi r*^\ mpmhpr 3 /'PT FT^TTA3 i TTlT^*WA 
^(JIMJblXllvllIlOoillU-C U111U.1HH, bpCulll^ ^ lilC«J.iHJC/± J Jji^ivlir\.J J, IIXIVI^-TV 


MM 01 R9Q3 

XNXVX V/ 1 


TJnmn canienQ Viwinth^tiral nrntein FT T10997 fFT Tl 0997 ) mRMA 


TsTM 01 S994 
xnxvx \j Lj>yy-r 


Unmn cariifTic AT^Paqp T-T4- tr^ti Qnrvrri n o 1v*iO , snTnfl] ^vacuolar "nroton TiiiTTYni 
member M CATP6Mi mRNA 


NM 015952 


Homo sapiens PTD013 protein (PTD013), mRNA 


"NM 01*5899 

i N XYX Ul JO>7 


TTnmn Qnr*if*n^ ■nutativp o^lvnolinid rrarmfpr "nrotein CI ,OClS 1 054 l mRNA 


MM 016309 

ANXYX \J 1 VJ-J \J .7 


T-Trirrm Qatiif^nQ 1f*iipinf* parHowl mpfnvltran^fpra^p (J .CI W/[ T i mRMA 


MM 01334S 

XNXVX \J 1 Jj'tJ 


TTrirnr* coni pn c O nrofpin— pmiTilprl reppiitor ^ Ct9 A i mRNA 


MM 019998 


T-TrtiTir* c^ni p»n c •ni1i"n-1i1^"f a t~rci"n cr*"rin1"i r\ti "FanffXT TPTT R 1 ttxRTSTA 

JTXVJXIHJ odplClio JJ1111X 111VC LlCllloV^l IjJllUll XcXV/LUl ^X XA-jX-J J 9 A11XN-1 >il 


MM 006R86 

AN AYA uuUOOU 


Unnio canipnQ AT'P ^vntliaQP TT+ tranQnorfino - mitonhonrlrial Fl comnlex 
enqilon subunit CATP5Ei mRNA 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


NM 032643 

ANAYX V/ J jirVi*Tj 


Homo <?anien«; interferon reeulatorv factor 5 (TRF5 i transcrint variant 2 mRNA 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


TsTM 033143 

XNXVX VJ J 1*TJ 


Uatmh QnnieriQ fiHmTi1?i<3t crrowth fartnr S rPOFS i tran^friTit variant 9 mRNA 


MM 09 063 S 

XNXVX UZUUjO 


nmrs cani f*ti c fiVirr»V»1j» ct crrri\x/i"V*i fftf*tor 93 /'P'(^iT793^ mi^ TnJA 

XXiJlllU odpiCIlo XlUlUUlaoL gUJWlIX lal/lUl l^X VJX / 5 iixxvx ^ r\ 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 1, 


MM 033137 

XNXVX \jDO LD I 


TTr»mr» canipnc "fiHrrfcHlsict rrrr^\x/tV» fiar»tnr 1 Tar'iVlip^ fV*(~^P^ i tran Q^ri nt variant 3 
XxOillU i>dpiCIlo ilOIUUldoL glUVVLll XdL/LUI 1 ^ctClU-lt/y ^rvjxl J, UdXXaC/lipL vdiidiiL 

mRMA 


MM 039109 

XNXVX \J J jL. L \J 


Uaiyio car^ipric Qmlipincr "Par* tot* o-rcriTtin f»/ cf^innP'-Tn r»Vi 461^Tl I Sl^P46i mK^^A 

X7XU111U od|Jlt/llo O jJllV-'illg XdWLVJlj CLk gXlllllW OWl XX1C~I 1L/11 > *"TUi\_L/ ^IJl\X "TV/I 5 XXXXVX^I^V 


NM_033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGF1), transcript variant 2, 
mRNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


NM 033130 

1 N XY X \J J — / IJU 


Wnmn canipriQ Qialip aciH bindino Tcr-liVp 1pr*tin 10 rSTCrT F(^10l mRNA 


MM 09O66S 

XNXYX V.i.V/VJ*J«J 


TTnmrv cnnipnc Vi Hn pv-^tipp.i fi c mpmhranp -r%rr\tp"i"n ^TsTX"- 1 7 i mRNA 

XXVJlllU odpiCllo IVlLAllt^^y op^W/lliU lllC^XllL/l dllt/ LJAlJLC'lll ^AX-Zv A / /, AXXXVX^x^. 


MM 033180 

X^JXYJ. \J .J -J X OVy 


T4omr» canipns; olfactorv reeentor familv SI <iiibfami1v R member 9 TORSlT32i 

XX^JAAIU OdLJlt/llo VJAXdt/ HJXjr l^V/vplv/lj XdllAXljr J 1) O U UlOll IX Xy XJ ? 1 — ^V-'XV^ lXJ^j 

mRMA 

AAXXVXN/x 


NM 033179 


T-Tomo <:anipn«5 olfactorv reeentor familv S1 <?nbfami1v R member 4 ^ORSlR4i 
mRNA 


NM 033178 


Homo sapiens double homeobox, 4 (DUX4), mRNA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUC13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM_020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type II (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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NM 032491 I 
( 

NM 024551 1 


lomo sapiens regulatory factor X, 4 (influences HLA class II expression) 

PFX4X mPTSTA 

iomo sapiens hypothetical protein FLJ21432 (FLJ21432), mRNA 

. . — TZT-^A^r, frame- 0 (C 1 OnrfY> mRNA 


NM 021830 1 
NM 017972 ] 
NM_020398 1 

NM 020637 
NM 019113 


lomo sapiens chromosome 10 open reading trame z ^i-iuonzj, hirin^ 

Homo sapiens hypothetical protein FLJ20689 (FLJ20689), inKM _ 

Homo sapiens serine protease inhibitor-like, with Kumtz and WAT domains 1 

feppin) (SPINLWl), mRNA . 

Hnmn sapiens fibroblast growth factor 22 (FGF22), mRNA 

Homo sapiens fibroblast growth tactor l\ (forzi;, mKJNA 


NM 017926 
NM 016444 
NM_015966 

NM 015919 


Homo sapiens hypothetical protein FLJ20689 (FLJ206S9), mKJNA 

Homo sapiens zinc finger protem 226 (ZNF226), mRNA 

Homo sapiens serologically defined breast cancer antigen ^uduavjo^, 

mRNA — 

Homo sapiens zinc finger protein 226 (ZJN*226), mRNA 


NM 015474 
NM_007096 


Homo sapiens SAM domain and HP domain- 1 fSAMHDl), mRNA __ 

Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transcript variant bram- 
specific inRiNA. ■ ■ * — ■ 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transforming protem 
1 TCannsi sarcoma oncogene) (FGF4), mRNA . 


NM_001833 
NM 022143 


Homo sapiens clathrin, light polypeptide (Lea) (CLTA), transenpt variant 

nonbrain, mRNA 

Homo sapiens NAG 14 protein (NAG14"), mRNA 


NM 005292 
NM 001371 
NM_012276 

NM 012092 
NM 032447 
NM 024017 


Homo saniens G protein-coupled receptor 18 (GPK1S), mKJNA ^ 

Homo sapiens dynem, axonemal, heavy polypeptide b (1>JNAH.s;, mis.iN.ri 

Homo sapiens leukocyte immunoglobulin-like receptor, sublamily A (without 

TM domain), member 4 (ELT7), mRNA _ 

Homo sapiens inducible T-cell co-stimulator (ICOS), mKJNA 

Homo sapiens fibrillin3 (KIAA1776), mRNA 

Homo sapiens homeo box B9 (HOXB9), mRNA 


NM 019558 

NM 024690 
NM_018558 


Homo sapiens homeo box D8 (HOXD8\ mRNA 

Hnm^ snrt-n" «Y"«P^taamin-like 2 (SYTL2), transenpt variant b, mRNA 

Homo sapiens mucin 16 (MUC16),mRNA _ — ■= 

Homo sapiens gamma-aminobutyric acid (GABA) receptor, theta (GABKt^, 
mRNA — 


NM_014452 


Homo sapiens tumor necrosis factor receptor superfamily, member zi 


NM 006242 
NM_006545 


Homo sapiens protein phosphatase 1, regulatory subumt 3D (PPP1R3D), mRNA 
Homo sapiens homologous to yeast nitrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA 


NM_005398 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 3C 
(PPP1R3C), mRNA . — — — — 


NM_006645 

NM 032800 
NM 004265 
NM 013402 


Homo sapiens serologically defined colon cancer antigen Zb ^U^AijZH), 

mRNA 

Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mKlNA 

Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 

Homo sapiens fatty acid desaturase 1 (FADS1). mRNA . 


KTTvf 011428 
NM 025243 
NM 024411 
NM_007368 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525), mKJNA 

Homo sapiens solute carrier family 19, member 3 (SLC19A3), mRNA 

Homo sapiens prodvnorphin (PDYN), mRNA 

Homo sapiens RAS p21 protein activator (GTPase activatmg protein) 3 

(Ins(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 

Homo sapiens myotubularin related protein 2 (MTMR2), mRNA . 1 


NM 003912 
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1STN/T H1 ^QQA 
1N1V1 UlDyo^- 


Wrm-in cnni'pnQ iifrinnitin rVt^rminal "hvrlrnla^e TJCTT^T fTIPTT^7^ mRNA 


NM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


xnvvf ai £L"\ </c 
JNJVL UIoIjO 


Jtiomo Sapiens myouiDUiann related proiem z yIviiivjljvz^, ituvin/\ 


JNM_UUOOO / 


Jtiomo sapiens progesterone receptor memurane componeni i ^r^orvivrv^ i j, 
mRNA 


JNJYl UU031Z 


Jtiomo sapiens nuciear receptor co-repressor z ^rNv^vjixz,/, mjxiN/\ 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 

tyiT? TsJ A 
mJKJN/Y 


INIVI UUUHH 1 


riomo sapiens soiuie carrier iamiiy zo, niciiiuci *+ ^ojlv-.z-oa^, iiuxiN-rv 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
xranscripi variant z, mivrN/v i 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA j 


"MTV /T A A C/ITC 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 
rriKJNA 


INM__UU4 /Z3 


Homo sapiens rho/rac guanine nucleotide exchange factor (GEF) 2 (ARHGEF2), 

mPTsJ A 


1N1V1__UU*+ / UO 


XlUIIlO bd.piCIlo JXJlU gUalUIlC nilwlCULlU.C CAL/lldllgC la^slKJL \^VJl_yX J 1 y/irJTlVJIir 1 ^, 

mRNA 


KTTV/1 AA 1 A'} 1 
INIVI UUIUjI 


jtiomo sapiens noosomai proiem ozo ^intozoj, rnxviN/*\ 


1N1V1 UU1UJU 


rxomo sapiens rioooomdi pioiein oz/ ^inciaiiopd.iiauiiiuiiii i ^ ^xsjto^- / ihivln^tl 


JNiVl UU lUZy 


riomo sapiens noosomai proiem ozo ^x\_rozoj, iruviN^v 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFC1), mRNA 




Homo sapiens Lrirzi repeat domam-containing i ^uirziKJJi transcript 
variant 2, mRNA 


INIVI UUO 11/ 


xromo sapiens iiuroDiasx growtn iactor iy \r\jr iy) 9 itijvln/\ 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKC1), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
memorane sector associated proiem lvio-^' ^/vrioivio-?^, iruxiN^i. 


JN1VI UUlo4o 


riomo sapiens coiiagen, type vi, aipna i ^v_^i^o/\i ), itlc\j.n/v 


lNivi uu^fioz 


xiomo sapiens caanerin o, type iSw-caunenn v.ieid.1 Kiuiicy j \\^Ljrio j, nirviN/\ 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigenj, memoer 10 ^oi-rV^ZDAioj, nuciear gene encoding mitocnononai 
protein, mRNA 


INIVI UdZzthd 


xiomo sapiens synaptotagmm-iiKe z i n-.zj, transcript variant a, mi\j.N/\ 


JNJVl UUoyjZ 


riomo sapiens smootneiin ^oiviiinj, mrvrN/\ 


XTA/f AAA/11 1 

lNlYl_UUU^fl 1 


nomo sapiens noiocarooxyiase synxnetase ^oioiin-Lproprionyi-v^oenz^'nie r\- 
carboxylase ^-rviJr-nyQroiysmgjj iigasc; ^n-L/V^o iiu\j.\/-\. 


1N1YI__UjU / / / 


T-Tr\-mr\ ecjT*i^Ttc CAliif^ r*ar~rif*r fia*m-i1\/ 7 / ■far , ili'fat/='H O"! UPAQP fT , c*nCT\AT*t< a 'r^ ~m pmKpf 1 0 
nOIIlU SdpiCIlo oDiLitC OalllCI ldJIlliy Z> ^Ia.ClllL<lLCU. glUWVJoC LldllojJLH LCI J 9 lllClilUtl 1V7 

(SLC2A10), mRNA 


"MM" O77R07 




xnv/r m 
iNivi uioojy 


riomo sapiens autiviiy-ucpenoent neuroprotecior ^jtvl/inj:^ j, irir\j.N/\ 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


INIVI UZZU40 


Jtiomo sapiens KauiKxem m ^jsj^rvi^fj, misiN/\ 


TsJiv/r AOAA/11 


riomo sapiens soiute carrier iamiiy z ^iacuitated glucose transponer^, memoer y 
(SLC2A9), rnRNA 


NM 019851 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEF10), 
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mRNA — — 


NM 006989 


Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mRNA 


NM 006568 


Homo sapiens cell growth regulatory with ring Finger domain (CLrKiy ), mKiNiv 


NM 004841 


Homo saoiens RAS protein activator like 2 (RASAL2), mKJNA 


NM 004115 


Homo sapiens fibroblast growth factor 14 (FGF14), mKJNA 


NM 003244 


Homo sapiens TGFB-mduced factor (TALE lamily homeobox) u^J^>> tntUN/v 


NM_007285 


Homo sapiens GABA(A) receptor-associated protein-like 2 (GABARAPL2), 
mRNA 


NM 006047 


Homo sapiens RNA binding motif protein 12 (KJ3MU), mKJNA 


NM 032588 


Homo sapiens ring finger protein 28 (RNF2b), mKJNA 


NM 030766 


Homo sapiens apoptosis regulator BCL-G (BCLCj), mKJNA 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protein-coupled, 12 (P2RY12), 
mRNA 


NM 015641 


Homo sapiens testis derived transcript (3 LIM domains) (1 Jib), mKJNA 


NM 018144 


. — s- 1 i t jy ynr?T T1 AC70\ M D\T A 

Homo sapiens Sec61 alpha form 2 (FLJ10578), mKJNA 


NM 032015 


Homo sapiens ring finger protein 26 (RNF26), mRNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 
(LAPTM4A), mRNA 


NM 020415 


Homo sapiens found m inflammatory zone 3 (FIZZ3), mKJNA 


NM 020358 


Homo sapiens ring finger protein 18 (RNF1S), mRNA 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAEA), mRNA 


NM_0 16523 


Homo sapiens killer cell lectm-hke receptor subtamily b, member 1 tKLK* i), 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA 


NM 006862 


Homo sapiens tudor and KH domam-contammg protem ( 1 DRKH), mKJNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 (CEP2), mRNA 


NM 006292 


Homo sapiens tumor susceptibility gene 101 (TSG101), mKJNA 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (CEP3), mRNA 


NM_002558 


Homo sapiens punnergic receptor P2X, ligand-gatea ion channel, i ^r^K^i;, 
mRNA 


NM 006712 


Homo sapiens FAST kinase (FAS IK), transcript variant i, ixikjna 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript variant 2, mRNA 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcript variant 3, mKJNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIF1), mRNA 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mRNA 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 (KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (AP2M1), 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit (AriMZj, 
mRNA 


NM_005498 


Homo sapiens adaptor-related protein complex 1, mu 2 subunit (ArlMij, 
mRNA 


NM 032981 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant zeta, mRNA 


NM 032980 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant epsiion, mKJN a 


NM 032979 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant gamma, mRNA 


NM 032978 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant oeta, mKiN/\ 


TvTN/f nT7Q7^ 
JNJVL ujzy / J 


u nrnn oQni<anc Hvctrobrevin aloha TDTNA^ transcrint variant alpha, mKJNA 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN3, mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN1, mRNA 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 2, mRNA 


NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcript variant 1, mRNA 
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NM_024416 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
van an i niiviN/\ 


XTft/f A11A1 /I 

JNM_UJ3U14 


riomo sapiens osteoglycin ^osteoinductive iactor, mimecan j transcript 
variant 1, mRNA 


XTTV/T A 1 /I A C7 

INM_014U57 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 




riomo sapiens reunoic acia receptor, ueta ^iv/\j\jd )> transcript vanani z, mxviN/\ 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 


XTA/f A1007'7 

JNM_UJzy / / 


xiomo sapiens caspase iu, apoptosis-reiatea cysteine protease (tAor iuj, 
transcript variant D, mRNA 




Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 
transcript variant C, mRNA 


NM_U32974 


Homo sapiens caspase 10, apoptosis-related cysteine protease (C ASP 10), 
transcript variant B, mRNA 


XTA /f AA 1 O O A 

NM_U01230 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASP10), 
transcript variant A, mRNA 


IN 1V1__U J Z y y Z 


riomo sapiens caspase o, apoptosis-reiatea cysteine protease ^v^/vojr o ), transcript 
variant beta, mRNA 


JNm_UUlZZO 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant aipna, nitviN/\ 


1N1V1 UjjIjj 


riomo sapiens z ,^ -cyclic nucieotiae d pnospnoaiesterase ^^iNjrj, ituvin/\ 


INIVI UjjI/j 


riomo sapiens organic canon transporter ukd i ^v_/isjt> i ) 9 TnxviN/\ 


XTTV/f mni/IQ 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 
rriKJNA 


INIVI UuUj'fU 


xiomo sapiens ryanoQine receptor i ^sKeieiai j ^xviivij, Tnrvi>j/\ 


1NIVX U107JU 


xromo sapiens syntaxin 10 ^oiaioj, iiirviN/\. 


MM 014R08 


TTAmA cnniprtQ liTTA A07Q7 crpnp -nrAHiirt fTCTA A070^^ mRNA 

riOIIlU odpiCIlo JSULt\S\\J / 7 J gCllC pXUU-U-OL ^JVIAAU / ^, IlLCViN^V 


1N1V1 v/Ujfiio 


xxuinu bdpiena vdv i oncogene ^ v/w i ^, iiitviNiA. 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


XTN/T A^IA^Q 
1N1V1 VDjyJoy 


xiomo sapiens Auu-yu protein (/\jju-7U ), mjKiN/\ 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDAC1 associated repressor protein (SHARP), mRNA 


JNM_032yo4 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


NM_U32963 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 

lTLtviN/\ 


NMJB2982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
ceil expressea, developmentally aown-reguiatea J.) (\^j\orZ) y Transcript variant i, 
mRNA 


NMJ)32957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(lJNrKbroB), transcript variant 1, mKJNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
( iJNrKorODj, transcript variant Moot, mKJNA 




rlATTlA F*T~l C PilcnQCP *7 QT\^T\f'/^C1 C— Tf*l ft1"^A A"VQl'^1A< a r>7"/^ tpQCP /'ni^liTill "m*^r*HT*C AT* 
iiuiuu oapiciio LaoUaoC ayUULUolo iv/iaitu ol^iiic |JHJLCdoC ^iiciiidl Ui CvUlaUi 

cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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( 

NM 003701 1 
( 


TNFSF 11), transcript variant 2, mRNA _ 

lomo sapiens tumor necrosis factor (hgand) supertamily, member 11 
TNFSF11). transcript variant 1, mKNA . — — 


NM 005409 J 
( 


j^mr. oa r,ipn<! small inducible cytokine subfamily B (Cys-X-Cys), member 1 1 
SCYBll) mRNA - — 


NM_005035 ] 

i 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (POLRM1), 
nuclear gene encoding mitochondnal protein, mKJN A ___ 


NM_006980 


Homo sapiens transcription termination factor, mitochondnal (MitiRF), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001305 
NM_032996 


Homo saoiens claudin 4 (CLDN4), mRNA ___ — 

Homo sapiens caspase 9, apoptosis-related cysteine protease (CASP9), transcript 
variant beta, mRNA _ _ . - , , r— H 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CAbryj, udiiswipi 
variant alpha, mRNA — 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CASP3), transcript 
variant alpha, mRNA : 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteine protease (CAbrt), transcript 
variant beta, mRNA — 


NM_033057 
NM 033051 


Homo sapiens olfactory receptor, family 2, subtamily B, member l ^ezj, 

mRNA — — — 

Homo sapiens thymic stromal co-transporter (ISCOl), mKHA _ 


NM 033048 
NM_O33007 


n nmft sapiens CPX chromosome region, candidate 1 (CPXCR1), mRNA 

Homo sapiens death effector filament-tormmg Ced-4-like apoptosis protein 
(DEFCAP), transcript variant E, mRNA . . 


NM_033006 


Homo sapiens death effector filament-formmg Ced-4-like apoptosis protein 
(DEFCAP), transcript variant D, mRNA —\ 


NM_033005 


Homo sapiens death effector filament-forming Ced-4-iike apoptosis protein 
rpippp ApA trrmqcrint variant C\ mRNA .._ — J 


NM_033004 


Homo sapiens death effector filament-forming Ced-4-hke apoptosis protein 
(DEFCAP), transcript variant A, mRNA 


NM_014922 
NM OOOOoo 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protein 

(DEFCAP), transcript variant B, mRNA 

TT nmn carY : rTlc r-niiafren tvoe I alr>ha 1 (COLI AO, mRNA 


NM 019105 
NM 033036 
NM_033029 

NM 033028 


Homo sapiens tenascin XB (TNXB), transcript variant XB, mKNA 

Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3S12), mKJNA 

Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

mRNA — 

Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 
NM 020137 
NM_015133 

NM 014006 
NM 021914 
NM 032520 
NM 032923 
JNM UjZyi / 
NM 032868 
NM 032862 
NM 032801 
NM 032753 
NM 032737 


Homo sapiens secretory protein SEC8 (SEC8), mRNA J 

Homo sapiens GRIP-associated protein 1 (GRASP1), mRNA __J 

Homo sapiens mitogen-activated protein kinase 8 interacting protein 3 

(MAPK8IP3), mRNA . 

Homo sapiens Pl-3-kinase-related kinase SMG- 1 (SMU l ), mKNA 

Homo sapiens cofilin 2 (muscle) (CFL2), mRNA 

Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 
Homo sapiens hypothetical protein MGC16025 (MGC16025), mRNA 
TTnmn sani*™ hypothetical nrot™ Mnr2R4S (MGC2848), mRNA 
Homo sapiens hypothetical protein FLJ14981 0FLJ14981), mRNA 
Homo sapiens hypothetical protein FLJ14926 fFLJ14926), mRNA 
" Homo sapiens hypothetical protein FLJ14529 (FLJ 14529), mRNA 
"Homo sapiens hypothetical protein MGC1 563 1 (MGC1 563 1), mRNA 
Homo sapiens hypothetical protein MGC2721 (MGC2721), mRNA 
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NM 032668 


Homo sapiens hypothetical protein Mut4 / / 1 (MCjC4 / / 1 J, mKJNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


NM 032377 


Homo sapiens hypothetical protein MGC4549 (MGC4549), mRNA 


NM 032326 


Homo sapiens hypothetical protein MGC4618 (MGC4618), mRNA 


NM 032306 


Homo sapiens hypothetical protein MUC10974 (MGC 10974), mRNA 


NM 032281 


Homo sapiens hypothetical protein DKl H Zp547J036 (DKFZp547J03o) 5 mRNA 


NM_015650 


Homo sapiens microtubule-interactmg protein that associates with IRAr J (Mir- 

r~t~\*~\ x TTi "VTA 

T3), mRNA . .„ 


NM 031487 


Homo sapiens hypothetical protein MGC45U4 (MGC46U4), mKJNA 


NM 031470 


Homo sapiens junctional adhesion molecule 3 (JAM3), mRNA 


NMJ)31304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 


NM 031213 


Homo sapiens hypothetical protein MGC:5244, (MGC:5244), mRNA 


NM 031208 


Homo sapiens hypothetical protein DKFZp5 66 J2046 (DKFZP566J2046), mRNA 


NM_030924 


Homo sapiens hypothetical protein PRTD-NY3 (PRTD-NY3), mRNA 


NM 030824 


tt * i . i j - i ■ T~ , T ti /nr/" /t~>t ti /to r tjxt a 

Homo sapiens hypothetical protein FLJ14356 (FLJ14356), mRNA 


NM_030631 


Homo sapiens solute carrier family 25 (mitochondrial oxodicarboxylate carrier), 
member 21 (SLC25A21), mRNA 


"V *m K /\0 A C T "I 

NM 024571 


Homo sapiens hypothetical protein rU22y40 (rU2294U), mKJNA 


NM 025015 


TT T/T A A A /I 1 H J . , „x. /Ty^T A A A /) 1 ____TJ \T A 

Homo sapiens KIAA0417 gene product (K1AA0417), mRNA 


NM 024103 


Homo sapiens hypothetical protein MGC2615 (MGC2615), mKJNA 


NM 030578 


Homo sapiens hypothetical protein MGC4093 (MGC4093), mRNA 


NM 014015 


TT X 4"\rT Y"i i ■ /~» iTT.7T T7\ "T» "X T A 

Homo sapiens MYLE protem (MYLE), mRNA 


NM 025094 


TT * 1 , i , - i T^T T^O 1 O /I /TT7T 1 O /I \ n\T A 

Homo sapiens hypothetical protein FLJ22184 (FLJ22184), mRNA 


NM 025078 


Homo sapiens hypothetical protein FLJ22378 (FLJ22378), mRNA 


NM 025061 


TT * 1 , -i , • i . T^T TOO HIA /"T^T TOO A ^ f\\ T4 XT A 

Homo sapiens hypothetical protein FLJ23420 (FLJ23420), mRNA 


NM 024967 


TT • 1 , -I , - -f , T~»T T 1 1 /" ^ ^ /T~»T TI 1 /^O T\ T4TWT A 

Homo sapiens hypothetical protein FLJ1 1637 (FLJ1 1637), mRNA 


NM 024898 


tt 1 , 1 i • i j -f— 'T /T?T TOO ^ C / ~7\ TJ "XT A 

Homo sapiens hypothetical protein FLJ22757 (FLJ22757), mRNA 


NM 024877 


TT * 1 , i , • t _ , • T?T T 1 O O /^C /T7T TI O O /TC\ ^,T*>Tv.T A 

Homo sapiens hypothetical protein FLJ13265 (FLJ 13265), mRNA 


NM 024726 


TT 1 . -| , - -| j t~"T TOO COO /TTT TO O C O 0\ __^Tl \T A 

Homo sapiens hypothetical protein FLJ22527 (FLJ22527), mRNA 


NM 024719 


TT 1 , i , • -l , T">T TO O /I O /I /HPT TOO>10/l\ T> "X T A 

Homo sapiens hypothetical protein FLJ22474 (FLJ22474), mRNA 


NM 024600 


TT 1 it J ' 1 . T^T TO AOAf) /T~«T TO f\ O f\0\ T>\T A 

Homo sapiens hypothetical protein FLJ20898 (FLJ20898), mRNA 


NM 024508 


Homo sapiens hypothetical protein MGC10796 (MGC10796), mRNA 


NM 024341 


Homo sapiens hypothetical protein MGC4054 (MGC4054), mRNA 


NM 024064 


TT * 1 . i , • -1 i x K/^/~^C O ZTO /TV /r/ — ' /""i f T/"T\ "p» XT A 

Homo sapiens hypothetical protein MGC5363 (MGC5363), mRNA 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


xr» at An aid 

NM 023078 


TT 1 j_1 a* 1 _ j • T**T TIOOCO /T?T T1100N ^T)\T A 

Homo sapiens hypothetical protein FLJ 13852 (FLJ 13852), mRNA 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 022842 


TT * 1 . -» . • -1 t T~>T TO ^ t~\ f i~\ AT~«T TO OH/^fW ^T1\T A 

Homo sapiens hypothetical protein FLJ22969 (FLJ22969), mRNA 


NM 022737 


TT * 1 , -i . • -t , T^T T 1 ^ r\C C /TT T 1 O /\ ^ ^ \ Ti "V T A 

Homo sapiens hypothetical protein FU13055 (FLJ 13055), mRNA 


NM_022459 


Homo sapiens hypothetical protein FLJ 13 046 similar to exportin 4; KIAA1721 
pr (FLJ 13046), mRNA 


NM_022437 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 8 (sterolin 
2) (ABCG8), mRNA 


NM 022135 


TT • l * O /T^/OkTOO\ T*» T A 

Homo sapiens popeye protein 2 (POP2), mRNA 


NM_022066 


Homo sapiens likely ortholog of mouse ubiqui tin-conjugating enzyme E2-230K 

/T -1 0 ^1 AT/\ TXXT A 

(E2-230K), mRNA 




riomo sapiens nectin 3 (JLJisjZ/JrDoojtJUoHo;, mKJNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CUL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 
NM 019064 
NM 019012 


Homo sapiens hypothetical protein DKFZp5470146 (DK*Zp54 /U14t>;, iiuuna 

Homo sapiens hypothetical protein (FLJ10832), mRNA 

Homo sapiens phosphoinositol 3 -phosphate-binding protem-2 (PEPP2), mRNA_ 


NM 018635 
NM_0 18687 


Homo sapiens hypothetical protein PRO2900 (PRO2900), mRNA 

Homo sapiens hepatocellular carcinoma-associated gene TD26 (LOC55908), j 

mRNA 


"MA/f fi1 $LAA] 
JN1V1__U 1 o'fH 1 

N1V1 U 1 OOhO 


TTnmo saniens Deroxisomal trans 2-enoyl CoA reductase; putative short chain 

alcohol dehydrogenase (HSA250303), mRNA 

WmYin cnnipn«! hvnothetical orotein HES6 (HlsSb), mRNA 


NM 017967 


Homo sapiens hypothetical protein FLJ20850 (FLJ20850), mRNA J 
W™™ car.ip.ns hvnothetical orotein FLJ20640 (FLJ20640), mRNA 


NM 017905 


Homo sapiens hypothetical protein FLJ20623 (FLJ20623), mRNA 1 
Homo saoiens hypothetical protein FLJ20244 (FLJ20244), mRNA J 


NM 017722 
NM 017668 


Homo sapiens LIS 1 -interacting protein NUDE1, rat homoiog (j\lUL>blj, mKNA l 


NM 017616 
NM 018185 


Homo sapiens hypothetical protein FLJ20004 (FLJ20UU4), mKNA 

Homo sapiens hypothetical protein FLJ10704 (FLJ10704), mRNA 


NM 018074 
NM 018057 


Homo sapiens hypothetical protein FLJ10374 (FiJ 1U3 /4), mKiNA 1 

Homo sapiens homoiog of rat orphan transporter v7-3 (NTT73), mRNA 1 


NM 018049 


Homo sapiens hypothetical protein FLJ10297 (FLJ10297); mRNA 


NM 018028 


Homo sapiens hypothetical protein FLJ1021 1 (FLJ1021 1), mRNA J 


NM 018000 


Homo sapiens hypothetical protein FLJ101 16 (FLJ101 16), mRNA 


NM 016510 


Homo sapiens putative selenocysteine lyase (SCLY), mRNA j 


NM_0 16434 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy j 
(TNFRSF6B), transcript variant 2, mRNA 


NM 016289 


Homo sapiens M025 protein (LOC5 1719), mRNA J 


NM_016264 


Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-2 j 
(GIOT-?), mRNA 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein FlASy triAb Y ), 
mRNA ' 


NMJ315897 


Homo sapiens protein inhibitor of activated STAT protein PlASy (FlAt> Y j 
mRNA " — 


NM 016581 


Homo sapiens ECSIT (LOC5 1 295), mRNA 


NM 016479 


Homo sapiens hypothetical protein (LOC5 1 246), mRNA — 1 


NM 016474 


Homo sapiens hypothetical protein (LOC5 1 244), mRNA 


NM 016094 


Homo sapiens HSPC042 protein (LOC5 1 122), mRNA . _j 


NM 015942 


Homo sapiens CGI-12 protein (LOC51001), mRNA 


NM 016475 


Homo sapiens hypothetical protein (HSPC213), mRNA 


NM 016457 


Homo sapiens protein kinase D2 (PKD2), mRNA 1 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM 014049 


Homo sapiens NPD002 protein (NPD002), mRNA 1 


NM 014963 


Homo sapiens KIAA0963 protein (KIAA0963), mRNA 1 


NM 015571 


Homo sapiens SUMO- 1 -specific protease (SUSP1), mRNA 


NM 014789 


Homo sapiens KIAA0628 gene product (K1AA0628 ), mRNA 


NM 014714 


Homo sapiens KIAA0590 Rene product (KIAA0590), mKJNA 


NM 014758 


Homo sapiens KIAA0254 gene product (K1AA0254), mRNA 


NM 014065 


Homo sapiens HT001 protein (HT001), mRNA J 


NM 014170 


Tj~rv*rt ooniAnc w^prM is nmtpin fFTSPC135). mRNA 


NM 015462 


Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 


NM 015642 


Homo sapiens zinc finger protein 288 (ZNF288), mRNA 


NM 015493 


Homo sapiens DKFZP434N161 protein (DKFZP434N161), mRNA 


NM 014446 


Homo sapiens muscle-specific beta 1 mtegrin binding protein (MIBP), mRNA 


NM 013314 


Homo sapiens B-cell linker (BLNK), mRNA 
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NM 007086 


Homo saniens AND-1 nrotein f ANTD-1 1 mRNA 

iwiiiu r jlx^ij_x x i^xv/l^xxx ^ruix/ x y 5 iiiiviiii. 


NM 006701 


Homo saniens similar to S nombe diml-h (T)TN/f 1 ^ mRNA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo saniens R AS-rf*latf*H nn rhrnmn^nmp 99 fRl?P99^ mRTsJA 


NM 006087 


Homo saniens tubulin beta S rTTIRRS i mRNA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005S15 


xxuniu sapiens x%_l uppti-iypc z-uiL/ nugci ^z,n« ) ^z^ivij, rnxviN.rv 


NM 005S17 


AAviiiiu bdpiciib L/aig<j bcicoLiuii protein ^iuaiiiiube o pnuspnaxe receptor Dinamg 
protein) (TIP47), niRNA 


NM OO^ROl 

INXVX WJOv 1 


xxurnu sapiens putative translation lniriaiion iactor ^oun ) 9 nxKJN/\ 


NM 00SR17 


jxoitio sapiens jr v_yjr / ^processing 01 precursor, o. cerevisiaej nomoiog ^KJrJrZUj, 
mRNA 

XlXXvX ^ -Li- 


NM 005776 


Homo sapiens cornichon-like (CNIL), mRNA 


NM 004970 

xnxvx vV/ i y / \j 


x avjuiu isapiciib iiiauiiii-AixvC glOW 111 ldOLUr Dintllllg piOtcm, aClQ laulie SUDUmt 

HGFALS • mRNA 

yxvjx ru_<u } 9 xxixvx>xx. 


NM 004945 


TTnmn ^anipn^ Hvnamin 9 fTiT\nVf9^ rn T?"NJ A 
xx\jiii\j oajjit'iio uyiidixiiii ^ yjLJ±^i±v±^. IllxvlN^i. 


NM 004^83 


Hftmn car>1 pn Q R AR^D mpmhpr T? A Q nnrnapnp familv /"T? AT5'ir^\ ml? XT A 
xxv^iixvj oa.px&iio ix/lDJJL/, iliCililJd IvrVO VJllOUgCUC la.IIlliy ^xvrA FtjLJ )^ niJ\a.N/\ 


NMJ)04548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
f99kD PDSW^ rNT)TrFR10i mRTMA 

y~^,r±ds y x X/u v v ^ yl >X-/ Ul XJ IWj, xxxxvxN^V 


NM 004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


XxvJlllU ddpiClld gll<l llld.lUId.UUIl ld,ULOr 5 galTUTla ^VJlvlx^ \J), mX\JLN/V 


NM 004907 


Homo sapiens immediate early protein (ETR101), mRNA 


NM 004.044 

IN 1VJL 1/v/HvHt 


riomo sapiens ^-aminoimiuazoie-^- carooxannae rioonucieotiae 
luiiiiyiiidiiiicia&c/MVxx cycionyaroiase ^/\iiv^j, niKJN/v 


NM 004315 

X^IXVX V/V^J 1. _x 


xxumu i>d.picii£> xN-duyibpmngobiiie amiaonyuroiase ^aciQ ceramiuasej ^/VoAxxj, 
mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STX10), mRNA 


NM 003110 

J. > 1V1 XXV/ 


xxuiiuj CxxpiClio opZr U allbOl lpLiOU ld-ClOr ^ox Z^, ITUVLN/V 


NM 003113 


Homo sapiens nuclear antigen SplOO (SP100), mRNA 


NM 

X >±YX UUUJ'tJ 


xaomo sapiens spningomyenn pnospnoaiesterase i, aciu lysosomal (acia 
sphingomyelinase) (SMPD1), mRNA 


NM_003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
t/iii ui iia till, buuidiiiiiy d, uieinuer *+ ^oxVxy\xvv_^/\*+j, nxiviN/v 


NM 002807 


nomu bdpiciib proicdsome ^prosome, macropainj zoo suDunit, non- A. lipase, 1 
(PSMDl), mRNA 


NM 002704 


jnuiuu adpicua piu-pidicici oasic proiem ^mciuoes piateiei oasic protein, Deta- 
Li li uiiiuugiuuui in, cuiixiccuvc iissue-acuvaimg pepiiae juli, neutropJiii-acnvaung 
nentide-2^ rPPBP^ mRNA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COL1 A2), mRNA 


NM 001687 


xxuiiiu bdpiciii> mi byimidbc, riT LXanspurung, mixocnonQnai r i complex, ceita 
subunit CATP5D") mRNA 


NM 020168 


Homo saniens n9 1 /T"T)K>J1 A i-artivafpd Vinacf* f\ fPATC/Vi mT?MA 


NM 032657 


Homo saniens hvnotbetiral nrntein '\ACrC % M^AA0 rivmr^l f)AAO\ mPTsJA 


NMJ332571 


Homo SanienS EGP-liVp mnHnlp-mnt^inina miir'in-lilv'^ re*r>(*r\tr\Y- "PtV/TP ^ /CIV /IT? 11 \ 

A-*-\sAll\J oapit'liO a-»v_JX 1 1 XvO XXlV-fVJL*l^"*V^\JXIlClilllllg 1111X1/111 11JVC ICL-Cpujl X_/lVxxvO 1 X_/lVXXX. J J ? 

mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMES1), mRNA 


NM 015093 


Homo sapiens TAK1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMN1), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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NM 024637 I 
NM 024617 I 
NM_020796 I 

r 

NM 013283 J 
NM 012231 1 


■ t 1 — j. i /-» „,if^t™iiofpracf A <TrAL3ST-4). mRNA 

Tr,mn sapiens beta-galactose-3-U-sultotranslcKisc, 4 \ OAi^>»i-tj, 

Tnmo sapiens hypothetical protem FLJ13409 (FLJ1 3409), mRNA 

lomo sapiens sema domain, transmembrane domain (1M), and cytoplasmic 

InmaiTv rsemanhorin) 6A (SEMA6A), mRNA ; __ 

*f nmn - nnirn „ ' mPthinn i r< » ^^nsyltransferase II, beta (MAT2B), mKJNA 1 

iZ;«£Sn containiniX-with ZNF domain (PRDM2), mRNA 


NM 020428 1 
NM 015866 ] 
NM_014771 


Homo sapiens CTL2 gene (CTL2), mRNA _ 

Homo sapiens PR domain containing 2, with ZNF domain (PRDM2) ipkin A , 
Homo sapiens 95 kDa retinoblastoma protein binding protem; kjaaOoo! gc„ c 
pro (KiAAUool mrUN/v _ — — 


NM 014454 
NM_0 13447 


H« m o sapiens n53 regulated PA26 nuclear protem iPA26), mRNA 

Homo sapiens egf-like module containing, mucm-like, hormone receptor-like 
sequence 2 (EMR2), mRNA . .,, rrAT ^ 


NM_006499 


Homo sapiens lectin, galactoside-binding, soluble, 8 (galectm b j ^o^LSb.,, 
mRNA 


NM 006031 
NM_022040 


Homo sapiens pericentral 2 (kendrm) (PCNT2), mRNA 

Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSUO), 
transcript variant 1 , mRNA ■ ■ 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region d ^WBoCKj), 
transcript variant 4, mRNA — , 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region d <WBSCJO), 
transcript variant 2, mRNA . . 


NM_0 14146 


Homo sapiens Williams-Beuren syndrome chromosome region d (,WBS^O), 
transcript variant 3, mRNA . nim^rru 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region i ^WBSCKl), 
transcript variant 2, mRNA ^ — — - 


NM_006234 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J ti;.3kD) 
rPOLR2J), transcript variant a, mRNA , niun -. 


NM_032959 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide j ^3.3kD) 
(POLR2J), transcript variant b, mRNA . . „, ^ 


NM_032958 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J u^-^kD) 
(POJLK2J h transcript vand.ni v,, ^ lu ^ >rL . . — — — ^ x 


NM_002694 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 
NM 033011 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide ^ ^3kD) 

CPOLR2C). transcript variant gamma, mRNA . 

Homo sapiens plasminogen activator, tissue (PLA^ltram^^ 

Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 2, mRNA 


NM 000931 
NM 000930 
NM_033013 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 1, rnKlNA 
Homo sapiens nuclear receptor subfamily 1, group 1, member / unkiiz,, 
transcript variant 3, mRNA — nrnim 


NM_003889 


Homo sapiens nuclear receptor subtamily l, group I, member 2 (NKli^), 
transcript variant 1, mRNA . . m 


NM_022002 


Homo sapiens nuclear receptor subtamily 1, group 1, membei I (HK11Z), 
transcript variant 2, mRNA , urn-pm 


NM_022170 


Homo sapiens Williams-Beuren syndrome cnromosome region 1 (WB^UlU), 
transcript variant l, hikina _ . — — 7im 


NM_032408 


Homo sapiens bromodomain adjacent to zinc linger domain, lb (BA^llij, 
transcript variant 2, mRNA _ — . m 


NM_023005 
[NM 001024 


Homo sapiens bromodomain adjacent to zinc finger domain, 113 [pi>u,iB), 

transcript variant 1 . mRNA 

Homo saniens ribosomal protein S21 (RPS21), mKJNA . 
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NM 019118 

XNXVX JO 


Unmn Qariiens anontosis antaponi7inf* transcrirition factor fTVRF) i mPNA 




Homo <;aniens centromere nrotein F (350/400kD mitosin) (CENPF) mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, mRNA 


JLNJ.V1 UJZUJ^ 


T-Tnmr* c^rnpnQ 7inr* fincypr rvrotpiri 978 f 7N K97R i trancrriTit vatiant 1 m'RN'A 

XTXOXXHJ odLylC'llo ZilllO XXllgCX LJllSl&lXl Z* I kj ^/jI'II Z. / O Jj LI dlloU/i ip L VaiiaiiL -J 5 1 1 IXVi. > .lY 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


1N1V1 UjZUjU 


T-Trkn-»/"\ coni f*n c vinp "Fiti orf»r T»Tr»tf»in 97 R f7NTP , 97R*\ "bran c/*»t*i Tit \/aT*iQT*it 9 mPWA 
XlXJIUU bcipiCllo Zilllw XXXXgCX pXvJlCXll Zr / O ^ZjXNX7Z,/0^, LldxloVvI ipi VaX 1<1I1L Z ? IXXXVlNxA. 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1 5 mRNA 


IN 1VI_U 3 D u U J 


xiomo sapiens general transcription iacxor jjl, i ^vji.tzij, uanscnpi variant d 9 
mRNA 


XTTV/T AA1 C1Q 

xN1V1_UU1-> lo 


xiomo sapiens general rranscnpnon iacior 11, 1 \\j Lr uanscnpi variant 
mRNA 


xn1V1_U JJ>UU 1 


riomo sapiens general transcription iactor u., 1 [\j ±rzi)> transcript variant j 9 


nm nimnn 


rioiTio bctpiciib gciiciiii uaiibtyriptiun lav/Lor ix, i ^vjirzrij, tianbcript variant z. 


xnxvx yjj^yyy 


TTriYY**/"* oaniATic ctc*Y\ £*ra 1 +1*0 tier* tit* ti/*\n to r*1"r\t* TT 1 i(^T*T79T , \ +T"CiTicr»i*iT^1' uoriQnt 1 
XxUIIlO odpiCIlb gCIlClal Llallovvl ipLiUJl XaUtUI UL, I \\J Lrz+±Jy Ltallov/lipt Vallallt 1, 

ml^NA 

XllXV-L> 


NM 009004 

XNXVX UUZ.yut 


T-TrkTnr* cQni f*n c PT*i P T^T A— T^inflincr rvrntPiTi /T? T~iT^P 1 rnT? T^T A 

X XUiliU OCipiC/llo A\ 1 s X.\_LN ^i. UlllUlllg piUlOill ^X\ 1 SJL-J± llxXvlNxTL 


NM 0097SS 

XNXVX VJl/Z, / J J 


JLXWllltJ oapiCllo llllHJgdl~dL/Ll ValCU piULClil XVlIlaoC IvilldoC X ^IVLrVT 1 ^, 111 IX J. N xv 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, iriRNA 


NM 006147 

XNXVX yuOjH / 


JTioiiiiJ odpiciio pcpticvyi pivJiyi louniciaoc jci ^v^yt/iupiiiiiii xr j v^jl x ixx j, iiijajln/a. 


NM 001611 

XNXVX \J v 1 UJ X 


TJ/^iTn r\ o fii f»t~i c o 1 1 in ^ tWi n qt* ri 5» Tci cf* in1"P»ct"i'ri c> 1 ( AT "PT^ tviT? A 
xTi\JIIlU octpiCllo allVailllC/ pilLFopila-LctoC, llllCoLliiai ^-£V-L»X X / , X1LCV1N jt\. 


NM 09 1 1 S 1 


XX.OIXX1J odpiCXlb l/dXXXXLXXXC V^~UUlaXXlJy XIX aXXoXCl abC ^V^Xvv_/ X J 9 IIXXvlN^n. 


NM 00S090 


T-Tr\mr» cjinipnc "nV^r^QT^Vir^lirtaQf* A9 orrni iy\ T\J M ( c^T\c\<zrd\c\ (\^\ A9f~r4R^ TnT?TvTA 
xxvJiiiw oapidio piiuopiiviiipaot' riz. 3 ^ivjup x v ±j W y iwouiiu j l^/ j ^\^\j'-tlj i 5 xxuvi^i^*. 


NM 000194 

XNXVX V/vU |X 


"CJ<-vty*i i^ cc*Tiif*Tic pi ci on rpnuir PTV^cc—rTMYiY^I Atn^TitinO" "r/^\ri f*t\ i~ r£*T\Ck i t* hPtipi P , Tir*'\/ 
xxuxxxu ocipxcixo CA.L/X0XVJX1 xcpaix L/i vjos _ v»'VJXiipiC'ixxcxxLiiig x uvxcu l x cpaix vxt-xicxcuoy , 

complementation group 6 (ERCC6), mRNA 


NM 0901 S7 

XNXVX I/j^W 1 J / 


XTLUXXIU octpXCXXo ULUXapXlll ^UlUlxJ, lliXVlN/A. 


NM 01 R11 1 
xnxvx uiojIj 


xxoniu t>ctpxcxxo poxyuroniij x di ) y iiixvxn/a. 


NM 01816^ 

XNXVX U 1 o 1 O J 


XT.UIXXO oapXCXXo pLiiyurOIIXO X ^rD X jy IXXXvX>/\. 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


NM 019110 

XNXVX U1Z1J7 


xxoixio bapicnb ticaixxebs locub dSbuciatcQ ptitaiivc guanine nuL/xeotiuc exundnge 1 

yX^ X3X^VJX_<X J } XXXXXXN/A. 


NM 007061 

1NXV1 \J\J 1 UU 1 


TTnmrt csm f*n c cprum f^rvnctituf^nt T^Tot^ir* (~\/\ ^ T-*" ^ ^ ^ mT?T\IA 

XXVJ111U oajJivllo oClLllli ^VJllollLUC'lll pXULwllX ^lvlOXvJ J XXXXvXNxV 


NM 00S170 

lNxVl v/V/J-J / js 


XXUUHJ oapxcxXo IXXyt/isXXX Xrv ^XVX X v^/ X i\. ) , llXXvXN,rV 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 

ouxxgcixxLax aLxxcxxax xiy pcx piabia ) 9 puxypcptiue \\s x xrz. x-rvx. 1 5 iuxvln/a. 


XNXVX uvuvUJ 


T-Tr\mr» cqtm f^Ti c prkmnlpmpnt rnmnrtnpnt 9 ^^9^ -rnT? 7*vT A 
XXv/XllU oapltllo ^VJXIXpXwlllCXXL IfUlXXpLMxCXlL X J f IIlXViNxv 


NM 014079 

1M 1VX U 1 / o 


XxUXIXU oapXCXXb XUl LOdlOXlLirial XlDUSOHlal protein Ltl j ^IVXJVr XL, 1 0 ^, IIlXvlN/A. 


NM 091 1 14 

XNXVX VJZ,XX-?H- 


xiumu aapxcxxb iiiiLOvvXioxiuxiai x luuovjiiidi protein %-,ad ^xvxxvi x-jIj xiixvln/a. 


NM 09094Q 

XNXVX vZUZ, t t7 


xxvjiiivj oapivxio a (xi&xxitcgixii-iixvc axxu ixxctaiiopxutcaoc ^icpioiyoixi ^ypcy wxlix 
thrombosnondin rvne 1 motif 9 f ADAMT\S9i mRNA 

lxix Vyiiiu/vjupvjiiuiii \,y liivyvxx, -X ^rxi-'rvivi i oy ^ } i i xl vjl n jtx. 


NM 018094 


Homo saniens CtI to S nha<?e transition 9 fGSJPT2 1 ml^NA 


NM 014180 


Homo satiipriQ mitor"lionr1ria1 riHoQomal nrotpin T 99 /TM"RPT 99^ mRNA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein L15 (MRPL15), mRNA 


NM 01S18S 

XNXVX VUjOJ 


T-Tottio c^Tii pn q Q T-T^-rlfYmnin nro+fin ^5 (x\c\x\ qit*^ ( S» T-f ^ Tj S ^ mT?"NTA 

XAtJXlHJ oajJICUo OX 1-J -LxL/lllCllll piL/Ldll +J ^pVJllOlllJ ^OilJiVJ /, 11 JXVlNxK 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo saniens Fanconi anemia comnlementation eroun A rFANOA 1 mRNA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004167 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA 15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 13 
(SCYA15), transcript variant 3, mRNA 


NM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1} 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 2, mRNA 


NM 007057 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZW10 interactor (ZWINT), transcript variant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOC1), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, mRNA 


NM_032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM_014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript variant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mKJN A 


NM 001028 


Homo sapiens nbosomal protein S25 (RPS25), mKJNA 


NM 001022 


Homo sapiens ribosomal protein 319 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein LI 3a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNAhelicase Ql-hke) (RECQL), transcript 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNA helicase Ql-hke) (RECQL), transcript 
variant 2, mRNA 


NM_021128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide 1 (14.5kU) 
(POLR2I), mRNA 


NM_0O6232 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide H (PULK2H), 
mRNA 


NM_002695 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide E (25kD) 
(POLR2E), mRNA 


NM_004805 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide A (220kD) 
(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETVo), mRNA 


NM 032973 


Homo sapiens protocadnenn zz ^r^uxizz;, transcript vcuidm c, iiiivln^ 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcript variant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript variant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDH8), transcript variant 2, mRNA 
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NM_032457 


Homo sapiens BH-Drotocadherin fbrain-heartl fPCD]-r7i tran<;rrint variant r 
mRNA 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 
mRNA 


NM_002589 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant a, 
mRNA ' ~ " ' ' ^ " " ? ' 


NM 016580 


Homo sapiens protocadherin 12 (PCDH12), mRNA 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDH1), transcript variant 2, 
mRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant d, mRNA 


NM 032968 


Homo sapiens protocadherin 1 1 fPCDHl Y) transcrint variant c mRNA 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant b, mRNA 


NM_032950 


Homo sapiens matrix metallonroteinase 28 nVTMP28 j transcrint variant 9 
mRNA 


NM_024302 


Homo sapiens matrix metallonroteinase 9R fivrivTP9R 1 tran<;erint variant 1 
mRNA 


NM_006575 


Homo Saniens mitogen— a ntivated Tvrntein VinaQe Vi"ns*CF» 1rinae<=» VitiQCA 

(MAP4K5), mRNA 


NM_004635 


Homo Satviens rnitOPen-aetivated rvrntein 1rins»Q<»-s»r*ti'\7nt'p«H rvtwt-p»-in L-inocA *5 

(MAPKAPK3), mRNA 


NM_002587 


Homo sapiens protocadherin 1 fcadherin-Hlre l^fPOTjWIi tranQpnnt variant 1 

wupiviw uivvauiivl ill i ^vuUHV/1 111 1 lXVw X J ^1 vl/Ill J Li CllloOl l|Jt V d I 1 ci 1 1 1 1 ^ 

mRNA 


NM_004759 


Homo sapiens mitoeen-activated nrotein kinase-activafed nrntein 1rmaQp> 9 
(MAPKAPK2), transcript variant 1 , mRNA 


NM_032960 


Homo sapiens mitogen-activated nrotein lonaQe-artivated nrrvf-p-m Vincicp 9 
(MAPKAPK2), transcript variant 2, mRNA 


NM 032515 


Homo sapiens Bcl-2 -related ovarian killer protein-like (BOKT i mRNA 


NM 015166 


Homo sapiens KIAA0027 protein (MLC1), mRNA 


NM_001795 


Homo sapiens cadherin 5, type 2, VE-cadherin (vascular epithelium) (CDH5) 
mRNA 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001793 


Homo sapiens cadherin 3, type 1, P-cadherin (placental) (CDH3), mRNA 


NMJ)01792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


NM 004360 


Homo sapiens cadherin 1, type 1, E-cadherin (epithelial^ (CDHH mRNA 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


NM_005S64 


Homo sapiens signal transduction nrotein rsil-r^ rnntnfmncA trancr>rint 
variant 1, mRNA 


NM_032459 


Homo sapiens signal transduction nrotein fSTT^ mntaininai ^T?P < 29 1 trc»ncr»Tit-*i- 
variant 2, mRNA 


NM_032107 


Homo sapiens lethal (3) malignant brain tumor If^mht nrotein fDrn^nnhila i hn 

"*• ^"■'■'■•^ r " " «-.*.a.t_( iwuiMi \ / * k/1 UU1 LLXlllV/JL 1 Y^_Jyllll/ 1, Ulu ill 1 X-/1 V/OV/L/lllld J lXU 

(H-L(3)MBT), transcript variant II 5 mRNA 


NM_0 15478 


Homo sapiens lethal (3) malignant brain tumor l(3)mbt protein (Drosophila) ho 
(H-L(3)MBT), transcript variant I, mRNA 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


Homo sapiens aspartate beta-hvdroxvlase ( ASPH") transcrint variant 2 mRNA I 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 3, mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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NM 031311 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


NM 022768 


Homo sapiens RNA binding motif protein 15 (RBM15), mRNA 


NM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 


NMJH4330 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 15A 
(PPPlR15A),mRNA 


NM 014522 


Homo sapiens protocadherin 1 1 (PCDH1 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTM1), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide G (POLR2G), 
mRNA 


NMJ)00938 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide B (140kD) 
(POLR2B), mRNA 


NM_001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


NM_004215 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mRNA 


NM 005111 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZL1), mRNA 


NM_004381 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBL1), 
mRNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


NM 007293 


Homo sapiens complement component 4 A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-like 3 (LOXL3), mRNA ! 


NM 023937 


Homo sapiens mitochondrial ribosomal protein L34 (MRPL34), mRNA 


NM 022567 


Homo sapiens nyctalopin (NYX), mRNA 


NMJ)22467 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHST8), mRNA 


NM_016557 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHK1), mRNA 


NM 016116 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASB1), mRNA 


NM 016115 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


NM 014398 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


NMJU4434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NR1), mRNA 


NMJ)04860 


Homo sapiens fragile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


NM 006850 


Homo sapiens interleukin 24 (EL24), mRNA 


NM 006541 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


NM_004662 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


NMJ)00029 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha- 1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


NM 004050 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


NM__001623 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 3, 
mRNA 


NM_032955 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cytochrome P450, subfamily DA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIF1), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 11 (C6orfll), mRNA 
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IN IVI Uj 


T-Trvmn canipnc tmrni itip*q~1 p/hi ilin Qiir*Pt"f5iTml\/ Tf^Cf^r^tnT tr^n cl nr* q ti nri q ccr\r»i o t^H 1 

JuLVJlIlw odjJIC/llo lilJJLIlUiUJglL/ULllllI oliptl XCXXXXlljr 1 V-'^t-Ly Kl alio l\J\sCLlk\J 11 OOoULlaLCU 1 

flRTAlf mRNA i 


XNXVX. V/J liOl 


T-Tonnn <j?mipnQ i'mmn'nno r 1oViiiliTi ^iinprfaTTiilv rpppntnr tmnQlrkf^tifYn AQ^npijitpH 9 

liUUlU OdjpiV/llo XXlXXllLXilUgl VJ U IX 11 11 oU|J^l J.CllJlll_y lt>L<bpiUl IX OXXOX vla/CllXUll aooU^iaLUU j£i 

(TRTA2, mRNA 


NM 000767 


Homo ^anien^ evtochrome P450 subfamilv MR fohenoharhital-indiicihlp^ 
polypeptide 6 (CYP2B6), niRNA 


NM 020165 


Homo saniens oostreolication renair nrotein liRADlSn fRADl 8^ mRNA 


NM 001710 


Homo saniens B -factor nrooerdin fBF^ mRNA 


NM 021800 


Homo saDiens J domain containing nrotein 1 fJDPl^ mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEM1), mRNA 


NM 006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo saniens alkaline nhosnhatase nlacental rReean isozvme^ (ALPP^ mRNA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBB1), mRNA 


NM 020643 


Homo sapiens chromosome 11 open reading frame 16 (CI lorfl6), mRNA 


NM 020644 


Homo sapiens chromosome 11 open reading frame 15 (Cllorfl5), mRNA 


NM 020642 


Homo sapiens chromosome 11 open reading frame 17 (Cllorfl7), mRNA 


NM 020^01 


Homo saniens S 1 nucleotidase mitochondrial rN!' 1 SA/O mRNA 


NM_003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


MM 007 17S 

XNXYJ. \J\J f 1 / «l 


jLiuiiivj odjjit/iia oxxi \jiiiuov/xxi& o uiyt-ii i t/<a.vxiiig ULctxiic ^ yv^ovjix^ j 5 iiixviN^v 


J- N J.VJL \J\J / \JZ*J 


HrktriA qqt\i f>Ti c p A IV/iHP-fPCri iIq "fpH cmsiTiinp ■nuplpnl'iHp pvpVi^Tiorp i c i»pi L r\T* TT ( ("^ A A/TT^— 

Vj.l ./X JUL/ j XXXjlVXN^tx 


NM 006589 


Homo sapiens chromosome 1 open reading frame 2 (Clorf2), mRNA 


NM 0061 OS 

xnxyx. uuu I vy 


TTrtmA C5*v»ipnc T?ar>l cniai^itiP-i^iip1prii'H/lp«.PYr > lic»Ticrp ■fear* 'f'o-r HiT*F»r» a/ ar'^HTrcit^/^ r* A 
XxUXllVJ' octpiCllo J\ctpi gUctlllllC - llUL/iCULlUC--CAOJllcllig,C iaOLUI LlllCL/Liy dL/LlvdlCCi XJy \s£\. 

rRPAO mRNA 


NM 005637 


Homo saniens svnovial sarcoma translocation chromosome 1 8 fSSlS^ mRNA 


NM 001213 


Homo sapiens chromosome 1 open reading frame 1 (Clorfl), mRNA 


NM 002354 


Homo sapiens tumor-associated calcium signal transducer 1 (TACSTD1), 
mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2), mRNA 


NM 003797 


Homo sapiens embryonic ectoderm development (EED), mRNA 


NM 032863 


Homo sapiens hypothetical protein FLJ14927 (FLJ14927), mRNA 


NM 032813 


Homo sapiens hypothetical protein FLJ 14624 (FLJ 14624), mRNA 


NM 032578 


Homo sapiens myopalladin (FLJ 1443 7), mRNA 


NM 032385 


Homo saniens chromosome 5 onen reading frame 4 (C5orf4^ mRNA 


NM 032239 


Homo sapiens hypothetical protein FLJ2351 1 (FLJ2351 1), mRNA 


NM 032012 


Homo sapiens chromosome 9 open reading frame 5 (C9orf5), mRNA 


NM 031922 

X ~ X ▼ A. V *J X ^ ***** 


Homo saniens RALBP1 nrotein ( r LOC83859 > ) mRNA 


NM 031890 


Homo sapiens cat eye syndrome chromosome region, candidate 6 (CECR6), 
mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading frame 1 A (C17orfl A), mRNA 


NM 030944 


Homo saniens chromn^nmp 1 S onpn rpadinp^ frame S ^orfS^ mPNA 


NM 030806 


Homo saniens chromn^nmp 1 nnpn rpaHinp" frame rClnrf*71^ mPTsJA 


NM 030790 


Homo sapiens hypothetical protein CD AO 8 (CD AOS), mRNA 


NM 018312 


Homo sapiens chromosome 11 open reading frame 23 (Cllorf23), mRNA 


NM_02429S 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lor£24) 3 mRNA 



377 



BNSDCCID: <WO 030746S4A2_I_> 



WO 03/074654 



PCT/US03/05028 



NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading frame 10 (C6orfl0), mRNA 


NM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapiens chromosome 11 open reading frame 14 (CI lorfl4), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl), mRNA 


NM 018555 


Homo sapiens zinc finger protein 331; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


NM_015927 


Homo sapiens transforming growth factor beta 1 induced transcript 1 
(TGFB1I1), mRNA 


NM 016564 


Homo sapiens BM88 antigen (BM88), mRNA 


NM 016348 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM_0 14009 


Homo sapiens immune dysregulation, polyendocrinopathy, enteropathy, X- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 open reading frame 5 (C6orf5), mRNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorf5), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, S, 150kD (TAF2S), mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame 1A (C17orflA), mRNA 


NM_005967 


Homo sapiens NGFI-A binding protein 2 (EGR1 binding protein 2) (NAB2), 
mRNA 


NMJ305966 


Homo sapiens NGFI-A binding protein 1 (EGR1 binding protein 1) (NAB1), 
mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhom syndrome candidate 2 (WHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfS), mRNA 
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NM 004709 


Homo sapiens chromosome X open reading frame 1 (CXorfl), mRNA 


NM 004337 


Homo saniens chromosome 8 ODen reading frame 1 (C8orfl^ mRNA 


NM 004913 


Homo saniens chromosome 1 6 oneri rpadinfr frame 7 fT*!l 6orf7^ mRNA 


NM 000956 


Homo saniens nrostaelandin E receDtor 2 fsubtvoe EP^I S3kD (TTGER2^ 
mRNA 


NM 001586 


Homo sapiens chromosome X open reading frame 2 (CXorf2), mRNA 


NM 001585 


Homo sapiens chromosome 22 open reading frame 1 (C22orf 1), mRNA 


NM 001214 


Homo sapiens chromosome 16 open reading frame 3 (C16orf3), mRNA 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfB), mRNA 


NM 003475 


Homo saniens chromosome 11 onen reading frame 13 (C\ lorfl3^ mRNA 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


NM 007234 

1N1VX \J\J 1 J*t 


T-Tomo Qanipn^ dvnaptin ^ (x\yy\ f\~}(~* r i 'NT'^'i tr^TiQPTiTit vflfiaTit 1 mR 7\T A 
iiuiiiu odjjit/iio xi_y iicn^ nil *j y^jj^jL ) ± j 9 li aiioL-i ijji veil idin x, 1 1 ix\J.N .fx 


MlVf (P434R 

X^IAVX. V/*i»"— 


TTomo ^flTvipn^ Hvnaptin ^ fn'?^^ /Tif^HPW^ trnnQPTrnt vATifiTit mT? TvJ A 

J.X.VJ1XXV* odLyil'lia vl_y 1 laU Llll «_J y^J^.Z* J \^±^r\_s X. l^U /, Lx dXlolsX 1LJI Vai laill 1111.V1N Xx 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGT1), 
mRNA 


NM 013291 


T-Tomo ^fmipn^ plpflvacrp anH i^nlvaHpTivlatioTi cnppifip fiaptoT 1 1 ^filrTi cnliiimit 

X. XVJ111W odLJXVXXO Vlvu V dg,V_/ dllU L'Uljf dU&lljf ldllvsll OL/vvlllV LCl\^ Lw I 1, lUvAi/ OUU Hill L 

fCPSFl) mRNA 


NM 014500 


Homo saDiens HIV TAT SDecific factor 1 (HTATSFH mRNA 

AXVlllv UUl/IVllw X- 11 ▼ -X. X. 1 upWlllV XUV IrVSX X 1 1JL JL <£ X X. kJX X J } 11LL vl ^ J. X 


NM 005567 


Homo saniens lectin ealactoside-bindini? soluble 3 hindint? nrotein 
(LGALS3BP), mRNA 


NM 005711 


Homo saniens EGF-like reneats and discoidin I-lilce domains 3 ^EDrL3^ mRNA 


NM 016593 


Homo saniens oxvsterol 7alnha-hvdroxvlase rGYP39Al^ mRNA 


NM 021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA 


NM 021049 


TTnmo <?Jinipn<: mplanomfl antio'pn familv A S n\/fAGT^AS^ mT^TsTA 

XXV^IAIVJ DopiWlo 111^/ldllVJllld dlltl^wll) xdllxlljr Aj J yxVx.xxvJ \—jjl\~*J J j lllXVlNxv 


NM 0196(P 


Homo ^anipii^ hiitvro"nhi1iTi-1iVp 0 C\AUC* p!j*qq TT ^^<;^opiatp^^ fJ-K' 1 NTT 9^ mRTsIA 

a xwiiivj oapiwiio L/ d L^y i w^Jiniiii iiivt- \jlS i^v. iv^/ viaoo li aoouviui^uj \^x-> x JL>-Lf^l. y ? 1 1 IX VJ. N Jr\. 


NM 018002 


Homo ^aniens oxidaiHon rp^n^tanpp 1 ^O^CRl^ mRNA 

llvUlw OdJJlVllO vAlUullVll X WOld lullwl/ X y V/J VlV 1 1111\1>/X 


NM 013392 


Homo ^aniens nnclpar recpntor hindincr nrntei n n^^JRTlP^ mRNA 

X X.KJ l±l\*J oapivIXO 1 1 LXVy lV/dl lUvWplUX U/illV_tlllt piU LV^x 1 1 1 ^1 >i XNJLJX y 3 llilVL i/X 


NM 01^396 


Homo ^anien^ "nlpclc^trin hotno1op"v-lil<"P Homain fainilv A tnpmhpr ^ 

iivjii l\j oupxviio piwivDuui iiv/iuuiug y xiivv^ uui i id ill ^ xdiiiiiy ^x, iii^niu&i »^ 

(PHLDA3), mRNA 


NM 006492 


Homo sapiens aristaless-like homeobox 3 (ALX3), mRNA 


NM 005365 


Homo saniens melanoma antieen familv A 9 rMAGEA9^ mRNA 

AAV111V/ JUUlvllu 111V1U11V/111U UlAVlgVll^ lillllll Y X X^ *S \^ X X My ilXLXl 


NM 005364 


Homo saniens melanoma antit?en familv A 8 fMAGEAS^ mRNA 

XXVlllw UUpivllO lllVlUllx/lllM' illltl gvli^ ICllllllj' X X ^ \_7 ^ X Tlx VVJXJx XXJ lliiViixL 


NM 005366 


Homo sapiens melanoma antigen, family A, 1 1 (MAGEAl 1), mRNA 


NM 024490 


Homo sapiens ATPase, Class V, type 10C (ATP 10C), mRNA 


NM 020354 


Homo saniens lysosomal anvrase-like nrotein 1 fLALPl^ mRNA 

*1V111V UU|/1V11U l^Jr kJVVjV/llli^A. M|J JT 1 UiVV AliW piV/tVlll X yjLvi XXvX X IIULVI li X 


NM 018655 


Homo sapiens lens epithelial protein (LENEP), mRNA 


NM 016448 


Homo sapiens RA-regulated nuclear matrix-associated protein (RAMP), mRNA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein L19 (MRPL19), mRNA 


NM 006099 


Homo sapiens protein inhibitor of activated STAT3 (PIAS3), mRNA 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


Homo <sar>ien<; mitochondrial iHho<?omal Tvrntpin T 1 9 HVTRRT 1 9^ rnT?TsJ A 

XXV/111V/ OdLyXwlXO 1111 l\JwllVllUl 1C1X 1 luuouinci 1 JJXv^LWXll * • X yXVXJtvX * > X >w J , lllXVJL > J\. 


NM 016239 


Homo Qanipn<; mvn<JiTi ~)C\f A HVPS^OI S A^ mPNA 

X.XV/1XXVJ OdJJXOllO XlljUOXXX > XV yxvx X V^/ X 11 XX VI. NXx 


NM 005094 


T-Tomn QaniptiQ QolntP patTlPr ■Familv 01 (~fz\tt\r ar*iH trjan ennrfpr^ Tn^TnliPr A. 

XXV>XXXU odpiCllo oVJlLXLW' Uaii 1U XdllXIXj' X- / iiQlly d^IVJ. LL dllbp \Jl tCl 1, llldllUC'X *T 

TSLC27A4^ mRNA 

^UL/V^L / ^X^ J j 1 1 XX VI > i»- 


NM 015077 


Homo RaTiipn^ ^tprile altiha anH HT^ AT/ Armadillo motif* r»rofpin or+holocr of 

J-X.V»XXXW OtXLJlV^llo OIU111V ttl^/liu (XllVl lllj/x JL / jTVL IXXdLlXlXVJ XXXVJL1X UlULUlU, \Jl LllVJlW^ VJ X. t 

Drosonhila (SARlvri* mRNA 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNB1), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBP1), mRNA 


NM.007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEAl 2), mRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX 12), mRNA 


NM_032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM_032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 2, mRNA 


NM 002588 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 1, mRNA 


NM_014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCD1), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHL17), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 2, mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1, mRNA 


NM_032938 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mRNA 


NM_004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM_032442 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 1, 
mRNA 


NM 001887 


Homo sapiens crystalhn, beta Bl (CRYBB1), mRNA 


NM 005208 


Homo sapiens crystallin, beta Al (CRYBA1), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (qumone reductase) (CRYZ), mRNA 


NM_022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLIC1), mRNA 


NM 021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1847), mRNA 


NM 005560 


Homo sapiens lammm, alpha 5 (LAMA5), mRNA 


NM 032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC16040 (MGC16040), mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 (MGC14458), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


NM 032889 


Homo sapiens hypothetical protein MGC11308 (MGC11308), mRNA 


NM 032815 


tt » 1 . t , • -i a _ • T~»T T1 /l/'OA /T~«T T1 yf /TO A\ .T)\T A 

Homo sapiens hypothetical protein FLJ14639 (FLJ14639), mRNA 


NM 032798 


Homo sapiens hypothetical protem FLJ14503 (FLJ14503), mRNA j 


NM 032793 


Homo sapiens hypothetical protein FLJ 14490 (FLJ 14490), mRNA 


NM 032791 


TT 1 il . • -» j * T?T T "1 /I yinn /T?T T1 y| yJTlV -.nivT A 

Homo sapiens hypothetical protein FLJ 14477 (FLJ 14477), mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ 14464 (FLJ14464), mRNA 


NM 032769 


Homo sapiens hypothetical protem MGC16212 (MGC16212), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 


Homo sapiens hypothetical protem MGC12262 (MGC12262), mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC10600 (MGC10600), mRNA 


NM 032655 


Homo sapiens hypothetical protem MGC10997 (MGC10997), mRNFA 


NM 03262D 


Homo sapiens hypothetical brain protein my040 (M\ 04U), mKNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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like 7 fADPRTT 21 mRNA 


NM 005447 


-nuuiu sapiens pcpuuyi^iyL/inc aipim- ami aa ting monooxygenase i^iJC/rl-terrriinai 
interactor (PAMCD mRNA 


NM_000137 


Homo saniens fiimarvlacetoacetate hvdrnlase f fi imQr\/I'>pptnQr>A+'icp\ rPAtTv 
mRNA 


NM 001S88 


Homo sapiens crystallin, mu (CRYM), mRNA 


NM 032608 


Homo sapiens hypothetical protein bkl25H2.1 (BK125H2.1), mRNA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H) mRNA 


NM 032602 


Homo saniens connexin 62 rCX62^ nYRlNJA 


NM 032598 


Homo saniens testes develonment-related NYTj-^P90 Hsivn CPOOA w"DTvta 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 


NM 032581 


X1.U111U sd.picnb uuwn-reguidxeQ oy i^tiuiDi, a ^iJxvv^ 1 fNJNo i Ay, mJKJNA 


NM 032579 


xnjinu bcipiciib tuiun anu &maii lntestine-specuic cysteine-ricii protein precursor 
similar to FIZZ2/resistin-like nrotein r"HT5^PP?^ mPXTA 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM_032565 


Homo saniens emr»namil Kin dine tfO q t^r? rvrntp»in Q /4 0 i •*-«-» *7 f,i a -. ft i • _ A — _ _ _ 

aavjiiiu aapicua ciinjpdiini uxiiuiiig rcid lco. protein, Gertao-ueita / sterol isomerase 
related nrotein (EBRP i mRNA 


NM 032561 


Homo saniens EVG1 nrotein fFVGH mRNA 


NM 032555 


Homo saniens PI 41 nrotein fPld^ i ml? "NT A 


NMJ)32549 


Homo saniens inner mitochondrial mpmKnnp n/=»r\tiHo cp "> lilr*» /"nv/fN/TPOT ^ 

AAv/xxivy oupiviio x±ixi\^i nil lU lal XlXWliXUX AUG LJCJJllUcii>C ^ 1IJV.C ^XlVXiVlX jL i_/ 1 ? 

mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 


Homo saniens neurevin 7 nsJT^^NT^^ ml? "MA 

11U111U oupiuno ll^LlX .L. y 1 N X >( y 5 1 liXvXN ^V. 


NM 005676 


Homo sapiens RNA binding motif protein 10 (RBM10), mRNA 


NM 032526 


Homo sar^iPri^ nvtr^cnlir' nnr i lF'r\tiHcj c<=» T / r^TvT F\ w»X>XTA 
xx^Jiiiu o<xpxwilo HJowllL/ IiU.uiCOlltld.bC J. \v^lN— L) 9 nxxvlN/\. 


NM 032483 


Homo sanipn<? T-TTPAP nrntpin /TTXP AP^ ml? XT A 
X±\JLLl\J oa^iciio JLliirvr piULClxx ^11 1 inx j, lllXvJ.N/\ 


NM__032094 


Homo saniens nrotoofldnprin cjimmn cuVk^fiamilv A 1 O /prTMJm a 1 o\ +^-0^.0 

A awa1AVj ' ocipi^iio pi uivjuauiici 111 gcLHiiiid &uoia.IIlliy r\ 9 1Z. yjr ^±JjTx\JJ\ I Z ), TTanSCript 

variant 2 mRNA 


NM_003735 


Homo saniens r>rotonadlipriTi aflmma cnV>-fc*miK/ A 19 /Pr^FMirr^ a 1 1\ f*-o^o^^^4- 
oopi^iio pi wLvjuo.u.iit-1 in gdiimict &u.oid.iniiy /\, iz ^i^v»xJl/jx.vj/\.izl transcript 

variant 1, mRNA 


NM 031887 


Homo Saniens nro-m Plan in-P r>n P<*n1~ruti no Vi nrmnnp 1iL-<a 1 fT>\/f{~^TXT 1\ «*1)\ta 

AAwiii v/ oapiwio pxw iiiv^Kxiiiii-v^uiiL/ciiua-Liiig iiunnonc-iiKc l ^xlVl^rxJL 1 ) 9 mivJNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXB1), mRNA 


NM 006986 


Homo saniens mplfmrvma o-nti cr«=»n 4Vj -m 1 1 ^ 7 1 /\/T A/"~il7TM\ *viT)\ta 
xxcrinu &a|jicii& ixicidiioiiia dniigcn, iamiiy u, 1 ^ivi /\y Txii ) 1 ) 5 mJKJNA 


NM 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGEC1), mRNA 


NM 002375 


xxvxiiiv oapiciit» iiiinuLuuuic-associaiea protein ^jvi/\Jr^ ? transcript variant 1, 
mRNA 


NMJ330983 


AA^iiiv-i oaL/iciij) iiiiiviuLLiuuic-disbociateQ protein *+ ^ivlax transcript variant 4- 
mRNA 


NM_030S85 


Homo Saniens miemtllHllle-.nccor'iQfp»/-l T%-rr»t<=»in A f\A A"P/1\ tron^r.>-ir>+ Q 

a auaiiu o»j^iv^iio iixiv^njLuuui.c-ciobut'id.Lcu. proLcm t v^ivLrta ^fj, transcript vaoant 3 
mRNA 


NM 030884 


Homo Sfinienc mi r*T*/^\'fn i V11 11 pcAcinfft^ «t*/^+o-iT^ A f~\ /t a "d a \ ^ ^ 

xxviii^ oaiJiciii> iiuvviuLuuuie-dssociateQ protem *i ^ivi/vjr^f ) 5 transcript variant ^ 
mRNA 


NM 002374 


nuiiio bdpicnb irucrouiDuie-associatea protem z \jMu\rZ), transcript variant 1 
mRNA 


NM 031847 


a - lwaiiw oapxciib niiciuiuDuic-associatea protein z (ivi/vrZ), transcript variant 4, 
mRNA 


NM_031S46 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 3 
mRNA 


NM 031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2, 
mRNA 


NM 032446 


Homo sapiens MEGF10 protein (MEGF10), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_013453 


Homo sapiens sperm protein associated with the nucleus, X chromosome, family 
member Al (SPANXA1), mRNA 


NM 020690 


Homo sapiens KIAA1 085 protein (KIAA1 085), mRNA 


NM_012121 


Homo sapiens Cdc42 effector protein 4; binder ot Kho U i rases 4 <^r^, 
mRNA 1 


NM 001019 


Homo sapiens ribosomal protein S15a (RPS15A), mRNA 


NM 022551 


Homo sapiens ribosomal protein S 1 8 (RPS 1 8), mRNA 


NM_005909 


Homo sapiens microtubule-associated protein IB (MAP IB), transcript variant 1, 
mRNA 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAP1B), transcript variant 2, 
mRNA 


NM 002373 


Homo sapiens microtubule-associated protein 1 A (MAPI A), mRNA 


NM_031366 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 6, mRNA 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen; ^COL4A3), 
transcript variant 5 , mRNA 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA _ 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) ^UL^j, 
transcript variant 3 , mRNA 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 2, mRNA 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 1 , mRNA 


NM_002140 


Homo sapiens heterogeneous nuclear nbonucleoprotem K (HNRPK), transcript 
variant l,mRNA . : 


NM_031263 


Homo sapiens heterogeneous nuclear nbonucleoprotem K (HNRPK), transcript 
variant 3 , mRNA 


NM_031262 


Homo sapiens heterogeneous nuclear nbonucleoprotem K (HNRPK), transcnpt 
variant 2, mRNA 


NM 032414 


Homo sapiens prokmeticm 1 precursor (PROK1), mKJNA 


NM 003214 


Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 


Homo sapiens DKFZP434K091 protein (PAL), mRNA 


NM 030643 


Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 


NM 022064 


Homo sapiens hypothetical protein FL J 125 65 (FLJ12565), mRNA 


NM 017971 


Homo sapiens mitochondrial ribosomal protein JL20 (MKJ'l^U), mKJNA 


NM 016504 


Homo sapiens mitochondrial ribosomal protein L27 (MRPL27), mRNA 


NM 014050 


Homo sapiens mitochondrial ribosomal protein L42 (MRPL42), mKJNA 


NM 000014 


Homo sapiens alpha-2-macroglobulin (A2M), mRNA 


NM 004891 


Homo sapiens mitochondrial ribosomal protein L33 (MRPL33), mKJNA 


NM 004864 


Homo sapiens prostate differentiation factor (PLAB), mRNA 


NM_000454 


Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis 1 
(adult)) (SOD1), mRNA 


NM 032391 


Homo sapiens small nuclear protein PRAC (PRAC), mRNA 


NM 032382 


Homo sapiens hypothetical protein FLJ22315 (FLJ223 15), mRNA 


NM 032365 


Homo sapiens hypothetical protein MGC5254 (MGC5254), mRNA 


NM 032363 


Homo sapiens i±bJJLZ protein jririii^/, injxrN-n. 


NM 032335 


Homo sapiens hypothetical protein MGC14797 (MGC14797), mRNA 


NM 032276 


Homo sapiens hypothetical protein DKFZp547E052 (DKFZp547E052), mRNA 


NM_032272 


Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 
mRNA 


NM 032260 


Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144), mRNA 
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NM 03223/ 


Jtiomo sapiens nypotneticaJ protein ri-JZjoDo vT-L'Jzjjdo), itikjna 


JNM U3222U 


Jtlomo sapiens nypotneticaJ protein ri^jzzzoo {t.ujzzzo:>), mtviN/\ 


JNM U3Z2iy 


xxomo sapiens nypoxnexicai protein r jljzzzov ^ri^j^^zo^^, nitsjiN/v 


NMJ)32204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


JMM 0.32203 


Homo sapiens nypotneticaJ protein ri^JZ (rLJz ih-zj ), miviN/\ 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


NM 032173 


Homo sapiens nypotneticaJ protein r LJ 12 /4 / (JrJLJ 1 Z /4 /), mKJNA 


NMJ)32157 


Homo sapiens hypothetical protein FLJ1 1531 (FLJ1 1531), mRNA 


NMJ)32150 


Homo sapiens hypothetical protein DKFZp434P1735 (DKFZP434P1735), 
mRNA 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protein DKFZp762K2015 (DKr Zp762K2015), 
mRNA 


NM 015449 


Homo sapiens DKrZr56oCjl722 protein (DJpLrZr5ooLrl72Z), niKJNA 


NM^O 15424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NM_0l5235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 

f a TS"T A A AZTOA /VTA A A/TOfW _T> "K.T A 

64; KIAA0689 protein (K1AA0689), mRNA 


NM 015068 


Homo sapiens paternally expressed 10 (PEG 10), mRNA 


NM 014599 


TT * r>TT J j. A /'PTTTV A \ TT "KT A 

Homo sapiens EH-domam containing 4 (EHD4), mRNA 


"V 7~K AT /"V -f A A 1 -t 

NM_014411 


Homo sapiens brain and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


NM 007148 


Homo sapiens zinc linger protein 179 (ZN.b 179), mRNA 


NM_00726o 


Homo sapiens XPA binding protein 1 ; putative ATP(GTP) -binding protein 

/TvrT , "Dt3T>\ ■•-»-» "D XT A 

(IN 1 rMD-r), mKJNA 


iNM UOoili 


Homo sapiens ubiquitin specific protease 15 (USP15), mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


NM 005277 


Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


NM 001439 


Homo sapiens exostoses (multiple) -like 2 (EXTL2), mRNA 


"KT"K JT AA 1 <*\0*T 

NM 001287 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


"K TTk K 1 1 Ail 

NMJ)21194 


Homo sapiens solute carrier family 30 (zinc transporter), member 1 (SLC30A1), 
mKJNA 


NM_0139S6 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 

cnro "U ^.-."DTvTA 

bWp"D, mKJNA 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


~ktk a~ f\f\c /rn 

NM 005617 


Homo sapiens ribosomal protein S14 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box B 13 (HOXB13), mRNA 


NM 000990 


TT— — — — * 1 1 ^ j_ ^ * t O ^7 /TT l lT OT A \ *k t A 

Homo sapiens ribosomal protem L27a (KFL2 / A), nxKN A 


NM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


-v TTV AT nAI iioi 

NM_003483 


Homo sapiens high-mobility group (nonhistone chromosomal) protein isoform I- 
U (rUVloiU), mKJNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 

{rilVLKjZ ), mKJNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNR1B), mRNA 


"VTA A~ AACHCO 

NM 005958 


Homo sapiens melatonin receptor 1 A (MTNR1 A), mRNA 


JNJVl UU4/3y 


nomo sapiens mexasiasis-associaiea i-iikc i ^ivii/^ii^i^, nu\j.N/v 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 1 


NM_0 12207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 2, mRNA 


NM_005968 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (HNRPM), transcript 
variant 1, mRNA 


NM 004966 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


NM 032093 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPL1), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein LI 1 (MRPL1 1), mRNA 


NM_005520 


Homo sapiens heterogeneous nuclear ribonucleoprotein HI (H) (HNRPH1), 
mRNA 


NM 002226 


Homo sapiens lagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPA0), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBP1), mRNA 


NM_031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IED (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant Bl, mRNA 


NM_031157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 2, mRNA 


NM 009585 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 5, mRNA 


NM 031S50 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 3, mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTR1), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRL2), mRNA 


NM_006641 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM_031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1 
mRNA 


NM 031371 


Homo sapiens RBP1 -like protein fBCAAl trariscrint variant 9 mRlsJA 


NM 016374 


Homo sapiens RBPl-hke protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athano^ene ^ fiR Afr^ 1 ™ptsja 


NM_032048 


Homo sapiens extracellular elvconrotein EMTT TN-? nrpnnrcnr (v\zrn tnt o\ 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


Homo s aniens kxinffle-containinf? tTAn ^mprnViranp' -nmf^n* i-m'-nrr!^ nnriinrr 
marking the eve and the nose fKREMEN) mRNA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo saDiens neurocalcin delta fNPAT D i mPTsJ A 


NM_032039 


Homo saniens hvnothetical nrotein T)l<CF7n7fi"ir>n9i 1 min7'7P7*; i t\cv) 1 i\ 
mRNA 


NM 032038 


Homo sapiens SDinster-like nrotein H OPft^QR^ 1 mPTsJA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fiacosidase, alpha-L- 1, 
tissue CMGC 13 14^ mRNA * 


NM 032016 


Homo sapiens hypothetical protein MGC325 1 (MGC325 1), mRNA 


NM_000323 


xxv/xixvp oapitna icl jjiuiu uii^ugciic ^muiLipie enaocnne neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


AAUlllu oapiciia lcipiuiu uiiougcne ^rnuuipie enaocnne neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_020630 


Homo SflTiiPn^ fPt ■nrotn-nrifno'pnp ( -multi r-\1 An/1/\/>«>inia ^—.1^ „ „ j _ j ,n „ . 

AAUluu oopicua icl piuLu uii^ugciic ^muicipie enaocnne neoplasia and medullary 

thvroid carcinoma 1 T-Tir^chQnnina Hic^acfA /"p RTi trQrtcr»nV»+ »mrio«+ /i -v,d\ta 
uijriuiu wnivFxiia. xiiicsv^ii&pi uii^ uibcabc j ^ivjz, i transcript variant *+, iriKJN/V 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullary 

thvroid carcinoma 1 Hirsch^Tvmncr Hkpacp^ /'P'P'T^ francr>t-ir^f \roTMr,«f i to d\ta 
mjrivm vuiummxxa x, x-ixx ov^iiojji Liii^ u.x&cd.£>e^ ^ivij/ 1 j 7 rranscnpt variant j, miviNA 


NM_016817 


Homo sapiens 2 , -5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA 


NM 006187 


Homo sapiens 2 , -5 , -ohgoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


Homo saniens 2 t -S'-o1ip'oan , F v nv1atf :k cvntVu^tac** o /aq n\ v-tw a c>\ _,^^,* + 
v oo^xwxo w> *jii^uauciiyi<iLc t>ynincLdbe z. \py-/ 1 KXJ ) transcript 

variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxm beta receptor (TNFR superfamily, member 3) 
(LTBR), mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPA1), 
transcript variant 1 , mRNA 


NM 001885 


Homo sapiens crvstallin alnha R TCRVAR^ mPTsTA 

" r A , *" 1LJ »»' J - J k-* v«*1XXJIX, Ui^llcl X_J ^V/XV X X» /J ill IV 1 N AA 


NM_015139 


Homo sapiens UJDP-2lucuronir anH/TTP)P-Xr_^r > ^tA/1 oalartncQTviinA Hnoi 
transporter (UGTREL7), mRNA 


NM_024333 


Homo sapiens fibronectin tvne 3 and SPRV Homqin-rontainincr nrnt^in rpQT^^ 
mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase rHMCS i mRNA 


NM_0 17934 


Homo sapiens pleckstrin homolo^v domain interacting nrot^in fPWTP^ mPMA 


NM 016492 


Homo sapiens homolog of veast MOG1 fMOGl 1 mRNA 


NM 014185 


Homo sapiens homolog of veast MOG1 fMOGl i mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM_031952 


Homo sapiens NYD-SP16 protein (NYD-SP16\ mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 (TFP38), mRNA 


NM_031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9',10'-dioxygenase (B-DIOX-H), mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8). mRNA 


NM 031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (CTRP7), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CTRP6), 
mRNA 


NMJ)31909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM_031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 (MRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM 031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NMJ)31896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NMJ331886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIM1), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREB1), mRNA 


NM 030582 


Homo sapiens collagen, type XVm, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5 A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM 004775 

111Y1 \J\J VI / 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma Bl protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CYP51), 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein S10 (RPS10), mRNA 
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NM 000991 


Homo sapiens ribosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo saoiens cvtochrome P450 subfamilv XXTV /Vitamin D ^d-hvHrnYvlncf^ 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
CCYP19") transcriut variant 2 mRNA 

\ * / ^ ** wiikjwx A r lull l» ^ , 1 1 1 1 \ 1 ^ 1. \. 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
(CYP19) transcrint variant 1 mRNA 

■*■ •*. x J j uiuvi l. yj L r ui lull L x , i i ■ ix i i( xX. 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYP1 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVTE (steroid 17-alpha- 
hvdroxvlase^ adrenal hvnernlasia fPYPIV^ mRNA 

aaj vyvjr xuov y j uui WlUl Xlj LJKsX ^JLCLOLa ' Xx A / J y JIJUlVx^I./x 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 

nolVDeDtide 1 (CYPllBl^ mitochondrial nrotpin enmHprl nnplpcir crf>rtF> 

j ^rw^r uuv x y v_x x a j. i u x y , llllL\Jvliv/llUl lul L/J. v/ 1 A^lll t^lxVsUUwLi U jr 11 U-L/ 1 Cdl gCllCj 

mRNA 


NM_0 17460 


Homo sapiens cytochrome P450, subfamily HIA (niphedipine oxidase), 
polypeptide 4 (CYP3A4^ mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEF1), 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo sarjiens xvlo^vlnrofpin Hptnl 4-aa1nrtrkc\/1tT-a«c-fi=»r«aci=» ™Ykmf»Tvf-i/-1*» *7 

AAviiiv ocilvi^iio xyjoy ijjx\ji\^ixx LJC-la. 1 ,*T-gdlaL'HJi>yiLI ollolClabC, polypeptide / 

(galactosyl transferase I) (B4GALT7), mRNA 


NM_006668 


Homo sapiens cvtochrome P450 subfamilv 46 frT-inlpQtpml 94.-HvHTYYwlncp , \ 
(CYP46), mRNA 


NM_0007S1 


Homo saDiens cvtochrome P450 subfamilv XT A fpi-irilpQt^rnl cirl^ ^Vmin 
cleavage^ (CYP11A\ nuclear gene encoding mitorhondrifll nrntpin mPTvJA 

to y \ — x x x x,t xy, iiuviV/Ui £> ^li^/UUlllg ILULU^/llUHUl Idl |J1 Utt/lll, 1 llxVj.N XX 


NM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM_001295 


Homo saniens chemokine CC-C motifi recentor 1 (C^CTl 1 ^ mT?T\TA 


NM_031492 


Homo sapiens hvnothetical nrotein similar tn T?7\T A-hind-mcr -nrr^tRin lorlr 
(MGC 10871), mRNA 


NM 031488 


Homo sapiens hypothetical orotein DKFZr>76 111 41 CDK'F7P7fi1T14'n mRTMA 

1 J " v w«x J-"* V will JL- ' Xlk-X *~-'VJ 1 \J XXX X ^JL/1\-1 AjI / \J i_ x. X X y , III t\_l N Xx 


NM_031469 


Homo sapiens SH3 domain binding glutamic acid-rich nrotein hkp ? 
(SH3BGRL2), mRNA 


NM_031468 


Homo sapiens calneuron 1 (CALN1), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZp761H2024 (DKFZP761H2024) 
mRNA 


NM 031458 


Homo sapiens B aggressive lymphoma gene (BAL), mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 (MGC4268), mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hypothetical orotein FLJ12783 (TLJ1^7S3^ mRNA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


HomO SaDienS melanoma-dprivpH Ipnrinp ^ir^ner PYtTQ-Tinplpcir faoW rN/TT '7T^^ 
Aivuiv iiiwuuviiia uuiv&u ituuiiit Zjl^J^Jt-I j vAUa IlUvlwclI lovlOi II VI 1 t JL*±-j ), 

mRNA 


NM_031413 


HomO SaDienS Cat evP ^vnHrnmf* rV»rnmr»cr»mp T"F»cri r»n r*smHiHofv» 0 /'OT^/^ , 'DO^ 
iiuaiv ^ Li JK v-txL v^jrt ojriicil L/1I1C Ulll UIHUbUIXlC ICglUll, v^d.HUlUd.lC w ,rA .KZIj 

mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase 1C (class I), gamma polypeptide 
(ADH1C), mRNA 


NM_000667 


Homo sapiens alcohol dehydrogenase 1 A (class D, alpha polypeptide (ADH1A), 
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mRNA 


NM_018833 


Homo sapiens transporter 2, Air-binding cassette, suD-iamiiy a x^tj 
(TAP2), transcript variant 2, mRNA 


NM_000544 


Homo sapiens transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 
(TAP2), transcript variant 1 , mRNA 


NM_000593 


Homo sapiens transporter 1, Air-binding cassette, suD-iamiiy a irurj 
(T API), mRNA — — 


NM 004678 


Homo sapiens vanabie charge, Y chromosome, z^vui zj, mru.N/^ 


NM_012392 


Homo sapiens PEF protein with a long N-termmal hydrophobic domain (peflm) 

/TVI~ , T" , \ Ty "XT A 

(PEF), mRNA — 


NM 031308 


Homo sapiens epiplakin 1 (EPPK1), mRNA 


NM 031299 


XT • l^r-^+V^+^ol rvr^+^i-r-i A/ff^f^7 ^77 f\A C±C*'7 S 7 7^ tTll^NA 

Homo sapiens hypothetical protein mvjl,z j / / viviaj^z j / / nusxvt\ 


NM 012480 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73), mRNA 


NM_030881 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide i / (/zklj; 
(DDX17), transcnpt vanant 2, mKJN A 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 17 (72kD) 
(DDX17), transcript variant 1, mRNA 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA 


NM 000478 


Homo sapiens alkaline phosphatase, liver/Done/Kidney (ivLri.j, ttusjna 


NM_004820 


Homo sapiens cytochrome P450, subfamily VliB (oxysterol 7 alpha- 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subiamily VILA (cholesterol / aipna- 
monooxygenase), polypeptide l (CYr /Al nuclear gene encoamg 
mitochondrial protein, mRNA 


NM_016166 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box binding protein 1 
(DDXBP1), mRNA 


NM 016373 


Homo sapiens WW domain-containing oxiaoreaucxase ^ w w w^v;, uixvin^v 


NM 024164 


Homo sapiens tryptase beta z (iroJoz;, mKJN/v 


NM 003294 


Homo sapiens tryptase beta 1 (TPSB1), mRNA 


NM_031310 


Homo sapiens ienestratea-endothenai nnivea structure protein, r v -i piuLcm 

/TW n \ "T> XT A 

(PVl), mRNA 


NM 031302 


TT ~ ^1 _„ _. m rn /\ rlfvon c ford no /T /^r^C^ A^52^ YYlT?"NTA 

Homo sapiens gycosyitransierase ^LuuojfDoj, iiirsaN^v 


NM 031300 


Homo sapiens nypotneticai protein iviov^zoo^ ^ivivj^zoo^^, hiivl^^. 


NM_031297 


Homo sapiens nypotneticai protein ujsj^Zvp /oixii / iu ^x^r z-r / uim/iv;, 
mRNA 


NM 031287 


Homo sapiens nypotneucai protein lvior^oi do ^jyi^j^^ ljj j, huuna 


NM 031286 


Homo sapiens oxiJovjis-L^-iiKe protein ^onjJDvjivx^j^, huvj.^^. 


NM 031285 


Homo sapiens nypotneucai protein rr iuz> / ^muj / », nixvi^-rv 


NM 031279 


Homo sapiens aianme-giyoxyiate aminouranbierd&c ^ 1 ^vj/vi^j-ii;, 11 ^^^^ x 


NM 030970 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 


NM 014357 


Homo sapiens skin-specific protein (XP5), mRNA 


NM 030590 


Homo sapiens matrilm 4 (MA 1 N4), transcnpt vanant z, iiuum j\ 


NM 031246 


Homo sapiens pregnancy specitic beta-l-glycoprotem z irouzj, huuna 


NM 017422 


Homo sapiens calmoaunn-like skm protein (Cl^oi';, mtaM/\ 


NM_005956 


Homo sapiens methylenetetranydroiolate dehydrogenase (JN/\i^r-f- aepenaenij, 
methenyltetrahydrofolate cyclohydrolase, formyltetrahydrofolate synthetase 
(MTHFD1), mRNA 


NM 005906 


Homo sapiens male germ cell-associated kinase (MAK), mRNA 


NM 006389 


Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 


NM 004803 


Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 


NM 030984 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
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V) (TBXAS1), transcript variant TXS-LI, mRNA 


NM 001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TBXAS1), transcript variant TXS-I, mRNA 


NM_000773 


Homo sapiens cytochrome P450, subfamily IDE (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 


NM 004523 


Homo sapiens kinesin-like 1 (KNSL1), mRNA 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 
(13kD, B13) (NDUFA5), nuclear gene encoding mitochondrial protein, mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7.5kE), IVTWEE) (NDUFA1), nuclear gene encoding mitochondrial protein, 
mRNA 


NM 000771 

x. ^j.tj- vy \_f \j fix 


Homo saoiens cvtochrome P450 subfamilv IIC f menhen vtoin 4-hvdroxvlase^ 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


Homo saoiens cvtochrome P450 subfamilv TIC fmenhenvtoin 4-hvdroxvlase^ 
polypeptide 18 (CYP2C 18), mRNA 


NM 017778 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant short, mRNA 


NM_023034 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1-like 1 (WHSC1L1), 
transcript variant long, mRNA 


NM_000766 


Homo saoiens cvtochrome P450 subfamilv TTA (ohenobarbital-inducible^ 
polypeptide 13 (CYP2A1 3), niRNA 


NM 006646 


Homo saoiens ^VAS nrotein familv member 3 fWASF3"i mRNA 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 014110 


Homo saoiens nrotein nhosohatase 1 retnilatorv finhibitor^ snhimit 8 fPPPIRS^ 

mRNA 


NM 004109 


Homo saoiens ferredoxin 1 rFDXl^ nuclear j?ene encoding mitochondrial 
protein, mRNA f { 


NM 030671 


Homo saniens nrotein tvrosine nhosohatase receotor tvne O fPTPRO^ 
transcript variant 5, mRNA 


NM 030670 


Homo saoiens nrotein tvrosine nhosnhatase receotor tvoe O rPTPRO") 
transcript variant 6, mRNA 


NMJ330669 


Homo saoiens orotein tvrosine nhosohatase receotor tvoe O f PTPRO^ 
transcript variant 3, mRNA 


NM_030668 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 4, mRNA I 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 1 , mRNA 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcript variant 2, mRNA 


NM 021979 


Homo sapiens heat shock 70kD protein 2 (HSPA2), mRNA 


NM_024005 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 1 , mRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSG1), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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t : r— -■ • , HVp % rrYRfTn.3Y mRNA 


NM 004256 I 
NM_000774 I 
r 


Tnmn sapiens organic cauumi, uana^ ^--^ - ' ~Y . 

lomo sapiens cytochrome P450, subfamily OF, polypeptide 1 (tArzr Y), 


NM_000769 1 
1 

NM 031220 ] 


^ mn saniens cvtochrome P450, subtamiiy Lk. (mephenylum 4-uyuioxyiase;, 

.nlvpentide 19 (CYP2C19), mRNA _ - 1 

^ , t^tt >,T tr-rmiml Hnmrnn intpractinp receptor 1 (N1K1), miUNA 

rlomo sapiens JrYJs.2 jN-terminai aumam mtMammB JW r > '■ 


NM 031212 1 

1N1VX yJJ XZ. 1 l 

NM 031209 


w™™ aniens hypothetical protein NPD016 (NPD016), mKMA . 

Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 

Hnmn sapiens tRNA-guanine transglycosylase ( 1 Ci 1 ), mKNA_ . 

Homo sapiens hypothetical protein FLJ12525 (FIJI 2525), mRNA 


NM 031206 
NM_006904 


. . • i * tmvt a o^fixro+<>H ratalvtic nolVDentide (rKJsJJL^h 

Homo sapiens protein kinase, DNA-activatea, caiaiyuu pmypcpuu v /> 

: ^ q1 ZZ^Z-Z r>KFZn43401427 (DKPZP43401427), 


NM_030963 


Homo sapiens hypothetical protein uivr z,p<+j i ^ / v^ A ^ 

w™™ aniens emdidvmal secretory protein ESP13.2 (ESP13.2), mRNA J 


xnv/f 0^00^1 
j lNivi \jD\jyji 

NMJ)30905 


Homo sapiens olfactory receptor, family 2, subtamiiy J, memc-er z ^R2J2), 

JY^RJSJA ■ 


iNlvi \jD\jyyjJ 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OR2W1), 

JflJ^JsJA. — 


NM_012377 


Homo sapiens olfactory receptor, family 7, subfamily C, member 2 (OK/O^, 
mRNA — 


NM 030981 
NM_030974 


Homo sapiens small GTP-binding protein (KAt> lb ), mRNA. , 

Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 

5L sapiens hvpothetical protein TCBAP0758 (TCBAP0758), mRNA, 


NM 030973 
NM_030968 


Homo sapiens G protein coupled receptor interacting protein, complement-clq 
tumor necrosis far-tor-related (ZSIG37), mRNA _ . . — ___ 


FnM_030945 

NM 030936 
NM 030935 
NM 030926 


Homo sapiens complement-clq tumor necrosis tactor-related. protem, l^ly 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kUa 

Homo sapiens TSC-22-hke ( i HO- 1 ), mKis a 

Homo sapiens integral membrane protein 3 (11 M3), mRNA . 


NM 030893 
NM 014067 
NM 030661 
NM_030879 


Homo sapiens CD1E antigen, e polypeptide (CD1K), mKNA . 

Homo sapiens LRP16 protein (LRP16), mRNA . 

Homo sapiens homeo box A3 (HOXA3), mRNA — 

Homo sapiens Small evolutionarily conserved RNA, resembling C/D box small 
nucleolar (X102\ mRNA _ rTHrTTTn 


NM_012373 
NM 015072 


Homo sapiens olfactory receptor, family 3, subfamily A, member 3 (OR3 A3), 

mRNA 

Homo sapiens KIAA0998 protein (KlAAUyy 8 >, mRNA 

Homo sapiens apoliooprotem L, 2 (APOL2), mRNA _ 


NM 030882 
NM 002623 
NM 022167 
NMJ) 17506 

NM 003372 


Homo sapiens prefoldin 4 (PFDN4), rnRNA _ 

Homo sapiens xvlosyltransferase II (XT2), mRNA 

Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), 

mRNA 

Homo sapiens von Hipnel-Lindau binding protein 1(VBP1), mRNA 


NM 016097 
NM 014646 
NM_005880 

NM 006755 


Homo sapiens HSPC039 protein (HSPC039). mRNA 

Homo sapiens lipin 2 (LPIN2), mRNA 

Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DNAJA2), 

mRNA . 

Homo sapiens transaldolase 1 (TALDOl), mRNA 1 
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NM 005137 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 


NM 003215 


Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


NM 01S4 9 5 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KII), mRNA 


■ NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBD1), mRNA 


NM 004?48 


Homo sapiens G protein-coupled receptor 10 (GPR10), mRNA 


NM 001642 


Homo sapiens amyloid beta (A4) precursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group XII secreted phospholipase A2 (PLA2G12), mRNA 


NM 0^0820 


Homo sapiens hypothetical protein DKFZp564B052 (DKFZp564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mRNA 


"MM 0^0807 

XN1VX V/^V/Ov/ / 


Homo sapiens glucose transporter protein 10 (GLUT10), mRNA 


1N1VA__U / 


Homo saniens hypothetical protein DKFZp434D0421 (DKFZP434D0421), 
mRNA 


NM 030797 


Homo sapiens hypothetical protein DKPZp566A1524 (DKFZP566A1524), 
mRNA 


NM 030788 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


NM 030787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


NM 030786 


Homo sapiens intermediate filament protein syncoilm (SYNCOILIN), mRNA 


NM 030785 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHL1), mRNA 


NM 030784 


Homo sapiens brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


NM 030783 


Homo sapiens phosphatidylserine synthase 2 (PTDSS2), mRNA 


NM 030779 

J.N1V1 UJu IIS 


TTomo saniens Eae-related eene member 2 (ERG2), mRNA 


NM 030774 


Homo sapiens prostate specific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJA10), mRNA 


NM 030764 


Homo sapiens SH2 domain-containing phosphatase anchor protein 1 (SPAP1), 
mRNA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBP1), mRNA 




Homo sapiens makorin, ring finger protein, 4 (MKRN4), mRNA 


NM 091813 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 2 (BACH2V mRNA 


NM 020819 


Homo sapiens KIAA141 1 protein (KIAA141 1), mRNA 


NM 0307S1 


Homo sapiens transcription factor 8 (represses interleukin 2 expression) (TCF8), 
mRNA 


NM 030754 


Homo sapiens serum amyloid A2 (S AA2), mRNA 


MM 030752 


Homo sapiens t-complex 1 (TCP1), mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCF7L2), mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


mm nm 1 R9 

INIVl UU 1 1 


Homo sar>iens aldehvde dehydrogenase 7 family, member Al (ALDH7A1), 
mRNA 


1N1V1 UUUjoZ 


TTnmn <;ar>ien<; aldehvde dehvdroeenase 3 family, member A2 (ALDH3A2), 
mRNA 


lNlVI UUj400 


Wnmo saDiens solute carrier familv 7 (cationic amino acid transporter, y+ 
system), member 5 (SLC7A5), mRNA 


NM_000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 
mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDH1A3), 
mRNA 


NMJ)30381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 3, 
mRNA 
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NM_0303S0 t 
n 


— \tt~i n — ^ — 1 

lomo sapiens GLI-Kruppel family member GLI2 (GL12), transcript vanam I, j 


NM_030379 I 

r 


Jomo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript variant 1, 

nP"NTA : — : — ^ ^ n 1 


NM_020166 I 
i 


iomo sapiens methylcrotonoyl-Coen2yme A carboxylase 1 (alpha) (MCLtij, | 


NM_005270 1 
i 

NM 002381 ] 


to sapiens GLI-Kruppel family member GLI2 (GLI2), transcnpt variant 4, 

nRNA — ■ 1 

Komo sapiens matrilin 3 (MATN3) precursor, mkhl~ J 

sapiens matrilin 2 (MATN2) precursor, transcnpt vanoul 2, mKHA 


NM 030583 
NM 002380 
NM 002379 
NM_000168 

NM 003462 


Homo sapiens matrilin 2 (MATN2) precursor, transcnpt variant l mRN A 

w™™ sapiens matrilin 1, cartilage matrix proiein (MATN1), mRNA \ 

Homo sapiens GLI-Kruppel family member GLI3 (Ureig cepnaioporysyud^l, 

<?\mdrome} (GLI3) mRNA - ■ 

Homo sapiens dynein. axonemal, lieht intermediate polypeptideiP28XmRNA 


NM 017493 
NM_005602 

NM 001195 


Homo sapiens Hin-1 CHSHIN1), mRMA _ r-TTrTranrH 

Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDN1 1), 

jjjysj^ _ — — 1 

Homo sapiens beaded filament structural protein 1, filensm (Bb^l , nmi^ 
Homo sapiens LIM and senescent cell antigen-like domains 1 (L1MS 1 ), mRNA 


NM 004987 
NM 000412 
NM_024494 


Homo sapiens histidine-rich glycoprotein (HRG), mRMA . _ 

Homo sapiens wingless-type MMTV integration site tamily, member 2.B 

/TirMTOT^ h nnrrrint t/nrifint ^VT t sTT-2T : i2. mRNA 1 

( W JN 1 2*d)) uanscripi vdiiai.it vyx^-m. i 


NM_004993 


Homo sapiens Machado-Joseph disease (spinocerebellar ataxia 
olivopontocerebellar ataxia 3, autosomal dominant, ataxm 3) (MJD), transcnpt | 
vanant 1, mRNA . . — - — \ 


NM_004185 


Homo sapiens wingless-type MMTV integration site tamily, member 2B 

(WNT2B), transcript variant WNT-2B 1 , mRNA -4 

Homo sapiens VASA nrotein (VASA), transcnpt vanant 2, mRNA 


NM 024415 
NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptiae lu <RNA 
helicase) (DDX10), mRNA 


NM 004397 


" Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide o <KNA 
helicase, 54kD) (DDX6), mRNA _— 


NM_004396 


"' Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide y (RNA 
helictse A, nuclear DNA helicase II; leukophysin) (DDX9), transcnpt vanant 2, 
mRNA _ _ . - , n n?>j a 


NM_001357 


' Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide y <KH A 
helicase A, nuclear DNA helicase II; leukophysin) (DDX9), transcnpt vanant 1, 
ttVRNA . — — : — — 


NM_004660 
NM 019039 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box poiypepnde, i 

chromosome \ur> 1 j, n living . — 

Homo sapiens VASA protein (VASA), transcript vanant 1, mRNA 


NM 012382 
NM_000387 


Homo sapiens osmosis responsive factor (OSRF), mRNA . , 

Homo sapiens solute carrier family 25 (carnitine/acylcarnitme translocase), 

o(\ f<U HSA^OI mitochondrial protein encoded by nuclear gene, 
mRNA — 


NM 007240 
NM_004940 

NM 004939 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 

fc«1ic flse . 52kD) (DDX7), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypepude 1 V DW), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex suDunit z (Art^z;, mKJN/\ 


NM_003791 


Homo sapiens membrane-bound transcription iactor protease, sue i ^ivldax'o lj, 
mRNA 


NM_0022j 1 


Jciomo sapiens potassium voitage-gaiea cnannei, aeiayeu-reuuiici, &uui£uiiiiy o, 
memoer i ^iv^ino i ), mtviN/v 


NM UUoyUi 


Jciomo sapiens inorganic pyropnobpnduibe ^ojul-'o-~)uo j ;, iiu\j.^/-y 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


NM 015435 


Homo sapiens double nng-tmger protein, JLJornn ^ij^jivriiN;, mrsJN/v 


NM 014338 


Homo sapiens phosphatidylserine decarboxylase (PISD), mRNA 


NM_021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


xt 1 Jl_ /OXT\ ^__T> "KT A 

Homo sapiens sialoadhesm (SN), mRNA 


NMJ)22821 


Homo sapiens elongation of very long chain tatty acids (rliJNl/iiloz, bUK4/rMo3 3 
yeast)-uke 1 (bLUVJLl), rnKJNA 


NM 021126 


Homo sapiens mercaptopyruvate sulfurtransferase (MPST), mRNA 


NM 030666 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 1 (oriK^rJJNrJ l mKiNA. 


NM 024014 


Homo sapiens nomeo box Ao ^riwyvA-D ), mtviN/v 


NM 030665 


xlomo sapiens retmoic acia inaucea l J? rniviN/\ 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein rU23309 (rLJz33Uyj, mKJNA 


NM 002183 


Homo sapiens mterleukm 3 receptor, alpha (low aitmity) (1L3KA), niKJN/v 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 
DKFZp761H171 (RAGD), mRNA 


NM_005088 


Homo sapiens DNA segment on ciiromosome a. ana x (unique^ idj expressea 
sequence (DXYJSlJDJb), mKJNA 


NM 016090 


Homo sapiens JKJNA binding motit protem / (Krsivi/ j, ituvjn/y 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_0l8362 


Homo sapiens likely ortholog ot mouse LLN-/C; mammalian i^UN-/ protem j 

ST TXT *"7 T>\T A 

(L1N-7-C), mKJMA 


NM 01S300 


Homo sapiens zinc finger protein 83 (HPFl) (ZNF83), mRNA 


"X TTk A~ r\ 1 A 'I C A 

NM 014754 


TT 1_ l _ / ' T_ 1 „ „ * __ . J., -t /"T> r 1 ' I "\ CC 1 \ TP) XT A 

Homo sapiens phosphatidylserine synthase 1 (F1DSM), mJKJNA 


NM_006l40 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte-macrophage) (UoJrzKA), mKJNA 


NM 004043 


Homo sapiens acetyiserotonm L>-metnyitransierase ^/voivii;, rruviN/v 


NM_002414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 

(1VUv_xZ ), mivLN/\ 


JNM UUZioO 


xlomo sapiens lnterieuKin y receptor (ULyjxj, hikina 


JNM UjUoD/ 


Homo sapiens lens intrinsic membrane protein z (ii/KJ-/j ^j-fiiviz^, rnxviN/\ 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022 5 oo 


Homo sapiens mesoderm development candidate 1 (ivLboiJL.ij, ihkina | 


NM 020727 


Homo sapiens zinc linger protein Zyo {ZsNrZyD), mKJNA 


NM UlzU/4 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


XTA A AAAO/C1 

JNM UUUoOl 


Homo sapiens histamine receptor HI (HRH1), mRNA 


NM 006271 


Wrvmn QanipriQ Qmall itiHiipiViIp pvtolvine AV ( mnnnnvtft chemotactic Drotein 3i 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(+)-dependent, cytosolic (ME1), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHF1), transcript variant 1, mRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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r 

NM_007253 I 
r 


lomo sapiens cytochrome P450, subfamily IVF, polypeptide 8 (CYP4FS), 


NM_000779 I 

T 

NM 001514 1 
NM 004127 
NM 024423 1 
NM 001941 


j n CQT ,^ nQ pvtnchrome P450, subfamily TVB, polypeptide 1 (CYP4B1), 

nRNA - 

sapiens general transcription factor (GTF2B), iglA 

Homo sapiens G protein pathway suppressor i luPS 1 h 

iomo sapiens desmocollin 3 (DSC3), transcript vanant Dsc3d, mRNA 

Homo sapiens desmocollin 3 mSC31.transcnpt variant Dsc3a, mRNA 


NM 004949 
NM 024422 
NM 004948 
NM 024421 
NM 001923 
NM_000425 


w™™ aniens desmocollin 2 (DSC2). transcript vanant Usczd, mkHA 

Homo sapiens desmocollin 2 (DSC2) transcript vanani ^ ^ENA, 

Homo sapiens desmocollin l(DSCl),transcnptva t muLD a olb,niKNA 

Homo sapiens desmocollin 1 (DSC1), transcript variant Dscla, mRNA 
HoT^olapiens damage-specific DN A binding protein (127kD) PPBl^jA. 
Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis o t aqueuu^ ux 
Sylvius I. MAS A (mental retardation, f^^^^^^g^ 
thumbs) syndrome, spastic paraplegia 1) (L1CAM) transcript vanant 1, ™R* A — 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct of 

on- i uaca ^^ntd r^tflrHation anhasia shuffling gait and aaauctea 
Svlvms 1 « MAoA (mental reiaraaiioii, apiwoia, oimAA & to . . , ~ t> xt a 

j& syndrome, spastic paraplegia 1) (LI CAM), 


NM_004110 


Homo sapiens ferredoxin reductase (FDXR), transcnpt variant z, nuclear gene 
encoding miiocnonuriai pj.ui.ciii, aiaa^j.^. — : ~ 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcnpt vanant i, nuclear gcuc 

encoding mitochondnal protein, mRNA 

tt - i-iin -T-nir-n" nrtnrlirome V*™ isoform 4F12 (CYP4F12), mKNA 


NM 023944 
NM__022845 


Homo sapiens cyiocnroiiic r**->\j iduiuiui _ — i — — : ■ z 

Homo sapiens core-binding factor, beta subunit (CBFB), transcnpt vanam 1, 

mRNA » . //— < a xt\ DMA 

tt nn i rnr rrinnt nxnnnl neuropathy (Ripaxomn) (OAJN), mKJNA 


NM 022041 
NM_021187 


Homo sapiens giam axoiidi u^m^H otx v v& 5> . — ^ n mT)iT7in 

Homo sapiens cytochrome P450, subfamily IVF, polypeptide i i ^ it Mb 1 1), 

TTnTnn ^^^i Rn n tqqfp receptor type 2, member 1 (TAS2R1), mRNA 


NM 019599 
NM_017579 


■ | 0 g 0 ^S^ e gg^ant brain tumors 1 (DMBT1), transcript vanant 


NM 015670 
NM_012096 


" Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 

' Homo sapiens adaptor protein containing pH domain, FI B domain and leucine 
zipper motif (APPL), mRNA 


NM_000896 

NM 022661 
NM 022573 
NM 022089 


H«mn sapiens PHD finger protein 2 (PHF2),mKJN A _ 

""Homo sapiens cytochrome P450, subfamily IVF, polypeptide ;> M eukotnene B4 

omeeahvdroxvlase)(CYP4F3),mRNA 

' Homo sapiens SPANX family, member C (SPANXC), mKJNA 

~ Homo sapiens TSPYql (TSPYOl). mRNA _ 

' Homo sapiens putative ATPase <HSAyy4 / ), mKNA 

Homo sapiens hypothetical protem n.T434014.3 (DJ434U14.3.,, mRNA 


NM 025228 
NM 025013 
NM 025027 
NM 022102 
NM_021 /24 

NM 030570 
NM 025135 
NM 024317 
NM 021822 


Homo sapiens KIAA1031 protein (RIAA1031), mKWA 

Homo sapiens hypothetical protein FLJ14260 (FLJ14260), m^A 

" Homo sapiens hypothetical protein FLJ20958 (TLJ2095S), mKJNA 

Homo sapiens nuclear receptor suhfamily 1, group JD, member 1 (WR1D1), 

H„™ sapiens hypothetical protein MGC10902 (MGC10902), mRNA 

ffnmn sapiens hvpothetical protein FLJ22297 (KIAA1695), mRNA 

Homo sapiens immunoglobulin-like transcnpt 10 (ILT10), mRNA 

-Homo -piens phorbolin-like protein MDS019 (MDS019), mRNA 
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NM 017509 


TT — • _ A / — 1/ — v • j_ _ "L_ - . I _ _ _ /TTODXT A OT>T T\ — Tl XT A 

Homo sapiens ACO for serine protease nomologue (HSRNAbrH), mRNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYL1), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLL1), mRNA 


NM_0023o3 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
iactorj ^iviazj, mJKiN/v 




xiomo sapiens xaste receptor, type z, memoer *f ^lAo/Jx'fj, nuviN/v 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WT1), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 (W 1 1), transcript variant D, mKJNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WT1), transcript variant C, mRNA 


NM 024424 


TTX TT7"1 j_ * AIPT1\ J. 'a. j T* "n\T A 

Homo sapiens Wilms tumor l (WTl), transcript variant B, mRNA 


NMJ)00765 


Homo sapiens cytochrome P450, subfamily IQA, polypeptide 7 (CYP3A7), 

T*i XT A 

mRNA 


NM 021570 


Homo sapiens BarH-like nomeobox 1 (BARXl), mKJNA 


X TTV /T AAA A/TO 

NM 000068 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNA1A), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protem MGC 10327 (MCjC 10327), mRNA 


NM 030573 


Homo sapiens hypothetical protein MGC10963 (MCjC10963), mRNA 


NM 024867 


TT 1_ * 1 A ' 1 j__ • T7T TO O m /T7T TO O m\ TiXT A 

Homo sapiens hypothetical protem FLJ23577 (FLJ23577), mRNA 


NM 002739 


Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM_020548 


TT ' J* t_ * J * ' 1 '1 'j. f f~-\ A TO A i J 1 J. 1 

Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A binding protein) (DBI), mKJNA 


NM 025176 


Homo sapiens KJAAUVoU protein (JsJAAUVoU), mKJNA 


NM 003/59 


Homo sapiens INr JKJbr 1 A-associatea via death domain ( IKAJDD), mKJNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


X TTV A AA/COA1 

NM 006o91 


Homo sapiens crystallin, gamma L) (CRYGD), mRNA 


XTA 4* AO AfiOn 

NM 020989 


Homo sapiens crystallin, gamma C (CRYGC), mRNA 


X TA if AAC O 1 A 

NM 005210 


T T ^ " ^ . i 11 ' , . . _ *T^> y'/^iTl "\7"/~ , T>\ _TO XT A 

Homo sapiens crystallin, gamma B (CRYGB), mRNA 


XTTV X A1 /I ZT1 *7 

NM 014617 


Homo sapiens crystallin, gamma A (CRYGA), mRNA 


XXIV VT AAT5A/C 

NM 002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondrial (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


JNiVl Uzozo© 


xiomo sapiens nypotnetical protein MvjU4ojy (MuL4ojyj } mKJNA 


JNJV1 Uz3z44 


xiomo sapiens testis specitic, 1U (ibLrAlU), mKJNA 


JNJVL UZjZ4U 


xiomo sapiens ±5 / nomolog J (r> /-rii), mKJNA 


JNJVl \)ZoZ5 1 


xiomo sapiens sclerostm (oUo l ), mKJNA 


XJTV/f A0<07^ 

XNlvl KjZdZjO 


TT^ nn«io«n TT' / 1,',,, 1 /TT'/ I ,'T1 7 1 \ -^T>XT A 

xiomo sapiens JbiZJr wi protein (riz^r wij, mKJNA 


JN1VI UZjZJO 


xiomo sapiens tanKyrase z ^iNlsJ^), mKJNA 


JNiVl U2->Z3J 


Homo sapiens nucleotide binding protein (NBP) ? mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


XTTV X AO C O 1 O 

NM 025218 


TT_ T TT 1Z"f_* J* ^ j • -l /T TT TIT* 1 \ TO XT A 

Homo sapiens ULlo-bmdmg protein 1 (ULBP1), mRNA 


xtavt ao c in 

NM 025217 


Homo sapiens LTLlo-bmdmg protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudouridine synthase 1 (PUS1), mRNA 


NM 025214 


T T _ _ _ _ ' _ _ / v i ■/"" it j_ j" _ _ ™ 7 1 / O T~7 C ^7 1 \ . -, - TO XT A 

Homo sapiens CiCL tumor antigen se57-l (bii57-l), mKJNA 


XTA /T ATCin 

JNJVL__Uz!>Zlz 


Homo sapiens Dvl -binding protein ED AX (inhibition of the Dvl and Axin 
complex) (ID AX), mRNA 


iNlVl UZ0Z1U 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 


NM (P5209 


T-TrimA cani pnc ptt rr^Tir'PT" of" -nnlx/p attiVi 1 CT-l^C 1 1 ^ mRNA 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ13386), mRNA 
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NM 025161 



NM 025158 



NM 025148 



NM 025137 



NM 025116 



^^T^ ^DOthetical protein FLJ22251 (FLJ22251), mR NA 

*- " ~ ~! * 1 ~ tot to 1 A1 C\ /T7T TOl /IIQ 1 mW l\] A 



JlOTllO sapiens ny^wuxvuwm - v 

Hq^5 4^" s hy pothetical protein FLJ21439 (F U21439^njgNA 



NM . 025114 



NM 025083 



NM 025054 



NM 025017 



NM 025011 Ho mo sapiens nypuu w ai ^»^»' ■ • /■ — - - 

g^TooT- Vnmn 4ien S hypothetical protein FT Jl 2616 (FL 

FT T97479 (FLJ22479), mRNA 



H omo salens h^othetical Um FLJ 127S1 «MJ 12781) mRNA 

— : - — .• , ..._..„•_ ct Tn£l<; /T7T mfilTk mRNA 



Homo sapiens hypothetical protein FU 13615 (FLJ13615) 



Homo sapiens hypothetical protein FLJ21 1 28 CFLJ21 128), mRNA 
« , apimg hynr^hetical protein HJ23132 iruwto, mRNA 



rioino sapiens ujf^mwumw H x — ^ • 

Homo sapiens hypothetical pr o tein FU13892 ^LJ13892), 
Ho^no sapiens hypoth etical protein FLJ 13744 FLJ 3744 ) mRNA 
— . ; ^ _^ „i ! T7T ti 9^1 A /TT T1 761 6V mRNA 



mRNA 



NM 024900 



NM 024874 



NM 024873 



NM 024861 



NM 024836 



NM 024822 



NM 024819 



Ho^ «» P i«™ hy pothetical prote in FLJ2Z479 (FLJ22479), 
Ho mo sapiens hypothetical protein FLJ 14225 (FU14225), mRNA 
Homo sapiens hypothetical protein F LJ21 162 (FLJ21 162YmRNA_ 



H^rnj 4'*™ hy pothetical protein F T J22671 ^LJ22671)7mRNA_ 
H c»pi>™ hypothetical protein FLK2301 



Homo sapiens hypothetical protein FLJ22601 (FLJ22601), mRNA 



NM 024816 



NM 024803 



NM 024795 



NM 024767 



NM 024760 



NM 024741 



NM 024723 



NM 024720 



NM 024698 



Homo sapiens hypothetical protein F LJ22955 (FLJ22955) mRNA 



hypothetical protein FLJ23282 (F LJ23282), mRNA 



riomo s apiens uym^h^^ ^ — — ~ ■ " , ' - XT r 

Homo 4^* hy pothetical protein FU21665 (FLJ21665XmRNA_ 
Ho mo sapiens hypothetical protein F O22800 (FLJ2280WmRNA_ 



w„™ ga pien S hy pothetical protein F O21120 (FLJ21l20)^mRNA 
H omo sapiens hypo thetical protein FLJ 1 4009 (FLJ14009), mRNA 
— - — ' +™ T7T T19R97 fFT J1 2R27V mRNA 



JHLOniO sapiens uypvui^^m K *~v ^ r>^T a 

tt ga piens hy pothetical protein F LJ12827 (FLJ1 2827X mRjjA. 



HQmO sapiens uy|j u u«>i.iv«x * a — - 

H 4™* hypothetical protein FL323471 (FLJ23471)7 mRNA 

Homo sapiens hypothetical protein F LJ235 10 (FLJ235 lOTmR^A 



NM 024692 



NM 024689 



NM 024687 



NM 024648 



NM 024622 



NM 024611 



NM 024591 



NM 024561 



NM 024540 



NM 024518 



NM 024515 



NM 024504 



riomo sauicno uvuumvuv"' v — — rt rrrr 

H omo sapiens hypothetical protein F T Jl 3044 ffU13044ymRNA_ 



tlOmO SapiCllS liv|ju mvuvui — ^ ^,^^rxx tvvta" 

Homo sapiens hypothetical protein F U21069 (FLJ2106^XmRNA 



rlOITlU sapi eiia iiypumw wu> ^ i 1 -v t a 

u^o a niens hypothetical protein FU14103 (FU14103), mRNA 

*^ . r „ T , • T7T TT3A/1Q /HPT T9'^^AQ^ mRNA 



tiomo sapien s iiypwtii^ti^^ H * V vw W > 

Hq^ ga piens hypothetical protein FU23049 (FU23049), mR NA 



nOIIlU sauicna i ijyH^n*^i,*w».* i — ^ 

ga pien S hypothetical protein FLJ22222 (FU2222^mRNA 



riomo sapie ns uypymwiwui — v ^ — — -- 

Ho mo sapiens hypothetical protein F O21901 (FU21901)7mRNA 
w^mo gap i ens hypothetical protein FLJ1 1896 (FLJ1 1896), mR NA 

— £ — : ~Z — T~ ; . _ • _ t?t ti n>in /T7T T1 1 HAQ\ mPNA 



tlOmo sapie ns ii^^uviivi-i^^ — ^— — — - « ^ T 

H omo sapiens hyp^etical protein FLJ11749 (FIJ11 749)^RNA 
^ , t?t Toon^ rPT m.0S4V mRNA 



Homo sapie ns nypumeuwai ' " " ' ^ ^ tr — _ _ . 

Ho mo sapiens hypothetical protein FLJ22064 (FU220S4), mRNA 
— — n _ t?t T0AQ17 rPT T200 1 7 V mRNA 



nomo sa piens ny^uiww m k--— — ^ — A 

w^n J ^ens hypothetical protein FO20917 (FLJ20917), mRNA 



Homo sapiens UL16-binding protein 3 (U LBP3), mRNA 



ttomo sapi ens v ±^ i v"umuua & v ' > 

Hn^n aniens hy pothetical protein MGC4645 (M GC4645), mRNA 

— . ^ . , ^~ j. ■ * 1/1 /"DT> T^A/f 1 A\ mPTJA 



NM 024501 



NM 006821 



NM_006680 



NM 001944 



NM 001943 



NM 001942 



NM 024500 



NM 024498 



NM 018943 I nuiiiu aa|Jian wuui m . u. K v 

~NM 015640 1 Homo sapiens FAI-1 mRNA-binding p rotein (PAI-RBF1), mKJNA 



Homo sapiens PR domain containing 14 (PR DM14), mRNA 

— 1 ; T^-l /TTAVTM \ D\TA 



Hn mn sapiens homeo box Dl (HOXD1), mRNA — — -— p . TA 

H» m n aniens pe roxisomal long- c hain acvl-coA thioesterase (ZAPl^ mRNA 
— . — r t xiArio/o.\ Jononrlpnt mitno.hondnal (MtLi ), 



Ho mo sapiens peroxis o mal 1^'""' «"3- — - ■ - , 

Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 

mRNA 



Homo ^pie ns desmoelein 3 (pemphigus vulgaris antigen) (D SG3), mRNA 
— : , o mc<T)\ mPMA 



Homo sapiens desmoglein 2 (DSG2), mRNA 



Ho mo sapiens desmoglein 1 (DSG1), mRNA —— - 

Hom o sapiens likeb^th olog of mouse polvdom (POLYDOM) mRNA 
~ . : r- ~4.~:~ 1 1 n rvroxiCk \ (T\tt\ 1 7^ mRNA 



Homo sa piens zinTfajer protein 1 1 7 fHPF9) (ZNF117), mRNA 

I : TI ' i i _ 1 /TT TD AT 0% rvil>\TA 



Homo sapie ns tubulin, a lpha-like 2 (TUBAL2), mRNA 

*— _ . _ . * i_ ■ _ _i- ru A T "D"OT 
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NM 015332 


-TT TJ"T A A -\ r\ S~ C\ . /T/T A A 1 /\^*0\ TV\T A 

Homo sapiens KIAA1068 protein (KIAA1068), mRNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


NM_021708 


Homo sapiens leukocyte-associated Ig-hke receptor 1 (LAJR1), transcript vanant 
d, mRNA 


NM__021706 


TT * 11 1 . _1 T 1 ' 1 , 1 fr A TT» 1 "\ i , . 

Homo sapiens leukocyte-associated Ig-hke receptor 1 (LAIR1), transcript variant 
b, mRNA 


NM_0022S7 


Homo sapiens leukocyte-associated Ig-hke receptor 1 (LAIR1), transcript vanant 

_ T^ TwT A 

a, mRNA 


"k.TT\ /f f~\f\ A A*} A 

NM 004424 


Homo sapiens E4F transcription factor 1 (E4F1), mRNA 


"NTTV /f A1 OOO /I 

NM 018834 


Homo sapiens matnn 3 (MA1R3), mRNA 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


NM 006926 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


\t» x r\r\ c Ait 

NM 005411 


Homo sapiens surfactant, pulmonary-associated protein Al (SFTPA1), mRNA 


NM 024492 


Homo sapiens apolipoprotein (a) related gene C (APOARGC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM_0 15472 


Homo sapiens transcriptional co-activator with PDZ-bmdmg motif (TAZ) 
(TAZ), mRNA 


NM_017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescin Q6 (QSCN6), mRNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (CYP1 A2), mRNA 


NM_000104 


Homo sapiens cytochrome P450, subfamily I (dioxin-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYP1B1), mRNA 


NMJ)00499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 1 (CYP1 Al), mRNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ELT8), mRNA 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPP1), 
mRNA 


"X TTV X A A'HAT/' 

NM 007076 


tt * tt J- ' , • • j a ■ i - t~» /ypi rmn\ T"k T A 

Homo sapiens Huntingtm interacting protein E (HYPE), mRNA 


NM_0 18571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 2 (ALS2CR2), mRNA 


NM_0 15049 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (AJLS2CR3), mRNA 


NM 023036 


Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 


NM 022171 


TT _ rp 11 1 1 , i i • i . j /rp/ — im * \ "T»"X.T A 

Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


NM 016128 


TT • i j • /"T / — A ci 1 O ^ "V TT» "VTA 

Homo sapiens coat protein gamma-cop (LOC51 137), mRNA 


tw ttv k rv~» i rv/\rv 

NM 021999 


TT _ , . _ • a _ 1 v j • /*» T% /" 1 ' 1 'TV >r T~» \ Tk'XT A 

Homo sapiens integral membrane protem 2B (ITM2B), mRNA 


NM_021992 


Homo sapiens thjnnosin, beta, identified m neuroblastoma cells (TMSNB), 
mKJNA 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


"X TTV K AA'nn 

NM 007257 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHK1), mRNA 


NM 02 1976 


Homo sapiens retinoid X receptor, beta (KJu<±> ), mRNA 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NMJ)21977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 



397 

BNSDOCID: <WO 030746 54A2_L> 



WO 03/074654 



PCT/US03/05028 



NM 021964 



Homo sapiens zinc finger protein 148 (pHZ-52) (ZNF14 8XmgwT 



NM 021966 



Homo sapiens T-cell leukemia/lymphoma 1 A (TCL1A), mKNA 



NM 012186 



NM 012182 



NM 006893 



NM 021955 



NM 021959 



Homo sapiens forkhead box E3 (FOXE3), mRNA 



Homo sapiens forkheadbox Bl (FOXB1), mRNA 



Homo sapiens ligatin (LGTN), mRNA 



iomo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 1 (GNGT1), mRNA 



iomo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 1 1 
mRNA 



XlUillU OCl^/AV-/110 ^iwiwiu O J V- 

(PPPlRll).mRNA . 

Homo sapiens doublesex and mab-3 related transcription factor 1 (DMRT1), 

mRNA . 



NM 021951 



NM 021960 



Homo sapiens myeloid cell leukemia sequence 1 (BCL2-related) (MCL1), 
mRNA 



NM 021952 



Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu 
antigen D) (ELAVL4), mRNA 



NM 021949 



Homo sapiens ATPase, Ca++ transporting, plasma membrane 3 (ATP2B3), 
mRNA 



NM 021953 



Homo sapiens forkhead box Ml (FOXM1), mRNA 



NM 021956 



NM 004886 



Homo sapiens glutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 



Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 3 
(XI 1-like 2) (AJPBA3), mRNA 



NM 006557 



Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 



NM 002253 



Homo sapiens kinase insert domain receptor (a type IH receptor tyrosine kinase) 
(KDR), mRNA 



NM 002178 



NM 003850 



Homo sapiens insulin-like growth factor binding protein 6 (IG FBP6), mRNA 
Homo sapiens succinate-CoA ligase, ADP-forming, beta subunit (SUCLA2), 
mRNA 



NM 003802 



NM 006958 



Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (M YH13), mRNA 
Homo sapiens zinc finger protein 16 (KOX 9) (ZNF16), mRNA 



NM 006852 



Homo sapiens tousled-like kinase 2 (TLK2), mRNA 



NM 021229 



Homo sapiens netrin 4 (NTN4), mRNA 



NM 015718 



Homo sapiens NADPH oxidase 3 (NOX3), mRNA 



NM 015003 



Homo sapiens golgin-67 (KIAA0855), mRNA 



NM 006178 



Homo, sapiens N-ethylmaleimide-sensitive factor (NSF), mRNA 



NM 003116 



NM 018724 



Homo sapiens sperm associated antigen 4 (SPAG4), mRNA 
Homo sapiens interleukin 20 (IL20), mRNA 



NM 019083 



Homo sapiens hypothetical protein (FLJ10287), mRNA 



NM 003114 



Homo sapiens sperm associated antigen 1 (SPAG1), mRNA 



NM 021097 



NM 021102 



Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 
(SLC8A1), mRNA 



NM 021101 



NM 021095 



NM 021076 



NM 001751 



NM 021074 



Homo sapiens serine protease inhibitor, Kunitz type, 2 (SPINT2), mRNA 
Homo sapiens claudin 1 (CLDN1), mRNA 



Homo sapiens solute carrier family 5 (sodium-dependent vitamin transporter), 
member 6 (SLC5A6), mRNA 



Homo sapiens neurofilament, heavy polypeptide (200kD ) (NEFH), mRNA 



Homo sapiens cysteinyl-tRNA synthetase (CARS), mRNA 



Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 2 (24kD) 
(NDUFV2), mRNA 



(NDUFV2), mKJNA ^ . . 

Homo sapiens macrophage stimulating 1 (hepatocyte growth factor-like) 
(MST1), mRNA 



NM 020998 



NM 003147 



(Mb 11), mKiNA 

Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mRNA 
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NM_0 15392 


Homo sapiens neural proliferation, aiiierentiation ana control, i ^iNruui^, 
mRNA 


NM 020482 


Homo sapiens activator ox LKbM m testis (AC i j, mKJN a 


-v tt^ >r r\ i a c r\c\ 

NM 014509 


Homo sapiens kraken-like (Blvl2oB4.1), mKJNA 


NM_005132 


Homo sapiens Rec8p, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NM_0l8896 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit 
(CACNA1G), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAbi), mKJNA 


NM 015193 I 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA j 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NMJ300627 


Homo sapiens latent transforming growth factor beta binding protein 1 (LTBP1), 
mRNA 


NM_002454 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyl transferase 
reductase (M1KR), transcnpt variant 1, mKJNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 

/ A Tt T» 1 \ T> "XT A 

(ABP1), mRNA 


NM 024016 


Homo sapiens homeo box Bo (HuaBo), mKJNA 


NM 024015 


Homo sapiens homeo box B4 (HOXB4), mKJNA 


NM 015227 


Homo sapiens KlAAUSoo protein (JsJLAAUyDo), mKJNA 


NM_024430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 
(PSTPIP2), mRNA 


NM 003588 


Homo sapiens cullm 4B (CUL4B), mRNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPIL1), mRNA 


NM 014432 


tt j 1 l y-\ i 11 /'II ^ /^T> A \ __^T>"X.T A 

Homo sapiens mterleukm 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


NM_002038 


Homo sapiens interferon, alpha-inducible protein (clone IFI-o-lo) (CrlP3), 
transcript variant 1, mRNA 


NM_022S73 


Homo sapiens interferon, alpha-inducible protein (clone lrl-o-lo) (Kjlrl), 
transcript variant 3, mRNA 


NM_022872 


Homo sapiens interferon, alpha-inducible protein (clone LFl-o-16) (OlPi), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022810 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCP1), 

t J • • . i j i i T» -VTA 

nuclear gene encoding mitochondrial protein, mRNA 


JNJV1_UUZZ3 1 


Homo sapiens Kangai l (^suppression 01 lumongenicity o, prosiaie, v^uoz anugcii 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 
(KAIl), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 
II) (DBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin n, antidiuretic hormone, 
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c 

NM_022877 1 


liabetes insipidus, neurohypophyseal) (AVP), mRNA __ 

aomo sapiens survival of motor neuron 2, centromenc (SMN2), transcnpt 
variant c, mRNA . . —. ■ 


NM 022876 1 


Homo sapiens survival of motor neuron 2, centromenc (SMINZ), transcnpt 
variant b, mRNA — 


NM_022875 


Homo sapiens survival of motor neuron 2, centromenc (SMN2), transcnpt 
variant a, mRNA — 


NM_017411 
NM 005474 


Homo sapiens survival of motor neuron 2, centromenc (SMN2), transcript 

variant d, mRNA 

Homo sapiens histone deacetvlase 5 (HDAC5), mRNA __ 


NM 006037 
NM_003474 


Homo sapiens histone deacetvlase 4 (HDAC4), mRNA . 

tt _• _ „ x^-t-nrin r. n A mf»ta11nni-oteinase domain 12 (meltnn alpha) 

Homo sapiens a uisintegnn ana meuuiuyiuisiiAMw \ r ' 

( ADAM12), transcript variant 1, mRNA . — — 


NM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMJN 1), transcnpt variant 

d. mRNA ■ 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMN1), transcript variant 
b, mRNA 


NM 006400 
NM_021969 


Homo sapiens dvnactin 2 (p50) (DCTN2), mRNA ■ 

Homo sapiens nuclear receptor subfamily 0, group a, member 1 (MKUBz), 

HlKNA — _ — : . n /nrnri n T>TvT A 


NM 021967 
NM_001515 


Homo sapiens small EDRK-rich factor 1A (telomenc) (SfcRFl A), mRNA 
Homo sapiens general transcription factor EH, polypeptide 2 (44KU subumx; 
(GTF2H2), mKJNA — 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial earner, brain;, member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, mRNA ■ 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA _ 


NM 004536 
NM_000346 


Homo saoiens baculoviral IAP repeat-contaming 1 (BIRC1), mRNA 

Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 
NM 024409 


Homo sapiens fatty-acid-Coenzyme A hgase, very long-cham l ^ACVLl), 

mRNA 

Homo sapiens natriuretic peptide precursor C (NRFC ), mKJNA 


NM 024410 
NM_004180 

NM 024332 
NM 024324 
NM 024315 
NM 024311 
NM 024309 
NM 024306 


Homo sapiens outer dense fibre of sperm tails 1 (ODF1), mRNA 

Homo sapiens TRAF family member-associated NFKB activator (TANK), 

mRNA — 

Homo sapiens c6.1 A (C6.1A), mRNA . 

Homo sapiens hypothetical protein MGC1 1256 (MGC11256), mRNA 
" Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 

Homo sapiens hypothetical protein ET (ET), mRNA 

Homo sapiens hypothetical protein MGC4289 (MGC42«y), mRNA 

Homo sapiens fatty acid hydroxylase (FAAH), mRNA _ 


NM 024300 
NM 024296 
NM 024294 
NM 024292 
NM 024012 
NM 024123 
NM_021904 

NM 021903 


Homo sapiens hypothetical protein MGC2217 (MGC221 /), mKJNA 
" Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 
Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 

Homo sapiens uDiquiun-iiKe z> iudlj;, aaaav±n ^ 

Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5A (H 1R5 A), mKJNA 

Homo sapiens putative Ly-6 sunerfamilv member (G6E), mRNA . 

Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 

transcript variant 3, mRNA 

Homo sapiens gamma-aminobutyric acid (GABA) B receptor, l ^uABBRl,, 
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transcript variant 2, mRNA 


NM_001470 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBR1), 
transcript variant 1, mRNA 


NM 001858 


Homo sapiens collagen, tvoe XIX aloha 1 CCOLl9A1^ mRNA ^ 


NM_015071 


Homo sapiens GfPase regulator associated with the fhral adfiPQinn vinoop 
ppl25(FAK); KIAA0621 protein (KIAA0621) mRNA 


NM_007329 


Homo sapiens deleted in malignant brain tumors 1 (DMBT1 ^ tran^rrint variant 
2, mRNA 


NM 023004 


Homo sapiens nogo receptor (NOGOR), mRNA 


NM 005371 


Homo sapiens methyltransferase-like 1 fMETTLll transcrint variant i ™t?>ja 


NM 023033 


Homo sapiens methyltransferase-like 1 fMETTLn transcrint variant 1 -nVRKFA 


NM 023032 


Homo sapiens methyltransferase-like 1 fMETTLlY transcrint variant ? mP\TA 


NM 014289 


Homo sapiens calpain 6 (CAPN6), mRNA 


NM 023089 


Homo sapiens calpain 10 (CAPN10), transcript variant 7 mRNA 


NM 023088 


Homo sapiens calpain 10 (CAPN10), transcript variant 6 mRNA 


NM 023087 


Homo sapiens calpain 10 (CAPN10), transcript variant 5 mRNA 


NM 023086 


Homo sapiens calpain 10 (CAPN10), transcript variant 4, mRNA 


NM 023085 


Homo sapiens calpain 10 (CAPN10) transcrint variant 1 mRNA 


NM 023084 


Homo sapiens calpain 10 (CAPN10), transcript variant 2, mRNA 


NM 023083 


Homo sapiens calpain 10 (CAPN10), transcript variant 1, mRNA 


NM 021251 


Homo sapiens calpam 10 (CAPN10), transcript variant 8, mRNA 


NM_005083 


j.±kj±±i\j oapiwio amaii iiuoiccti rioonucieoproiein auxiliary iactor, small subunit 
1 (U2AFlRSl),mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

SVndrome rfeirfer ^vnHromp Tar* Venn \fJ(*\oc cim^mmo^ /"EY~ , "ct>'">\ • ^ 

vyilA *^5 A a^ia-l^a &yimi uxiic, j dt/Koon- w eiss syndrome j (rKjrss^Z), transcript 
variant 13, mRNA 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
^xmiwiuw, x j\\*i±±^l oynuxuixic, jdLKbon- w eiss synoxome ) {rKjrKlZ), transcript 
variant 12, mRNA 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome. Pfeiffer svndrome TaekQnn-Weicc cAmHmm^ rprii7T?o\ 
j ' ivij - iw ojriivu.uiiic 3 j aujv&uii- w cibs synaromej ^Jrvjx*i\^£^, transcript 

variant 10, mRNA 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome. Pfeiffer svndrome Tar,1c<?cm-AA/pi qq c^mrimmp^ /hry~jptp'>\ f*-«*-k 
^**wi V xAAw, ^ ivii*w v^iiiv, j jYouii- w cibb byiiui onxe ) \jv xvZ. ) f iTanscript 

variant 9, mRNA 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

svndrome Pfeiffer QwiHrnmp T^rVcnn w/^i^o mm^fAr«o\ /t7^'dt>o\ * x 
ojruuiuxxic;, jt x^ixxcx bynuromc, jacKson- weiss syndrome ) (r(jrr.K2j, transcript 

variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

SVndrome. Pfeiffer ^vnHrnmp Ta zircon JWpmcc c\mr1rAmo^ /t?/^it7t> o\ +~ „ - - 

wj-iiuivnivj j. oyxiuxuiiic, jai/ivaun-wciss synoromej ^vjjrxvzj, transcript 
variant 7, mRNA 


NM_022973 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 


NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 5, mRNA 


NM_022971 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 3, mRNA 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 2, mRNA — 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome) (FGFR1), transcript variant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1 1 , mRNA — 


NM_023108 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 6, mRNA 


NM 000141 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 1 , mRNA 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFR1), transcript variant 5, mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome) (FGFR1), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (tms-relatea tyrosine Kinase z, 
Pfeiffer syndrome) (FGFR1), transcript variant 3, mRNA 


NM_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosine kinase 2, 
Pfeiffer svndrome) (FGFR1), transcript variant 1, mRNA 


MM 024018 


Homo sapiens butvrophilin, subfamily 2, member A3 (Jtf mRMA 


NM 017614 


Homo sapiens betaine-homocysteine methyltransferase 2 (BHM12), mKJNA 


NM 005434 


Homo sapiens BENE protein (BENE), mRNA 


NM_000351 


Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme b (bib), 
mRNA 


NM 024105 


Homo sapiens hypothetical protein MGC3136 (MGC3136), mRNA 


NM 024098 


Homo sapiens hypothetical protein MGC2574 (MGC2574), mRNA 


NM 024096 


Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 


NM 024095 


Homo sapiens hypothetical protein MGC5540 (MGC5540), mRNA 


NM 024091 


Homo sapiens hypothetical protein MGC5297 (MGC5297), mRNA 


NM 024089 | Homo sapiens hypothetical protein MGC5302 (MGC5302), mRNA 
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NM_024082 


Homo SflDieilS transmembrane p^mma-rflrhnxvaliitarmr 1 »r»ir1 TM-rvto-i-M 1 /nrA /ff~l1\ 

mRNA 


NM_024081 


Homo sapiens transmembrane eamma-carboxvelutarnic aHH nmtein A (tmcia\ 
mRNA 


NM.024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3162 (MGC3162), mRNA 


NM 024075 


Homo sapiens LENG5 protein (LENG5), mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 fMGC2875Y mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (TV[GC5395) mRNA 1 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576), mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821), mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGCIQIl} mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5 178 TMGC5 1 78^ mRNA 


NM 024043 


Homo sapiens hypothetical protein MGC3 lGl (MGC2 1 01 ^ mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC3 113 flvTGCl 1 1 3^ mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC31?9 similar to MnHinside-inHnrpH 
differentiation-associated protein (MGC3 1 29), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD Cconnexin 31^ (GTR^ mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNA1), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) (HEXB), mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polvDentide) (HEXA"> mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDAC1), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 fGDFl^ mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_005089 


Homo saoiens 1 72 small nnrlpnT riTirvniif*lpfMYivYt"f»-iri anvilionr for»tAr c*-»-ioii miiMmif 
w^pi^io oman nuui^ai iiuuiiuL/icupriJicin auxiliary iacior, sman suDumt 

2 (U2AF1RS2), mRNA 


NM_004285 


HOmO SaOienS heXOSe-6-T>i109'nTlf*t< : * rlf Trv/HtTkCTf^ri ncp frr1in-»r\c<=» 1 rloliirrl-mrroTir, r-.^"\ 

° ]jii\jo[jii£*lc uciiji'Lii ugciiaac i uiucubc i - oenyoro trenase ) i 
(H6PD), mRNA ' ~ ^ 


NM_007210 


HomO SaoienS TJDP-NJ-aCfttv1 -Plr»lin- l^-a^lartr\CQrni-n^-T-%rklTrt^^T-»ti/^» XT 
VA * AV k -' c *> j ' jl ^ Xi0 wx-^a J- ^ dv/^Lj i o.Lyjna -u ~^clia.uLVJocllIlinc.poiypepilQe iN- 

acetylgalactosaminvl transferase 6 TGalNAc-Tfi^ fOAT TsJTM nVRMA 


NM_003774 


Homo sapiens U13F-N-acet^l-alnha-T^-ffalactn9amirip"rinlvnpr»tiHf» TsJ 

acetylgalactosaminyltransferase 4 (GalNAc-T4) TGALNT4> mRNA 


NM_020474 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyl transferase 1 (GalNAc-Tl) (GALNT1) mRNA 


NM 015507 


Homo sapiens EGF-hke-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFB1), mRNA 


NM_002474 


Homo sapiens mvosin heaw nolvnpnti'Hf* 1 1 cmnntVi rnncpip ^A/rvni i"\ 
transcript variant SMI, mRNA 


NM_022870 


Homo sapiens mvosin heaw nolvnentiHp 1 1 QmnafV» TrmC( n,i P /'lv/rxui 1^ 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heaw oolvoeDtide 1 1 smontb mucrlp nvrvm 1^ 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-binding factor, beta subunit (CBFB), transcript variant 2 S ! 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM_020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP564Q243 protein (DKFZP564Q243) mRNA 
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NM 015062 1 
NM 019100 1 
NM 015442 
NM_023948 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 

Homo sapiens DNA methyltransferase 1 -associated protein 1 (DMAPl), mRNA 

Homo sapiens hypothetical protein FLJ12890 (FLJ12890), mKNA 

Homo sapiens hypothetical protein AF053356 CDS3 (AF053356_CDS3), 

Llllvi^rV _ 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1 , mRNA 


NM_018653 
NM 000707 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 

(GPRC5C), transcript variant 2, mRNA 

tan sapiens arginine vasopressin receptor IB (AVPR1B), mRNA 


NM 000706 
NM 021923 
NM_002011 


Homo sapiens arginine vasopressin receptor 1 A (AVrKiA), mKJNA 
Homo sapiens fibroblast growth factor receptor-like 1 (FGFRL1), mRNA 
Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA — - 


NM_022963 


Uf»mA no^pnc fiHrnhlast prowth factor receptor 4 (FGFR4), transcnpt variant z, 
rlomo sapiens iidi vjlh<aol giuwui lo.\s iwvj^wi /' * 

mRNA 


NM_022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA . . — 


NM_000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1 , mRNA 


NM 022336 
NM_0 18654 


Homo sapiens ectodysplasin 1 , anhidrotic receptor (EDAR), mRNA 
Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2',5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcnpt 
variant E 1 6, mRNA . : 


NM_016816 

NM 014501 
NM 000595 


Homo sapiens 2',5'-oligoadenylate synthetase 1 (40-46 kD) (OAS1), transcnpt 

variant El 8, mRNA 

Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 

Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 
NM 001232 
NM_001231 

NM 003925 
NM 002059 


Homo sapiens J^lJ30:>Ki^a-associaieaproieiii j s^x ~>j, im^x^ >. — _ — 

Homo sapiens calsequestrin 2 (cardiac muscle) (CASQ2), mRNA 

Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQ1), nuclear 

gene encoding mitochondrial protein, mRNA 

Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 
Homo sapiens growth hormone 2 (GH2), transcnpt variant 1, mRNA 


NM 022558 

INIVI UZZIO / 

NM 022556 
NM 022562 


Homo sapiens growth hormone 2 (GH2), transcnpt vanant 3, mRNA _ . 
Homo aniens fn-owth h^rmnne 2 (GR2\ transcript variant 2, mRNA 
Homo sapiens growth hormone 2 (GH2), transcnpt vanant 4, mRNA 
Homo sapiens growth hormone 1 (GH1), transcnpt vanant 5, mRNA 
Homo sapiens growth hormone 1 (GH1). transcnpt vanant 4, mRNA 


NM 022561 
NM 022560 


Homo sapiens growth hormone 1 (GH1), transcnpt vanant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GH1), transcnpt vanant 2, mRNA — 


NM 000515 
NM 021801 


Homo sapiens growth hormone 1 (GH1), transcnpt vanant 1, mRNA 

Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM_022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcnpt vanant 2, 
mRNA 


NM_022468 


TT • r , «a* n ii« W /\fpiTiacp *? ^ rN/TMT^S^ trsnscriDt variant 1. 

Homo sapiens matnx metalloproteinase ^ivuvur^— >), u<uuwipv 

mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (NLMrM), 
mRNA . 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysm) (MW/U), hikwa 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysm, utenne) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NMJ)05941 


Homo sapiens matnx metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 1, mRNA \ 


NM_022564 


Homo sapiens matnx metalloproteinase 16 (membrane-inserted) (MMP16), 

■ . ' a. s\ T»"KT A 

transcript variant 2, mRNA 


NM_002421 


Homo sapiens matnx metalloproteinase 1 (interstitial collagenase) (MMP1), 
mRNA 


NM__004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matnx metalloproteinase 13 (collagenase 3) (MMP13), mRNA 


NM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMP1 1), mRNA 


NMJ)22792 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-1, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


NM 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPL1), mRNA 


NM_002424 


Homo sapiens matnx metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMP15), 
mRNA 


NMJ)02426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMP12), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMP10), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


-rir 11 1 *1 1 j ' 1 m ' 1 Tk T /mkTT»'n\T\ 

Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 1 , mRNA 


NM_022808 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


-tr-tr • 11 1 "1 1 j 1 i • 1 "V T /"/*1"K TT*» TW TV 

Homo sapiens small nuclear nbonucleoprotem polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript vanant 2, mRNA 


XTA/T HO") 71 7 
JN1VI__UZZ / 1 / 


Homo sapiens ui-snKJNr' Dinamg protein nomoiog {/vkU) {\j loiNrUNx^oi^j, 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 1 (EDG1), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 
NM 023947 
NM 023942 
NM 023933 
NM 005471 
NM 023925 
NM 004076 
NM 015717 
NM_012329 


Homo sapiens small EDRK-rich factor IB (centromenc) (SERF IB), mRNA 
Homo sapiens hypothetical protein MGC3234 (MUC3234), mKJNA 
Homo sapiens hypothetical protein MGC3036 (MUC303b), mKJNA 
Homo sapiens hypothetical protein MGC2494 (MGC24y4), mKJNA 

Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 

Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mKJNA 
Homo sapiens crystallin, beta B3 (CRYBB3), mRNA 
Homo sapiens Langerhans cell specific c-tyoe lectin (LANCjUKUN), mkiNA 
Homo sapiens monocyte to macrophage differentiation-associated (MMD), 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (U1SNRNPBP), 
transcript variant 1, mRNA — — 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) ^uklLi;, 
mRN^A 


NM_000015 

NM 000496 
NM 001886 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 

mRNA 

Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 
Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 
NM 023039 
NM_021905 


Homo sapiens hypothetical protein FLJ209S9 (FLJ20989), mKJNA 
Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 
Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBR1), 
transcript variant 4, mRNA . . — 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript vanant lU-odi, 
mRNA : . -r^Tk , 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript vanant l^Locl, 
mRNA — — — 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcnpt vanant TCL6bl, 
mRNA . : — — - — 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcnpt variant i^Loai, 
mRNA : ; 


NM_01246S 


UntviA cnipno t ppII IpiiVemia/lvmnhoma 6 CTCL6"), transcnpt vanant ICLoal, 
xiomo sapiens jl-ocii icuivcjiu<i/ijrnjLj/iiv*"** v v *■ ^-^^^jt i~ 

mRNA 


NM_014418 

NM 016730 
NM 016729 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcnpt vanant TCL6a2, 

mRNA 

Homo sapiens folate receptor 1 (adult") (FOLR1), transcnpt vanant 3, mKJNA 

TT «,„„;.=~,o {xiot» W mtnr 1 fnHnlfi rFOT.Rll transcript variant 4, mRNA 

xiomo sapiens ioiaic rcucpivi i ^auuuj \x vuivi;) c z ■ 


NM 016725 
NM 016724 
NM 016025 
NM_004406 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcnpt vanant 1 , mKJNA _ 
Homo sapiens folate receptor 1 (adult) (FOLR1), transcnpt vanant 7, mKJNA 
Homo sapiens CGT-81 protein (DREV1), mRNA 

Homo sapiens deleted in malignant brain tumors 1 (DMBT1), transcript vanant 
1, mRNA 


NM 000197 
NM_001220 

NM 019071 
NM 016731 
NM 023018 
NM 023016 
NM 022911 
NM 021071 
NM 022113 
NM 012449 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 
Homo sapiens calcium/calmodulin-dependent protem kinase (CaM kinase) H 
beta (CAMK2B), mRNA 

Homo sapiens inhibitor of growth family, member 3 (ING3), mKJNA 
Homo sapiens folate receptor 1 (adulf) (FOLR1), transcnpt vanant 8, mRNA 

Homo sapiens hypothetical protein ru ijvj-c v rj -»> ljvj^i, im^i^. , 

Homo sapiens hypothetical protein FLJ2 1 870 (FLJ2 1 870), mRNA 

Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 

Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 

Homo sapiens kinesin family member 13 A (KIF13A), mRNA 

Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP), 
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mRNA 


"MM OlfiSl^ 


Homo sapiens MAK-related kinase flCIAA0936), mRNA 


NM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


IN 1V1 U 1 H D o O 


T-T/vmr\ canipnc rfAc\iF*c\ tn fhf* Tsl tprminiiQ tTP. fP TVJT'R F.^ mRNA 

XJ.UII1D bdpiCIlo ICldLC-VJ. IU Lilt/ IN Iwl XXXIXXllO IX w yJAJ.^ iXVJ-jy, axij/vj. "t-^x. 


"MM (\(\&{\A(\ 


u rtrnn ooniVnc A/IT T Qf»Tvrin-l i Vp fiicion HVfSF^ mRNA 


"MM 00^070 


XlOIllO odpiClia A J\JV XLXoC/Ll gCllG y± Jl\JJ 9 XXXL\J.N.rv 


NM 004809 


Homo sapiens stomatin-like 1 (STOML1), mRNA 


xNxVl_UUUZy / 


TTnmA canifM-iC rirvH/r*'\7Ctir' lriHnp\/ Hicpacp 9 failtrkQfVmal HnmiTiaTitl fPTCF)'? 1 
XIOIXXO octpiCXXo UOiyC yotlC JVXvXllcy UloCaoC \jOi\XK\j^\ji.\.YCi\. \j.vJiiiiiicint^ yj. x^J-s^j, 

mRNA 


"Miv/r 

JNiVl UIOJU/ 


xlOino sapiens paired rcxdiCvi ixoiixcouoa. pxotcxxx \^xr ivaz, j, ixxxvxN.rv 




jnLOnio odpicno pdireu ixxCoULicirii iiuiiicvjuua u ^xr ivx^v^xj /, xixrvx^^v. 


IN JV!_U U O !7 U Z 


UATYirt conipnc r^a %re>r\ mpcAflprm Vir»m<an V\r\Y 1 f^PA/T^l 1 tranQPTlTlt Variant "nTYTY - 

xiomo Sapiens pd.ireu. xncouuci m nuiixcu uua x ^iivxai;, uaxxouxxpL vaxxciiiL pui^ 

1 o mPlSJA 
13., IILlvIN^Tl 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMX1), transcript variant pmx- 
i d, inj\j.N/\ 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


7vTTV>l r\HAQ1 < 

JNM UUUVlD 


xiomo sapiens oxyxocm, prepro- ^neuropnysm i) ^uai j 9 iixivin^v 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


NM_Uz2oo4 


riomo sapiens extracellular matrix piotem i ^iiv_yivii ), transcript variant z, 
rnjviN/\ 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
^Xz,L>iio l nuciedr gene encoding riiitoL/iiuiiuiiai pxuicxxi, ii ixvi 


JN JVL_U2Z DJ Z 


xiomo sapiens Quai specmc/ity pnospnata.be o ^ivuoruj } iicxiiouxxpi vcxxxaixL 
mRNA 


TvTN/T AA/1/I1Q 
1N1V1 UU^fn-iy 


xiomo sapiens auai speciiicity pnospnatase d yuuorj j, iiu\±\r\ 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECM1), transcript variant 1, 

ITiKJNA. 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


JNJVL__UU4yol 


xiomo sapiens gan ima-amino Dutyric aciu ^vj/vd/\j /\ receptor, epsnon 
(GABRE), transcript variant 1, mRNA 


xNlvl_JJZ 1 yy\) 


xiomo sapiens ganima-aminouuiyric aciu \ kji\di\j -r\ receptor, cps»non 
(GABRE), transcript variant 4, mRNA 


"MlV/f HO 1QC7 

xN±Vl__UZ ly<S 1 


xiomo sapiens garnma-aminoDUiyric aciu ^or/\x>/\ j /\. receptor, cpaiion 
^o/\JDxvxij, transcript valiant iiix\xN.rv 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
^i^AJDKJti ^, transcript variant z, mxvrN/\ 




xiomo sapiens ouai speciiicity pnospnatase z> ^vaccinia virut) pixoopxiataac vxxi- 
reiaieu^ ^L/uorj^ iixx\-l>t-\. 


TsjA/f ooi'jqr 

XNIVI UUlJi/O 


xiomo sapiens cnuyi v»/Ociiz.yinc i\ iiyuxciidQC x, pcx\jAi2>uiix<ii ^ 3 iixxvln^v 


"MM 001 Qd& 


T-Trvmn cnmVn<; Hual <?r>erifiHtv nhn<?nhata<;e 6 TF)T JSP6^ transcriDt variant 1 

xnuxiXv odplCllo uuai o^/t'V'ixXwitjr ^Jliv-'o ^Ji id laov^ \J ^j-^wua \j j s uaiwwiiyv vui iaui x, 

mRNA 


"MM 001 OS? 


JTHJXIXO oa-JJlCllis JL^^l 11 CllioV/l l^JllvJll laULUl VI \^ J— A , 1 1 ULX-1. ^ ^ v 


"MM 001 QSO 

1NXVA l/V/IJ'^v 


Unrnn car»i«»nQ F9"P trarKirririHon fartnr 4 nl07/nl ^O-hindinff (E2F4^ mRNA 


"MM 001 Q4Q 


Hnmn canif'nQ P^T^ tran cjorinti rvn factor ^ rT*9F^^ nYRNA COmnlete cds 

XTJ.OX1XO OCtLJXCXXo r*-^- 1 IXO-XXoCX XJJL1V/1X 1 av LVJJL J ^ 1_j^_. 1 _J J llUVlirij wwmpiviv \yvj.o 


"MM 0OS99S 

IN XVI UujZ^j 


xiomo sapiens xZr^r ixaiiociipixuix xdctox x yi^^ir lj^ xxxxnj.^-/*. 




TTnmri canipn o fVitr\/-af*irl-r^r*f*n'7\/ri'»p A lioaQf* loncr-phaiTi 4 rFAd.4^ tran^crint 
Xxomo sapiens iatty"dcivi~wociiz.yxxxc r\. xxgdow, xoxxg^uxicmi. » v.a nv'ijt^, u. <ai ioui ijjl 

variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), mRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM 021912 I 
( 


lomo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 

GABRB3), transcript variant 2, mRNA ^ 


NM 021911 I 
( 


lomo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 

GABRB2), transcript variant 1 . mRNA 


NM 000814 1 
1 


rj ' -v-^. „„;.„, ffammn-aminobutvric acid (GABA) A receptor, oeta i 
^ouio sapiens gamma-aiimiuuui.^'iiv <*^*v* v^-*- 1 / r 

r GABRB3), transcript variant 1 , mRNA 


NM_000812 ] 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 1 
fGABRBl), mRNA — 


NM_022650 


Homo sapiens RAS P 21 protein activator (GTPase activating protein) 1 

fRASAl\ transcript variant 2, mRNA . 

w™n« sapiens intercellular adhesion molecule 5, telencephalm (ICAM^ mRNA 


iNiVl UUjZj" 

NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landstemer- wiener blood 
group (ICAM4), transcript variant 2, mRNA ^lood 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landblcmci-Wi™u biooa 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 

Homo saniens intercellular adhesion molecule 2 (1CAM2), mRNA 


NM 000873 
NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 3, 
mRNA — r— — : 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 1, 
mRNA . — : — - — V1 1 /pnTTT n 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CbtiLi), 
transcript variant 5, mRNA — 


NM_0225S0 


Homo sapiens chorionic somatomammotropin hormone-like 1 (Cbfct^i), 
transcript variant 4, mRNA , , , - rTTT n 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (Ubtna), 
transcript variant 3, mRNA^ . — rr--TTT n 


NM_022578 


Homo sapiens chorionic somatomammotropin normone-Uke l (Cbtin), 
transcript vanant 2, mRNA _ — 


NM_0O1318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (L,bm.i), 
transcnnt vanant 1 , mRNA FFFrrn ., „„ , , i u i 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone / (CSH2), transcript 
variant 4, mRNA — ,r>cw>\ u-^n-rirxt 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 1 (CoHZ), Liansciipi 
variant 3, mRNA . QI , gf , 


NM_022644 


Homo sapiens chorionic somatomammotropin normone 2 (CbH2), transcript 
vanant 2, mRNA ;. f 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone z (CSH2), transcnpt 
vanant 1 , mRNA — . — — — — - — —r 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), iranscript variant 4, mRNA . __ 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSH1), transcript vanant 3, mRNA __ 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone l (placental lactogen) 
(CSH1), transcnpt vanant 2. mRNA __ 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CoJnLl), transcnpt vanant i, uuvin^ . — _ — . 


NM_002371 


Homo sapiens mal, T-cell differentiation protem (MAL), transcnpt variant a, 
mRNA ; 


NM_022440 
NM 022439 


" Homo sapiens mal, T-cell differentiation protein (MAL), transcnpt vanant d, 

mRNA . — — — 

Homo sapiens mal, T-cell differentiation protein (MAL), transcnpt vanant c, 
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mRNA 


JNJML_UZZ4o o 


tja»yia coT-kip>nc mcjl T r*eA] A i f'ff*Te*r\ ti ^ ti An nrotpin fiVf AT ^ tran^nrint variant h 
XiOlXlO SaplCllS Xilal, 1— CC11 UirxciCXXtXalXtJXl iJXVJteni yiyxr^i^j^ uanowiipL vaxxaxxi L/, 

mRNA 


XTTVyf AAIOAA 

JNM UU1 


JfloniO ScLplenS Ceil CUVlSlOn C/yCIC /.jL/ ^L/^jL'/, iXalx&oiiLJi valiant 1, niiMNn. 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, mRNA 


TvTTV VT flO 11/11 

jNM__U21 141 


riomo sapiens vV-ray repair complementing tieict/tive xepaxx xxx v^iimcbc xxdiixatex 
cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 


TvTA /t fkOO^CA 

JNM_U22d50 


Honio sapiens .A^-ray repair cornpieiTienLing txcxct/tivc repair xxx v^xxxixe&e lxdinbLci 
cells 4 (XRCC4), transcript variant 3, mRNA 


XTA/f ATI Af\£L 

NM_Uzz4uo 


riomo sapiens ^v-ray repair complementing ueiet/tive repair m ^nnicoc ixdxxxatex 

CcllS *f ^AJlna_/V_/H ^, tTdnSOript VdlidilL Zr, IIllviNrv 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

CeilS j yy\J\\^K^j ), mJvTN/\ 


XT\>r AA1/1A1 
lNiVL_UU34vJ 1 


xxomo sapiens yv-ray repair compiemenimg ueieL/Livc iepaix 111 v^iiiiictjc iiaiiibLei 
ceils 4 ^^\Jx.^v^4j, transcnpi vdndiiL i, niixiN/TL 


XTlV/f AOO/1A< 
JNIVI UZZ4VJD 


TTrrmrt pnniono "V fronenrvrtpr rxrAfpin ^ /~VT"^^ h*QT\Cf*rmt vaTiQTi'i' 7 rviP A 

rxomo sapiens s\. iTanopuricr pioLcm d i j j, uaxiouiipL vaiiaiii z., iiuvli/\ 


XTN/f A 1 1 Q7 

in ivi_u i o i y z 


irioiTio sapiens xxansrcicniDraiic piuLeui wini x^vji? -iiivc aiiu. iwu iv/iixoLaLin-nivc 

ClUIIlalllo ^ i. 1VA J_v Jl )y lliXVlNxi. 


"NJ1V/T 00^786 

1NXVX \J\J\J 1 OD 


PTnmA c^nipn q lirAfpn^in 7 rTTTSi^^ trarmcrint variant 7 mRNA 


iniyjl uziyyj 


ITrtmn cQrMpnc 1 irntpn citj 7 fTTT^7^ tvnvi cicvivit variant 1 rnPT^J A 


NM 003353 


Homo sapiens urocortin (UCN), mRNA 




riomo sapiens juncLion piaKogioum \J ljjt ^ 3 uaiiaL/iipt vaiiaiit z., iiixsj.^.rv 


TvTAyf A717^7 
JNiVl UZ 1 15 1 


riomo sapiens cnioncie cnannci o ^v^j-jv^in u ^, uaiiouiipi vaiiaiiL v^iv^-uu, iiix\j.n^v 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


xnv /f ao 1 lie 
JNJV1 Uz 1 /Jz> 


tlomo sapiens cnionoe cnannei o {^la^inoj, transcnpi variant v^iv^-od, itiisj.n/\ 


NMJ)06536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mKJNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


XTTVyf AAO/C/11 

JNiVl_UUZo41 


rlomo sapiens pnospnauoyimosiioi giycan, ciass j\ t^paroxysmai nocirurriai 

nCITlUglOOlIlUnd. j ^rlUn ) 5 LXalloUlipt Vai laill i, lliXVIN jTi- 


"M~N/T AO A/17'} 

IN lVx_U Z U4 / j 


Uawa conipnc t-*V*r\or^Vi'afir1\/l'inf\oi+i*\1 ct\'\.TC&t\ place A I TidTAYVCTTlJi 1 TinftllTTIJll 

xiomo sapiens pnospndiniyimobiLui giyuaii, cidoo jtv ^paiujvyDiiiai nuL/tuiixai 
nenxugiODXixtxrxa^ ^nvjAj, Liaxxociipt vaiiaixt xixxvx>i^v 


NM_020472 


Homo sapiens phosphatidylinositol giycan, class A (paroxysmal nocturnal 
nemogiODinux xd^ txaiiot/Xipt vaxxoxxt xxxxvin^. 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


XTN/f AO lOTJ 


riomo sapiens /wvi-. receptor tyrosine Kinase trdubL-ript vdoant x, itlxvln/^ 


TvTTV/f A 1 A 1 C C 
JN1V1 UlOloo 


riomo sapiens actm-iiKe o ^/\v^ 1 1^0 j, mrviNrv 


NM_000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A mPMA 


NM_021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

Jt>, nixviN/V 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


7vTA/f AO 1 OT1 
lNM_(JZlcW 1 


rlomo sapiens riurmogen, /v aipna poiypepnae ^rvj/v^, uanscopt variant aipna, 
mRNA 


NM_0U05Uo 


rlomo sapiens nonnogen, A aipna poiypeptiue (ruAj, transcript variant aipna-n, 

_-,T) XT A 


NM 000970 

X > J.VJL \JUU7Z<v/ 


TTAmA <;ani ens nvruvate carboxvlase CPCi nuclear sene encoding mitochondrial 
protein, transcript variant A, mRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 
protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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NM 021873 1 
NM 021872 I 
NM_020990 I 

NM 021962 I 


I„„o saoiens cell division cycle 25B (CDC25B), transmpWanant 3 tnRNA 
j^ki cell division cycle 25B (CD^SB^cng vargnl^ . 
I^no~iapiens creatine kinase, mitochondrial 1 (ubiquitous; ^KlSil 1,, nu.l^x 

tene encoding mitochondrial protein, mRNA , , 

^n^iens active BCR-related gengJABR), transcnpt varym^jngNA 


NM 001092 1 
NM 021794 1 
1 


4o m o aniens active B^R-related eene (ABR), transcript variant 2, mRNA 

3omo sapiens a disintegrin and metalloprotemase domain 30 (ADAM30), 
xanscnpt variant 1 , mRNA _ 


NM_001464 1 

■ 


Homo sapiens a disintegrin and metalloprotemase domain z tiemhn b cl a) 

f ADAM2), mRNA . 


NM_021780 


Homo sapiens a disintegrin and metalloprotemase domam zy ^/uvlZy,, 
transcript variant 2, mRNA . . ■ ^^tttttt^ 


NM_021779 


Homo sapiens a disintegrin and metalloprotemase domain 29 (ADAMZy), 
transcript variant 3, mRNA . _____ - a ^ jofU 


NM_014269 


Homo sapiens a disintegrin and metalloprotemase domam zy ^ADAM29), 
transcript variant 1 , mRNA 1T 


NM_021723 


Homo sapiens a disintegrin and metalloprotemase domain zz ^AM2Z), 
mRNA — — ; : ^vnT7 a t\ a tv if 


NM_021722 


Homo sapiens a disintegrin and metalloprotemase domain 22 (ADAM22), 

ttVR^JA — — : / AnATiyri^ 


NM_021721 


Homo sapiens a disintegrin and metalloprotemase domain 22 (ADAM22), 


NM_016351 


Homo sapiens a disintegrin and metalloprotemase domain zz ^AMzi), 
mRNA ■ : — r~ ~>__ ^ ♦ 


NM_021832 


Homo sapiens a disintegrin and metalloprotemase domain 17 (tumor necrosis 
factor al^ha , converting enzvme) (ADAM 17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloprotemase domain 17 (tumor necrosis 
factor, aloha, converting enzyme) (AD AMI 7), transcr^tvana^ 


NM_003815 


Homo sapiens a disintegrin and metalloprotemase domain 15 ^meiargidin) 
fAJDAM15\mRNA . — — — — — r 


NM_021641 


Homo sapiens a disintegrin and metalloprotemase domam LZ tmeitrin alpha; 
(ADAM12), transcnpt variant 2, mRNA . r^F - ~n 


NM 021612 


Homo sapiens a disintegrin and metalloprotemase domain 1 1 AMU), 


NM_006437 


like 1 (ADPRTLR mRNA 


NM_001618 
NM 021738 


" Homo sapiens ADP-ribosyltransferase (NAD+; poly (AUJ-rioose) polymerase) 

CADPRT), mRNA . : — — — — 

«, r ien S sunervillm (SVIL), transcript variant Z, mRNA 


NM 003174 
NM_002505 


Homo saoiens supervillm (SVIL), transcript variant i mKiNA 
_ Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant i, 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcript variant 2, 
nxRNA. . — — — — ■ . . -t sr^T>TKT\\ 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl U-asparraxe 1 ,__W h, 
transcript variant NR1-1, mRNA . 


NM_000673 


— Ti „,^^v,^i HpVivrlrnpenase 7 (class IV), mu or sigma polypeptide 

Homo sapiens alconoi aenyurogeiid&c / *■*/»** => 

(ADH7), mRNA . jTFZZZi — " 


NM_000671 


"Homo sapiens alcohol dehydrogenase 5 (class HI), cm polypeptiae ^ADH5), 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class II), pi polypeptide (ADH4), 
mRNA • 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM__021795 


Homo sapiens ELK4, ETS-domam protein (aKr accessory protein i) (ELK4), 
transcript variant b, mRNA 


NM 0217U9 


Homo sapiens CD2 7 -binding (Siva) protein (SIVA), transcript variant 2, mRNA 


NM 00642/ 


Homo sapiens CD27 -binding (Siva) protein (SIVA), transcript variant 1 , mRNA 


TvTTVyf AO 1 Qf\A 

NM_0z 1 bU4 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


"MTV A ATATAO 

JNM OzvJzUo 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


JnM 016232 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM_001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM_005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (lmmunoglobulm-associated beta) (CD79B), 
transcript variant 2, mRNA 


xt» r r\r\r\ f r\ f 

NM 000626 


Homo sapiens CD79B antigen (immunoglobuhn-associated beta) (CD79B), 
transcript variant 1 , mRNA 


NM 021601 


Homo sapiens CD79A antigen (immunoglobuhn-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM_021599 


TT T * 1* ' ± 1*1 1 j 11 A f 1 j X • il 

Homo sapiens a dismtegrm-hke and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


T T 1 ' * j 1 *1 1 J 11 j X 1 • • \ ■ il 

Homo sapiens a dismtegnn-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 1 (AD AMI SI), mRNA 


"XT7V A f\f\ A r\£C\ 

NM_J)04069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant API 7, mRNA 


"X T\ A AO 1 CH C 

NM_0215 7d 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NM_007327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcript variant JNKl-J, mKJNA 


"NTAyf AH 

NM_0215o9 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRIN1), 
transcnpx variant rNjxi-z, nuviN/v 


XTA/f HO HQS A 


nomo sapiens cnonne aceiyiiransierase ^^ri/vi j y xranscripL variani xv, ttuvln/\ 


i\r\/f nonoR^ 
iNivi \jZA)yoO 


riorno sapiens cnonne aceiyiiransierase ^v^n/vi ) 9 transcnpt vananx in i, itu\_ln/\ 


iNivi uzuD^fy 


xiomo sapiens cnonne aceiyiiransierase ^v^xi/vi uanscnpi variant ivi, itlkin/v 


INIVI UU 1 0 1 D 


nonio sapiens acnn, gamma z, smoocn muscie, enienc ^/v^i vjrzj, nuKJNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM OloooZ 


Homo sapiens disrupted in schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein MJ20357 (rLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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NM 020323 1 
1 


ranscript variant 3, mRNA A T r — . ,, pnM ^ 

3omo sapiens ATP-binding cassette, sub-family D (ALU), member 4 ^^4,, 

ranscript variant 2, mRNA ^„ m ^ r — Q 


lMVi KJ^KJJ^JU J 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member y 

f ABCC91 transcript variant SUR2A-delta-14, mRNA _ 


T\TM 020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTK/MKfJ, member * 

r ARCC9). transcript variant SUR2B, mRNA . 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LALK2), transcnpt variant 


NM_002288 
NM 020983 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LAIR2), transcript variant 

1, mRNA 1-77- 

Homo saniens adenylate cyclase 6 (ADCY6), transcnpt variant 2, mRNA 


NM 015270 
NM_020987 

NM 020977 
NM 001148 
NM 020481 
NM 020480 
NM 020479 
NM 020478 
NM 020477 
NM 000037 


Homo sapiens adenylate cyclase 6 (ADCY6), transcnpt vanant 1, mRNA 
Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcnpt variant 

1, mRNA — 

Homo sapiens ankyrin 2, neuronal f ANK2). transcnpt variant 2, mRNA 
Homo sapiens ankyrin 2, neuronal (ANK2), transcnpt variant 1, mRNA 
Homo sapiens ankyrin 1, erythrocvtic (ANK1), transcnpt variant b, mRNA 
Homo sapiens ankvrin 1, erythrocytic (ANK1), transcnpt vanant /, mRNA 
Homo sapiens ankvrin 1, erythrocytic (ANK1). transcnpt vanant b, mRNA 
Homo sapiens ankvrin 1, erythrocvtic (ANK1), transcnpt vanant 5, mRNA 
Homo saoiens ankyrin 1, erythrocytic (ANK1), transcnpt variant 2, mRNA 
Homo sapiens ankvrin 1, erythrocvtic (ANK1), transcript variant 3, mRNA 


NM 020476 
NM 020475 
NM 021056 
NM 021055 
NM 000548 
NM 004041 
NM 020251 
NM_000872 


Homo saniens ankyrin 1, erythrocvtic (ANK1). transcnpt vanant 1, mRNA 

Homo sapiens ankyrin 1, erythrocytic (ANK1), transcnpt variant 4, mKiNA 

Homo sapiens tuberous sclerosis 2 (TSC2). transcnpt variant 3, mKHA 

Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt vanant z, mRNA 

Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt variant l, mKNA 

Homo sapiens anestin, beta 1 (ARRBl), transcnpt vanant 1, mRNA 

Homo sapiens arrestin, beta 1 (ARRBl), transcript vanant 2, mRNA 

Homo sapiens 5-hydroxytryptamine (serotomn) receptor 7 (.adenylate cyclase- 

couDled) (HTR7), transcript variant a, mRNA . 


NM_0 19860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (.adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA ■ 


NM_0 19859 


Homo sapiens 5-hydroxytryptamine (serotomn) receptor / (adenylate cyclase- 
coupled) (HTR7), transcript variant d. mRNA _ 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesin- 
2) (TSCD2). transcript variant 2, mRNA ^ 


NM_0 17457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains J. ^cytohesm- 
2) (PSCD2). transcript variant 1, mRNA . . _ 


NM_004302 


- — % : 7- • a -<*~^+rxr hmpTR ( AC\ZH 1 TTt transcript vanant 1 , 

Homo sapiens activm A receptor, type its ^al vridj, """^'V ' 

mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVR1B), transcnpt vanant 3, 
mRNA . — ■ 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVR1B), transcnpt variant 2, 

mRNA 

tt . T7 ■ _ j „.p AT A9 rPOO?^ mRNA 


NM 012082 
NM_000578 


Homo sapiens rnend 01 uAiaz {rKJ\j^)> iiuvln^v _ 

Homo sapiens solute canier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLC1 1 Al), mRNA _ 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 

(SLC21 A3), mRNA — - — - — — 

Homo sapiens aldo-keto reductase family 1, member <J3 ( J-aipna hyaroxysteroid 


NM 003739 
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oenyorogenase, type iij (/\jsjviv_oj, rruvi\/\ 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


NM_014z 11 


xiomo sapiens a aisintegrm-UKe ana meiauoprotease (reproiysm typej wiin i 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


XTTV/T A1 oc^o 

JNM__0iyooJ 


Homo sapiens coagulation factor VTU, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


TvTTV/T AAA 1*2 0 

NM_00U132 


Homo sapiens coagulation factor VTII, procoagulant component (hemophilia A) 
vro), transcript variant i, mKJNA 




Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator j \r / xranscnpt variant z, mjxiN/\ 


xnv/r Ann ni 


xiomo sapiens coagulation iactor v 11 ^serum pro tnromDin conversion 

dOL/ClClaLUl J ^J7 / uallbUlipt Vallalll 1, 


NM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


1N1V1 UZ1U1U 


xiomo sapiens aeiensin, aipna d, ± anetn ceii-specmc yuizr r\j ), imviN/\ 


NMJ) 16250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


JN1V1 UZUjZj 


xiomo sapiens mterieuKin zz ^jllzz j, nixvrN/\ 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASD1), 
mRNA 


NM_020322 


Homo sapiens amilori de-sensitive cation channel 3, testis (ACCN3), transcript 
variant 3, mRNA 


NM_020321 


Homo sapiens amilori de-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


7v TTV A Aim "3 /I 

NM_020334 


Homo sapiens a disintegrin and metalloproteinase domain 30 (ADAM30), 
transcript variant 2, mRNA 


"MTV yf A1 ftCCO 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 2, mRNA 


7v T\ A AAA 1 lO 

NM_00012s 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 
transcript variant 1, mRNA 


TvTA /T AAA A A 1 

NM 000443 


Homo sapiens Air-binding cassette, sub-tamily B (JVLUK/ 1 Ar), member 4 
(ABCB4), transcript variant A, mRNA 


\nv A A1 OOCA 

NM_01oo!>U 


rlomo sapiens Al r-Dinamg cassette, suD-iamily t> (^iVUJK/ 1 Ar ), member 4 
(ABCB4), transcript variant C, mRNA 


XTTV/f A1 OO/IO 

JNJVL__Uloo4y 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


JNJVl_U2UU3o 


Jtiomo sapiens Al j^-binamg cassette, suo-iamiiy lK/JVLKrj, member d 
(ABCC3), transcript variant MRP3B, mRNA 


TvTA/f AOAA'3'7 
JNJVl_U2UU3 / 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3A, mRNA 


XTTV/T AA17QA 
JN1V1_U03 /oo 


xiomo sapiens Air-binaing cassette, sub-iamiiy ^ v^r* ik/jylxCtJ, member 3 
(ABCC3), transcript variant MRP3, mRNA 


"VTA yf AIQrfCO/1 

JNivl_0 1 y OZ4 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


INJVl_Uiyo2D 


xiomo sapiens Alr-oinumg cassette, sub-iamiiy r> {MAJhU IAjt), member y 
(ABCB9), transcript variant 1, mRNA 


XTAA AA/IQGA 

JNM_uo4yyo 


nomo sapiens Alr-bmaing cassette, sub-iamiiy QUr IK/Mlvr), member l 

fARPP'H tranQrrint variant 1 mRNA 


NMJH9902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCC 1 ), transcript variant 7, mRNA 


NM 019901 


Homo sapiens ATP-binding cassette, sub-family C (C1TTI/MRP), member 1 
(ABCC1), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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NM 019899 1 
( 


ABCC1\ transcript variant 5, mRNA . — 

Homo sapiens ATP-binding cassette, sub-family C (CFTK/MRP), member 1 
ftBCClj, transcript variant 4, mRNA — — =— : : 


NM_019898 ] 


Homo sapiens ATP-binding cassette, sub-family C (Ct LKJMHT), memoer i 

f ABCCH transcript variant 3, mRNA . . — . 


NM_0 19862 

NM 019903 
NM 001640 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ARCCn. transcript variant 2, mRNA . ^ 

- T ■ aa„~\* i ^' f TOTVlTnp^ fAriTW* transcript vanant z, mRNA 

Homo sapiens aaoucin o tRannm; yt\uuj), uom^nr- 

Homo sapiens N-acvlaminoacvl-peptide hvdrolase (APEH), mRNA . 


NM 019858 
NM 000407 
NM_0 15675 


Homo sapiens protein A (A), transcript variant A-2, mKMA 

tt ...r. r-^im- trh rrnnrntein lb fnlatrfRtY beta polvpeptide (GPIBB), mRNA 
Homo sapiens glycoprotein xu ^ piai^i^y, — ^ — J " K. . — j ,^ .^^m 

Homo sapiens growth arrest and DNA-damage-inducible, beta ^ajjLkUB), 
mRNA — : : =7.. 


NM 016824 
NM_020039 


Homo sapiens adducin 3 (gamma) (ADD3), transcript vanant 1 , mRNA 

Homo sapiens amiloride-sensitive cation channel 2, neuronal (A^U>I2), 
transcript variant 1, mRNA 


NM 005388 
NM_017585 


Homo sapiens phosducin-like (PDCL), mRNA . __ 

Homo sapiens solute carrier family 2 (facilitated glucose transporter;, member 6 
(SLC2A6), mRNA , , , , , , - - - n Tj = ^ 


NM_020238 


"Homo sapiens inner centromere protein antigens (135kD, 155kD) (1NCENP), 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RAC1), transcript variant Racl, mRNA 


NM 018890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho lamily, small GTP 
binding protein Racl) (RAC1), transcript variant Raclb, mRNA 


NM_018891 


Homo sapiens laminin, gamma 2 (nicein (lOOkD), kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript vanant 
2, mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript vanant 3, 
mRNA . — — r— 


NM_0 13421 
NM 004954 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript vanant 2, 

mRNA — — ■=-- 

Homo sapiens ELKL motif kinase (EMK1). transcnpt vanant 2, mRNA 


NM 017490 
NM_004105 


H„ mn sapiens ELKL motif kinase fflMTCIV iranscnnt vanant l, mKiNiA 

Homo sapiens EGF-containing fibulin-like extracellular matrix protem 1 
(EFEMP 1), transcript variant 1 , mRNA __ — — — 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MEAF2), transcnpt vanant 2, 

tj}R]SJ A 


NM_017459 
NM 005115 


Homo sapiens microfibrillar-associated protein 2 (MFAP2), transcnpt vanant 1, 

mRNA ■ — 

Homo sapiens maior vault protein (MVP), transcnpt vanant z, mKNA 


NM 017458 
NM_0 18894 

NM 016519 
NM 017492 
NM 007193 


Homo sapiens major vault protein (MVP), transcnpt vanant 1, mRNA : 

" Homo sapiens EGF-containing fibulin-like extracellular matnx protein 1 

(EFEMP 1), transcript variant 2, mRNA 

Homo sapiens ameloblastic enamel matnx protein (AivitsN), mRNA . 

Homo sapiens ataxin 2 related nrotein (A2LP), transcnpt vanant z, mKNA 
Homo sapiens annexm Aiu (/\iNy\^viuj, iiuvln-o. 


NM 019102 
NM 018971 
NM 003379 
NM_0 16830 


Homo sapiens homeo box A5 (HOXA5), mRNA _ 

Homo sapiens G protein-coupled receptor 27 (GPR27), mRNA . — 

Homo sapiens villin 2 (ezrfart (VIL2), mRNA . 

Homo sapiens vesicle-associated membrane protem l ^synapiobrevin 1) 
1 fVAMPD, transcript variant V AMP-IB, mRNA 
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NM_014231 


Homo sapiens vesicle-associated membrane protein 1 (synaptobrevin 1) 
(VAMP1), transcript variant VAMP- 1 A, mRNA 


NM_0 17489 


Homo sapiens telomeric repeat binding factor (NlMA-interacting) 1 (TERFl), 
transcript variant 1, mRNA 


NM_003218 


Homo sapiens telomeric repeat binding factor (MMA-interacting) 1 (TERFl), 
transcript variant 2, mRNA 


NM_017455 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcript variant 
alpha, mRNA 


NM_007098 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 2, 
mRNA 


NM 017451 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 2, mRNA 


NM 017450 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 1, mRNA 


NM 001617 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-1, mRNA 


NM 017488 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-4, mRNA 


NMJ)17487 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6b, mRNA 


NM 017486 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-6a, mRNA 


NM_0174S5 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-5a, mRNA 


NM 017484 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3b, mRNA 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


NM_0174S2 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-2, mRNA 


NM 018561 


Homo sapiens DKFZP586D2223 protein (DKFZP586D2223), mRNA 


NM 018413 


Homo sapiens chondroitin 4-sulfotransferase (C4ST), mRNA 


NM 017835 


Homo sapiens chromosome 21 open reading frame 59 (C210RF59), mRNA 


NM_0 18226 


Homo sapiens arginyl aminopeptidase (aminopeptidase B)-like 1 (RNPEPL1), 
mRNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


NM 018200 


Homo sapiens high-mobility group 20A (HMG20A), mRNA 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neighbor of SON (DONSON), mRNA 


NM 017596 


Homo sapiens KIAA0449 protein (KLAA0449), mRNA 


NM_0 17456 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(PSCD1), transcript variant 2, mRNA 


NM_0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM_0 16828 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2d, mRNA 


NM_016827 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2c, mRNA 


NM_016826 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2b, mRNA 


NM_0 16821 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lc, mRNA 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant lb, mRNA 


NM 002197 


Homo sapiens acomtase 1, soluble (ACOl), mRNA 


NMJ 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 
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NM 016938 1 
( 

NM 005569 1 
NM 016733 ] 


nRNA 

aomo sapiens EGF-containing fibulin-like extracellular matrix protein z 

-EFEMP2), mRNA — 

Homo sapiens I TM domain kinase 2 (LIMK2), transcript vanant /a, mKNA 
Homo sapiens LIM domain kinase 2 OJMK2), transcnpt variant 2b, mRNA 




NM 002314 
NM 016735 
NM_006855 


Homo sapiens LIM domain kinase 1 OJMK1), transcript variant 1, mRNA 
Homo sapiens LIM domain kinase 1 (LIMK1), transcnpt variant amvuv, mkNA 
Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (KDELR3), transcript variant 1, mRNA . 


NM_0 16657 


Homo sapiens KDEL (Lys-Asp-Crlu-Leu) endoplasmic reticulum piuisw 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM 002101 


Homo sapiens glycophorin C (Gerbich blood group) (GYFU), transcript vanant 
1, mRNA ■ — 


NM 016815 


Homo sapiens glycophorin C (Gerbich blood group) (GYPC), transcript variant 


NM 005242 
NM_016818 


Homo sapiens coagulation factor H (thrombin) receptor-like 1 (F2RL1), mRNA 
Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 1 
(ABCG1), transcript variant 2, mRNA . 


NM_004915 


. , > i- ■ . i ■ i ■ „ cuV* ■Forr»ii , v a t \A/ H 1 1 Y*.\ member 1 

Homo sapiens ATP-binding cassette, suD-iamny vj iwmicj, " K1L1UI " 

(ABCG1), transcript variant 1 , mRNA 


NM 002542 


Homo sapiens 8-oxoguanine DNA glycosylase (OGG1), nuclear gene encoding 
mitochondrial protein, transcript variant 1 a, mRNA . — 


NM 000665 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcnpt vanant 

E4-E6, mRNA ■ ■ — -— 

Homo saniens mesenchyme homeo box 1 (MEOX1), transcnpt variant 2, mRNA 


NM 013999 
NM_003927 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcnpt vanant 
1, mRNA — ■ : — ; — 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBDZ), transcnpt vanani 
testis-specific, mRNA : : — — 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcnpt vanant 
4. pVRNA . 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript vanam 
PCM1, mRNA : : — - 


NM_015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcript vanant 
1, mRNA . — — - 


NM_015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcnpt vanam 
2, mRNA 




NM_015844 


Homo sapiens methyl-CpG binding domain protein 1 (MBD1), transcnpt variant 
3, mRNA . — ; 




NM_0023U 


Homo sapiens ligase m, DNA, ATP-dependent (LIG3), transcnpt vanant oeta, 
mRNA . ; — 




NM_013975 
NM 014190 


' Homo sapiens ligase HI, DNA, ATP-dependent (Lltii), transcnpt vanant alpha, 

mRNA " — 

Homo sapiens adducin 1 (alpha) (ADD1), transcnpt vanant 3, mKJNA 




NM 014189 
NM 001119 
NM_015831 

NM 016572 
NM 016388 
NM 016272 
NM 016135 


Homo sapiens adducin 1 faloha) (ADD1), transcnpt vanant 2, mKJNA 
Homo sapiens adducin 1 (alpha) (ADD1), transcnpt vanant i, mRNA 

— — " j_ i -u~i.:_»^*_,w*--. r\rv Kl nnH crroim^ f AC^HlTl transcript variant 

Homo sapiens acetylcholinesterase 1 1 1 uiooa giuup; \j\v^rwj 9 u<UBW1 *' 1 

E4-E5, mRNA 

Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 

Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 
" Homo sapiens transducer of ERBB2. 2 (TOB2), mRNA 

Homo sapiens transcription factor ets (TEL2), mRNA 
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NM_0 16247 


Homo sapiens mterphotoreceptor matrix proteoglycan 200 (ar ALKLAN), 

_„T> XT A 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SHI 20), mRNA 


NM 016124 


TT * T"» 1 i i j TT\ j_* /T> T Tr\\ ~T1 XT A 

Homo sapiens Rhesus blood group, D antigen (RHD), mRNA 


NM_015865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (SLC14A1), mRNA 


NM 016112 


XT * 1 . ■ 1 ' J J • i-k i *i __. i /nT/"n^T 1\ T>XT A 

Homo sapiens polycystic kidney disease 2-like 1 (PKD2L1), mRNA 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NM_0 16653 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


NM 016556 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 


NM_0 16431 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 016377 


TT ' A 1 * /"T»T» Tr A \ 1 , " <— 7 / A X^ - A T»*7\ T\\T 4 

Homo sapiens A kinase (PRKA) anchor protein 7 (AKAP7), mRNA 


NM_0 16346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 

^T>XT A 

mRNA 


NM 016325 


Homo sapiens zinc nnger protein 274 (ZNr274), mRNA 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


NM 016293 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 015909 


Homo sapiens neuroblastoma-amplified protein (LOC51594), mRNA 


NM 015890 


TT * J 1 _ * 1 _ _ 1 j _ 1 • -l - J . /OT'TNT T>\ T") XTA 

Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCF1 Ip homolog (PCF11), mRNA 


NM_015991 


TT * "1 j "1 Jill 

Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(C1QA), mRNA 


NM 016201 


TT * X '11*1 i • f-r r — ^ ✓~<t>'\ T^ -VTA 

Homo sapiens Leman coiled-coil protein (LCCP), mRNA 


NM 016157 


Homo sapiens trophmm (TRO), mRNA 


NM_015869 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


NM_016615 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 13 (JSLL6A13), mRNA 


JNM Ulo3oy 


Homo sapiens Nol-oinamg protein (Nol-Jb>Jrj, mKJNA 


NM 016645 


Homo sapiens HDCMAlbP protein (HDCMAlhP), mRNA 


NM 016527 


Homo sapiens hydroxyacid oxidase 2 (long chain) (HA02), mRNA 


NM 016263 


Homo sapiens Fzrl protein (FZR1), mRNA 


NM 016602 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 016187 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


xnv k r\~\ a r\r\r\ 

NM 014000 


Homo sapiens vmculm (VCL), transcnpt vanant meta-VCL, mRNA 


XTA k ai on r*'"* 

NM 013992 


Homo sapiens paired box gene b (PAX8), transcript A^anant PAX8E, mRNA 


XTTV /T A1 onoo 

NM_0l3988 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(PAKK2), transcnpt variant 3, mRNA 


NM_0l39S7 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(r AKJS.Z), transcript variant 2, mKJNA 


TvTTV /T Ai OfjOf 

INiVL Ul39oJ 


Homo sapiens neuregulin 2 (NRG2), transcript variant 6, mRNA 


NM OI^QRd 

JIN AVI VlJ70*+ 


xzuiiiu bd.picns neureguim ^ ^inxx-vj^j, urd.nbt/npL vdiiajn iiirvLN^i. 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulin 1 (NRG1), transcript variant GGF, mRNA 


NM 013960 


Homo sapiens neuregulin 1 (NRG1), transcript variant ndf43, mRNA 


NM_0 13959 


Homo sapiens neuregulin 1 (NRG1), transcript variant SMDF, mRNA 


NM 013958 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-beta2, mRNA 


NM 013956 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-betal, mRNA 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-lLv, mRNA 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOX1), transcript variant NOH-1S, mRNA 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRD1), 
transcript variant 1, mRNA 


NM_0 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM 015841 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_015840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens K1AA1002 protein (KIAA1002), mRNA 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA0618 gene product (KIAA0618), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM 015646 


Homo sapiens RAP1B, member of RAS oncogene family (RAP1B), mRNA 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fragment nuclease (DKFZP566E144), mRNA 


NM 014397 


Homo sapiens NJMA (never in mitosis gene a)-related kinase 6 (NEK6), mRNA 


NM_0 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 


NMJH4341 


Homo sapiens mitochondrial carrier homolog 1 (MTCH1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA 


NM 014306 


Homo sapiens hypothetical protein (HSPC1 17), mRNA 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCAR1), mRNA 


NM_0 14273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-l, mRNA 


NMJ)07319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
374., mRNA 


NM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8D, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM 013942 


Hnmo samens nairpH Hnv OPnp *\ /'\\7ciQ-rHf : »nniiror c\m Hrnmp 1 ^ /T> A V2\ ^TQtinon'nf 
xxKjiiiyj oapiuiics fauwu UUA gCIlC J ^ VV ddl UCIlUUx g oyxlUIUxIlC I J ^JT/WLj ), XlanSCnpL 

variant PAX3B, mRNA 


NM_013411 


Homn samcns adpnvlatp VinaQp 0 ( AtT*^ m 1 pi pc*t o-<=»n*» ^nr»/-*r1-i-nrr -m-i+/^r«l-i^-i-»i^-r-ir>i 

ixuiiiu ^>ajjioiio cnj.^/iij" lait/ JtvxiiaoC z. ^rV-IV^^, IlUUlCar J^dlC CxlOOQirig ITlltOCnOnQriai 

protein, transcript variant AK2B, mRNA 


NM 000631 


Homo saniens neutrrvrVhn pvtnQnlir* fiap trvr A fA(X\rTW rt\\r^X7A\ tro«p^nnf 0 «f 1 
j-Avniiv-r oapiuno u^uu \_rj^ini laL/Lui *r ^tuj^L/y ^iNv^x^H-^j transcript variant i 

mRNA 


NM_013416 


Homo 92DienS TlPllfrnnHil P\7tr»Qp»lir» -fanirvr A fACMrTW rKl(~^T<A \ fro«n^ri«t , rn ' ftri i o 

A-Lvtiivr oapiwio nv^uu upim ^jfiuotjiio xdv/iux *r ^hujvjl^j ^iNi^jr^f^, transcript variant Ay 
mRNA 


NM 006125 


Homft Sa/nieTlS T? Vio CrTPaQP a Pti^\/Q tinrr nrr*t*»in ^\ /" AP TJ^~i A T>A"\ 4t^^«+ _ j- 

aawhivj xviiv vj jLjraac aunvaiixig protein o \r\ rvjnvjArQ l transcript variant 
3, mRNA 


NM 013427 


HotTIO <;aT>1Pn*s Via CrTPaQP aptivatinrr nmtAin A. ( A "D TJO A T)/^ 4ro«f-rt««f 

aav'iij-v/ oapiciid jviivj vj ± rdac a^iivaujig protein o ^/\j\Jrto/Vr o j 3 transcript variant 
1, mRNA 


NM 013423 


lluniu aapicii& xviiu vjix^dbc aciivating protein o ^AJxJriurAJroj, transcript variant 
4 mRNA 


NM_0 13422 


Homo Sanien^ l^hn ("rTPa<2P aptivntincr nrwlv^in £ ^AT?TI^AP^\ 4^ 0 „ 

* ii;uiv; aa^ivuo vj naac auLx vdiiiig proicm d ^^j\^tivjf/\jr o ) } transcript variant 
5, mRNA 


NM_001174 


Homo saniens Rho GTPa^p a p.tiva tin o nmtfMn ^ f AT^TTf^- AP/^ froricr>t*irv-f «<»Moti+ 
j " txyiAAv/ oopiwuo doc auuvauiig jjiuidii o ^rvivn v. T/-\ i o i 3 xranscopT variant 

2, mRNA 


NM 013436 


Homo sapiens NCIK-as^ociatpd nrntpin 1 rNrr^APi^ mPMA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM 013449 


xxuiiiu oapicii^ ui oiiiuuuiiiciin dajdcenc to zinc linger domain, za (Jl>AZ,Z/Y), 
mRNA 


NM 007333 


nuuw &apiciu> lxiiicr oeii iccun-iiKe receptor suDiamiiy v^, member j QJ^JL-KUi), 
transcript variant NKG2-H, mRNA 


NM_007328 


Homo cqni pn c Irillpr Ppll lppfin-li V<=» rf*r-/=>r\i-r\T- oiiK-for-miKf rviarv-ikc«- 1 AT?" T DP1\ 

xiumu octpi&ix£y iviiici L^cii ice ini-iiKc receptor suoiamiiy v_^ 5 memoer 1 v r*^xvL-/lj 3 
transcrint variant NTC02-R mRTsTA 

uuu^viipi, v txi i.utii.L x il\VJX< } XXXXX-L^lxa. 


NM_002259 


Homo SaDiens killer cell lPCtin-lilcp re>re*r\tr\r cnVifamilw nipm^pr 1 fin PP1\ 

transcript variant NKG2-A, mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FEBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST317, mRNA 


NMO 13409 


Homo Sanien^ follistatin rR9T^ trancpWnt variant T7QX^Zf/l m"P"MA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM 012486 


1AU111U oapicua pic&cxiiiiii ^/\iiC,ncimer disease qj ^r^orsiNZ^, transcript variant Z. 
mRNA 


NM_0 12485 


Homo saniens bvaluronart-rnprliatpH mntilift/ -r*»r*<=ntnv /T?"Pf A A/^'^/f^ /XJA/fAyrD \ 

^ •J«*i'*v»iio ii_yaiuiuaaii iiicuia-LCvi IIlOllllLy xCUCpLOr ^rv n AV 1VI 1VI J ^XxJVJLLVLtvJj 

transcript variant 2, mRNA 


NM_012484 


Homo sapiens hvaluronan-mediated m oti 1 i fv rpppntnr n?TTAA/fA/n / r TT^/^^4'p^ 
transcript variant 1, mRNA 


NM 012483 


Homo sapiens granulysin (GNLY), transcript variant 519, mRNA 


NM 006433 


Homo Sapiens firanulvsin fGNTAO rran<5rrint variant TsJT<rrr^ mP"W A 


NM 001930 


Homo sapiens deoxvhvnusine wnfha^p ^F)TTP^^ trancprmt x^riont i mi?\TA 
ucv - ,A J i vp u; 5 ii it oyiiinddc oj, udiibonpi variant i, nixviN/v 


NM 013407 


Homo sapiens deoxvhvDusinp ^vntha^p ^F)HP^^ trancprint variant i tv»"pxta 

u "r iV/li >j *-i«-wv_yxxyjjuoxxxv^ o_y ll LlidoC ^JL/nroy, U. diloL/IipL VanaUl j, ITlr\JN/\. 


NM_013406 


Homo sapiens deoxyhypusine synthase (DHPS), transcript variant 2, mRNA 


NM_0 13229 


Homo SaDiens anontoHn rvrntpaQP a ptivn tin cr fnntrvr ^ AT>AT71 ^ 1 

H^jr lwl,v -' ^xutc-aoc ctL/ii vctiiii^ lauLui i^vl /\x^ i j. transcript variant i , 

mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3) mRNA 


NM_013396 


Homo sapiens ubiquitin specific protease 25 (USP25), mRNA 


NMO 13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLN1), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NM_005102 


Homo sapiens fasciculation and elongation protein zeta 2 (zygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subumt 3 
(130k™) (CRSP3), mRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcnpt 
variant 2, mRNA 


NM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGC1), 
transcript variant 2, mRNA 


NM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_0 12428 


Homo sapiens stromal cell derived factor receptor 1 (SDFR1), transcnpt variant 
beta, mRNA 


NM_012226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


NMJH2369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM_012324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransferase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP1 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACP 140, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcnpt vanant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcnpt vanant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-L1, mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcnpt 
variant DLEC1-S3, mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC1-S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcnpt 
variant DLEC 1 -S 1 , mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLEC1), transcript 
variant DLEC 1-N1, mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM_000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3 A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOX1), transcnpt variant iNu.ti-i.u, mKiN/\ 


NM 006715 


Homo sapiens mannosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM 007306 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10-llb,mRNA 


NM 007304 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta lib, mRNA 


NM 007303 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltall.mRNA 


NM_007302 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-10, mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-18, mRNA 


NM_007299 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
deltal4-17, mRNA 


NM_007298 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta9-ll,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCA1- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla', 
mRNA 


NM_007295 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAlb, 
mRNA 


NM_007294 


Homo sapiens breast cancer 1, early onset (BRCA1), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 
mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR mRNA 


NM_007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


NM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


NM_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABL1), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA i 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CD 10) (MME), transcript variant 2b, mRNA 
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NM_007288 


Homo sapiens membrane metallo-endopeptidase ^neutral endopeptidase, 
enkephalinase, CALLA, CD10) (MME), transcript variant 2a, mRNA 


NM_007287 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalin«se, CALLA, CD10) (MME). transcript variant Ibis, mRNA 


NM_006481 


Homo sapiens transcription factor 2, hepatic; JLf-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA — _ 


NM_006884 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant kllUAza, 
mRNA 


NM_0O3030 


Homo sapiens short stature homeobox 2 (SHOX2), transcript variant s>huazd, 
mRNA — — 


NM_003005 


Homo sapiens selectin P (granule membrane protein 140kD, antigen uuozj 
(SELP), mRNA : 


NM_006718 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
2, mRNA 


NM_005888 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate earner), 
member 3 (SLC25A3), nuclear gene encoding mitochondrial protein, transcript 
variant la, mRNA 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
3, mRNA 


NM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 
2, mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretmin) (CALB2), transcript variant 
CALB2c, mRNA — 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretmin) (CALB2), transcript variant 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretmin) (CALB2), transcript variant 
CALB2, mRNA . : 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl (ACOX1), transcript 
variant 2, mRNA 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyl CAUU^i;, transcript 
variant 1, mRNA _ 


NM_000632 


Homo sapiens integrin, alpha M (complement component receptor 3, alpha, also 
known as CDllb (pl70), macrophage antigen alpha polypeptide; (liu/uvi;, 
mRNA 


NM 007097 


Homo sapiens clathrm, light polypeptide (Lcb) mKJNA 


NM 007099 


Homo sapiens acid phosphatase 1, soluble (ACr l), transcript variant u, iiirvLxr* 


NM 007177 


Homo sapiens TU3 A protein (TU3 A), mKJNA 


NM 007245 


Homo sapiens ataxin 2 related protein (A2LP), transcript variant 1, mRNA 


NM 006487 


Homo sapiens fibulin 1 (FBLN1), transcript variant A, mKJNA 


NM 006486 


Homo sapiens fibulin 1 (FBLN1), transcript variant D, mRNA 


NM 006485 


Homo sapiens fibulin 1 (FBLN1), transcript variant B, mRNA 


NM 006721 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-long, mRNA 


NM_006132 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
4, mRNA . . 


NM_006131 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant iSiVLr i- 
^ i mR"MA 


NM_006130 


tt _ cinipnc k rtn i> m nrnii n cr^n p ti c -nrot ei n 1 fB MP 1 ^ , transcript vari ant BMP 1 - 
j^iomo sapieno Done moipnogciiciiL/ piu^m * v- 1 -^-^ a /' f * 

6, mRNA _ 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
3, mRNA 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant mwit i- 
2. mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


xnv/f AA7AAC 


Homo sapiens reticulon 4 (RTN4), mRNA. 


XTTVyf AA7A/1£ 


nomo sapiens eiastin microiiDni interlace locatea protein ^x^ivijll/Jlin^, itikjna. 


NM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnroniDOSponGin type i motn, o ^/\jlj/vlviiooj, nutviN/\ 


XTTV/f AA7A^C 
IN 1V1_JJ U / \)D O 


Homo sapiens a disinte grin-like and metalloprotease (reprolysin type) with 
inromDosponam type i motii, d vaggrecanase-z^ ^\j^/\jviiodj, iruviN^v 


Knvyf aa^7qq 
inivi uuo/77 


nomo sapiens protease, serine, zi jtestismj {irjvoozi ), miviN/\. 


1N1V1__U U DO I *t 


nomo sapiens proteasome yjrosome, macropainj inmoitor suDunit i {jru 1 ) 
(PSMFl), mRNA 


xnv/f oa^j.^ 

INJVl UUjHOO 


nomo sapiens pairea uox gene o ^.r /\>vo transcript variant r aaoa, iiix\in/\. 


xtm* aa^7qa 

1NTV1 wo /yv 


nomo sapiens nun lmmunogioouiin Qomain protein ^myotiiinj ^i iiljj, mi\JN/v 


XTX/T 0A£7R? 

IN1VL Uv/D / OZ 


nomo oapicno zinc linger proicm-iiKc i \z^r r i nix\j.N/\ 


xnvr aa^7ck 


xiomo sapiens uri oomain containing i ^jcriui ) 9 irusssix 


NM_00658S 


Homo sapiens sulfotransferase family, cytosolic, 1C, member 2 (SULT1C2), 


xr\/f aa^qzi 


nomo sapiens jumping translocation oreaKpoint yj iJtsj, ttlkin/\ 


XTA/T AAA<\Q7 
INiVl UUDJi// 


nomo sapiens neat snocK /ukd protein o ^norAoj, mKJNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


"MTV/T AAA7A1 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

r\TT TTYT"* \ n-»T? XT A 
^In UJJ 1 D ), niKIN/V 


IN1V1 UUUOD*) 


nomo sapiens seiecnn jl, ^lympnocyte aonesion moiecuie i ) ^oiii^i-,j, niKiNA. 


INlvl UUD4oo 


Homo sapiens ketohexokinase (finctokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCC1), mRNA 


XTA/T f\f\fZ11Q 
1N1VL UUO^^y 


nomo sapiens nign-moDiiity group zurs (riJVLCjzUr>), mKJNA 


NM 006469 


Homo sapiens NS1 -binding protein (NS1-BP), mRNA 


TvTA A A A /TO /in 

NM 006340 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


JNJVL_001 Jl>3 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKR1C1), 


xnv/f AAA7A9 

IN 1V1__UU U Z UZ 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant i 

1 mPWA 

1, inXvLN.r\. 


XJA/f fiOSRQO 

JlNIVI UvJOyU 


nomo sapiens growtn arresi-specmc / ^vj/\o / ), transcript variant d, miviN/v 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

7 mPXJA 

Z, IIlXvlN j*A 


NM 006053 


Homo sapiens T-cell, immune regulator l (TCIRGl), mRNA 


xnv/f aa^qqa 
iMivi uuz>i/yu 


Homo sapiens serine/threonine kinase 10 (STKIO), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator l (TCIRGl), mRNA 


XTAvf AA/CA/1 1 
JNiVl_OUo04 1 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3Bl 
(HS3ST3Bl),mRNA 


XTA/f AA<A/10 

INivl__UUo04z 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3Al 
(HS3ST3A1), mRNA 


1n1V1__UUOUho 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 

rvVPXT A 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
(ABCC5), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (OS4), mRNA 


NM_005562 


Homo sapiens laminin, gamma 2 (nicein (lOOkDY kalinin (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
1, mRNA 


NM_005534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
(IFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM_005503 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
(XI 1 -like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGT1), transcript variant 1, 
mRNA 


NM_005243 


Homo sapiens Ewing sarcoma breakpoint region 1 (EWSR1), transcript variant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFS1), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
6 (SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICA1), transcript variant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAP1), mRNA 


NM_001478 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramideN-acetylgalactosaminyltransferase (GalNAc-T) 
(GALGT), mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript variant b, mRNA 


NM 004034 


Homo sapiens annexin A7 (ANXA7), transcript variant 2, mRNA 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcript variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcript variant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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J3 and. (V/Vrr>J, mKJNA 


XTTV A f\f\ AT~I A 

NM 004774 


xiomo sapiens r jt ajk. Dinomg protein yr^ j\jss>r )^ nusj-Nrv 


"XTTV A AA/IO 1 ft 

NM 0048 iy 


Jtiorno sapiens sympieKin, riuntingxin interacting protein i ^djtjvj, mjtsa>i/\ 


NM 004169 


Homo sapiens serine hydroxymethyl transferase 1 (soluble) (SHMT1), mRNA 


NM_004186 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semapnorm) 3r (obMAJr), mKJNA 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETF1), mRNA 


NM 004161 


Homo sapiens RAB1, member RAS oncogene family (RAB1), mRNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 

/TV / r ^\ i ~v ~t \ a,.^ . _ " _ ^ _l __ _ _. . " _ __, -i_ 1 - T_i "X.T A 

(PSCD1), transcript variant 1, mRNA ! 


NM 004253 


Homo sapiens phospholipase A2-activating protein (PLAA), mRNA 


NM_004562 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(FAKJv__.), transcript variant l, mKJNA 


XTTV A AftynAC 

NM_00470:> 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 
dependent mnioitor, repressor 01 i^rjo repressor j \r kjsjsm^), iiuvin/y 


"XTA K f\f\A OOI 

NM 004o&3 ! 


Homo sapiens neuregulin 2 (NRG2), transcript variant 1, mRNA 


"XTTV A t\f\ACCC\ 

NM 004559 


Homo sapiens nuclease sensitive element binding protein 1 (NSEP1), mRNA 


XTTV A C\f\ A £L A _T 

NM 004646 


Homo sapiens nephrosis 1, congenital, Finnish type (nephrin) (NPHS1), mRNA 


XTTV A C\f\ A Om 

NM 004&97 


Homo sapiens multiple inositol polyphosphate phosphatase 1 (M1NPP1), mRNA 


NM 00452/ 


rlomo sapiens mesencnyme nomeo dox i ^iVLtsijy^i j, transcript variant i, iiixsjn/v 


XTTV A f\f\ A Cl 1 O 

NM 004912 


Homo sapiens cerebral cavernous malformations 1 (CCM1), mRNA 


NiM 0015/2 


rlomo sapiens mteneron regulatory iactor / ^lkt / ), transcript vanani a, miviN/\ 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


NM 004505 


Homo sapiens ubiquitin specific protease 6 (Tre-2 oncogene) (USP6), mRNA 


NM 004761 


Homo sapiens RAB2, member RAS oncogene iamily-like (KAJ32JL), mKJNA 


NM 004495 


Homo sapiens neuregulin 1 (NRG1), transcript variant HRG-gamma, inRNA 


NM 004821 


tx • t . j i j j • j • J i /TT A X ! T "\ 1 \ _T_ X T A 

Homo sapiens heart and neural crest derivatives expressed 1 (HAND1), mRNA 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A hgase, long-cham 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens E2F transcription iactor 2 (E2F2), mRNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRK1B), transcript variant a, mRNA 


XTTV A AA/IOf ft 

NM 004859 


t t _ ■ i j 1 r ________ _ _ t_ _ ._ 4-* J —, /TT A \ / / *T T'X - \ -»,_)\T A 

Homo sapiens clathrm, heavy polypeptide (He) (CL 1 C), mKJNA 


XTTV A f\f\ A f\0 1 

NM_004921 


Homo sapiens chloride channel, calcium activated, family member 3 (CLCA3), 
mRNA 


NM 004344 


Homo sapiens centrm, br-nana protein, 2 (ublNz), mKJNA 


XTTV A f\f\ /IIOO 

NM_004332 


Homo sapiens biphenyl hydrolase-like (serine hydrolase; breast epithelial mucin- 
associated antigen) (BPHL), mRNA 


XTTV yf /\/"\ AO A^ 

NM 004842 


tt_ • _ _ A 1 ____ — . — i A /~T>T> T/ r A \ _ „ _,t_ "J / A T - A T> "7\ ___T> XT A 

Homo sapiens A kinase (rKJ-_A) anchor protein / (AJsAJr / j, mKJNA 


NM_004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 

T~\ XT A 

mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


X TTV A f\r\ A <— f f c\ 

NM_004769 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 1, mRNA 


NM_004027 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 10 /kl) (UNrr4A > ), 
transcript variant a, mRNA \ 




jtiomo sapiens carnitine d.t/CLyiu_iiibici_i_tC ^v_/xs_r_ j. j y nuui&ai ^cxic ciit/uuiiig 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 (AQP4), transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (AD AMI 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


XTA If rvAO C\C\ A 
1MVX UUJ77 i + 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variant c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NMJ)00755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/l 52, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-like (CHC1L), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) (CD3Z), mRNA 


NMJ)00657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM_000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NMJ)03594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NMJ)03722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (IL1RL1), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NMJ)03615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NMJ)03759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASA1), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 
mRNA 


NMJ302817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13),mRNA 


NMJ)00447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSEN1), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type III) N-endopeptidase (PCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleomorphic adenoma gene-like 1 (PLAGL1), transcript variant 
1, mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier), 
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mpmKpr *X ^QT ^ A m l r*1 f^^T orf»n#» f^ti rr^ H in or TMi+r\r*Vir\nHT*i5i1 TvmtfMTi froncprint 
UlCmDCl D y\jJL0\^^JJr\.D Jy llUL/ICal gCilC CllL/UUlllg 1111 UJI'illsllVJl lal piUlClll., UanoWIipi 

variant lb, mRNA 


"MA/T AA9^ftA 
IN ivi UU2 joh 


xiorno Sapiens paired dux gene / \ir /\yw transcript variant i, inxviN/\ 


NM_000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


JNJVL_UUzjDj 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
nice ^o-Hw>zz/\iJ-vj, mjtviN/\ 


"mtv/t aaaqa7 


riomo sapiens natriuretic pepuoe receptor jD/guanyiate cyclase Jt> ^atoonatriurenc 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVA1), transcript variant 

1 mP"NT A 

JL, IIlXvTN.r\. 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


"MAvf a a ^07 a 


xiomo sapiens myomesm \ivi-proteinj z ^iojkuj ^ivi x vjiviz^, mj\JN/\ 


NM_000899 


Homo sapiens KIT ligand (KITLG), mRNA 


JN JV1_UUZ 3 >4 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral amino 
acid transport), member 2 (SLC3 A2), mRNA 


TvTA/f AA1 B7Q 
INIV1_UU 1 o / y 


Homo sapiens mannan-binding lectin serine protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASP1), mRNA 


IN 1VI_U UZ jjj 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mjKiN/\ 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant i, miviN/Y 


MA/T AA99QA 

IN ivjl__u v z z y** 


riomo sapiens lysosomai-associateQ memorane protein z ^ju/\iVLrz transcript 
variant LAMP2 A, mRNA 


"MTV/T AA99£A 


Homo sapiens karyopherin alpha 1 (importin alpha 5) (KPNA1), mRNA 


TvTA/i AA99£i 

IN1VI_UUZZ0 I 


Homo sapiens killer cell lectin-like receptor subfamily C, member 3 (KJLRC3), 
transcript variant NKG2-E, mRNA 


TsjNyf aa99^a 

IN IV! UUZZ j u 


Homo sapiens junction plakoglobin (JXJP), transcript variant 1, mRNA 


NM_001566 


Homo sapiens inositol polyphosphate-4-phosphatase, type I, 107kD (1NPP4A), 
transcript variant o, ttuv1n/\ 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (1NDO), mRNA 


xnv>t nr*9 s>99 
JNIVL_UU3oZZ 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mxviN/Y 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 

^Oxv-LLN ) , mxsJ.N/Y < 


NM_000828 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
vananL nop, itix\jl>/\ 


rNlvl uuiUJO 


riomo sapiens giuiamine-iruciose-o-pnospnate transaminase i ^vjrx^i i ^, miviN/v 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCH1), 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
ciiwuciiii^ iiiiLuuiiunurid.1 proiciii, iidnbWipi variaiiL i, ixitviN-rv. 


1N1VJL WVJJ)O i T fc T 


numu oapicns> giuwui arresL-specinc / \uao / ) y uransenpt vaoant a, iruxiN/v 


"ntm - aaari7 
in ivi_uuuo 1 / 


xiomo sapiens glutamate uecarooxyiase i ^orain, o/ku) \\jj\xji ) } transcript 
variant GAD67, mRNA 


>JTV/r nona 1 i 

INlVl__UUUO 1 J 


xiomo sapiens gamma-ami no Dutync aciu y\j j\±>r\.j r\ receptor, oeta z 
(GABRB2), transcript variant 2, mRNA 


NM 000146 


Homo saniens ferritin li^ht nolvnentide ( KTL^ mRNA 


NM 001996 


Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACL1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 
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NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, rmtochondnal (DECR1), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1"), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCL1), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCA1), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomenc) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHIT1), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (C,JJ79A), 
transcript variant 1, mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMP1), transcript variant BMP1- 
1, mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1, mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAF1), transcript variant 2, 
mRNA 


NM_001 149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGC1), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DErAl), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13 195 similar to stromal antigen 3 
(FLJ13195), mRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protein FLJ21213 (r.LJ21213), mKJNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ1244S), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 
mRNA 


NM_020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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XTA/T A1 OCC7 

NM_01o55 / 


xiomo sapiens low density lipoprotein-reiateu protein 1x5 i^aeietea in tumors^ 

rr'D'Diri^i t-*vpxta 
(JLKJr 1x3 ), mivlN A 


XTA /f A1 /I AO 1 

nm ui49zi 


xiomo sapiens lectomecnn-z (xviAAUozi mx\j.N/\ 


xta /f m yii n 
JNM U141iz 


Jtlomo sapiens tncnommopnaiangeai synarome 1 gene ^lxvxoij, ijii\jln/\. 


XTA/f AAA^IO 

JNJVl_UUUD3y 


xiomo sapiens rnoaopsm (opsin z, rod pigment; ^renniLis pigmentosa 

dULOSUindl tiUIIllIlcini J \S\SJ\J) 9 IllXvlNjrV 


IN 1V1 U 1 ZHj Z 


TTAmn coniPTi c ft- ot**cT"n#»TV»Vvrc»T't^ q r^-i nra irw onH f^AX/fT intPrQPtnr A f^T/V mT? XT A 
XIUIIIU ddpidlS 11 dlloIIlCIIlUl dilC d.L/Llv£lHJl CUIU. \-/^\_LYAJL-r 111 LCI aOUVJl V^liTLV^xy, IIIXVIN^V | 


xnvyf nn^^/^/i 


CQnipnc frQncrr«=»lin 0 fTAfTT XJ9^ TnT?XJA 

xiomo bdpienb LXanogcim z ^ i/xvjJLfiNZr^, iiuvln^x 


XTA/f fkn^^^O 
INM UU003Z 


xiomo sapiens coniactin associaxeQ protein i ^v^in iin/\x i nuviNrv 


ATA/f nAA^A^ 


xiomo sapiens JtvrVo pzi protein activator z ^Jtvjrvo/xz ituvlnta. 


XTA/f A1 /l/IOT 

JNM UI44Z/ 


xiomo sapiens copine vjjl ^t^riNjz,/ ), ttiixin/\ 


XTA/f nn/^ni9 
JNM UU0U3Z ! 


nonio sapiens copine vi ^neuronai^ ^v^xiNJioj, ttuvlna 


NM 005338 


Homo sapiens huntingtin interacting protein 1 (HIP1), mRNA 


XTA/f no 1 C\H1 

JNM 0219/3 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


XTX/T A A C 1Tf\ 

NM 005339 


Homo sapiens huntingtin interacting protein 2 (HIP2), mRNA 


JNM UziyzU 


Homo sapiens secretin (SCT), mRNA 


XTA /I A 1 <C/1Q1 

JNM Ulo4yi 


riomo sapiens mitocnonanai noosomai protein i^d / v.JviivJri^j / ), rnru.N/\ 


XTA if A 1 A O 1 1 

NM__U14zl 1 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, pi (GAJBRP), 

ml? XT A 

mjtsJN/v 


xtm nnzi/^R 

INM UU^ODO 


xiomo sapiens xv/vo protein acnvator iiKe i a iik.c^ ^xvrvojrvx^ i k nirsjLNrx 


xr\/f AfMCA7 

JNM Uv4oU / 


xiomo sapiens neparan sunate o-v^-suiiotransierase ^nooo i j y iriiviN/x 


XTA/f AA9/^99 
JNM UUZDZZ 


xiomo sapiens preioiam i ^iruiN l) 9 mrviN/v 


XTA/f AAC 1 
JNM UlOloO 


xiomo sapiens caipam i, ^mu/ij large suounit ^v^/vriNi j 9 mxvXN/\ 


xnv/f nni 7 ac 

JNM UU1 /4o 


xiomo sapiens caipam z, ^rn/iij large suounit ^v^/vriNzj, rruvTN/\ 


jnm vi^tzyy 


xiomo sapiens Dromoaomain-contaming h \dxsjljh)^ ttjj\j.n/\ 


xnv/f aa79ac 

JNM UU/ZUo 


xiomo sapiens mitocnonanai noosomai protein juj ^ivxjxjrx^j j, rnrsj.N/\ 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


JNM UZZoj / 


Jtlomo sapiens nypotneticai protein x^i-rjzzooj ^jujzzojjj, rrir\j.N/\ 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


XTA A mTOI ft 

NM 0zzbl9 


Homo sapiens pnospnonpase Az, group llr ( v ±'l J /VzvjrZJr ), iriKJN A 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), rnRNA 


■vr» jr A^rVA/" 1 

NMJ)20061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (color blindness, 

^4-^ ^\ /Ar>\T 1 T XT7\ ^__T> XT A 

protan) (OFNllwW), mRJNA 


XTTi >f AAAC 1 O 

NM_000513 


Homo sapiens opsin 1 (cone pigments), medium- wave-sensitive (color blindness, 
aeutan ) ^vJxJN im w ), mivJNA 


JNM_JJUi /Uo 


jtiomo sapiens opsin i ^cone pigments^, snort- wave-sensitive ^coior oimuness, 

■hritnrA /'OPXT 1 C\1A T-nT?XTA 

ixiicin ) low j, mxsxN/\ i 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


XTA/f 0,991 
INM UZZU:/ 


xiomo sapiens vjruiNr 1 iamuy recepioi aipna h- ^^"Jcvah-^, itu\j.n/\ 


XTA/f AAO/io« 
iNM UvZ*foZ> 


xiomo sapiens rNijmegen ureaKage synarome i ^niurin^ ^imdoij, iiii\j.n/y 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


JNM UUDoO/ 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


XTA/f AACAC7 

NM_pU50o7 


Homo sapiens fragile X mental retardation, autosomal homo log 1 (FXR1), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


NM_UU043 J 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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degeneration) (SCA7), mRNA 


NM_003776 


Homo sapiens nuclear localization signal deleted in velocardiofacial syndrome 
(NLVCF), mRNA 


NM 003941 


Homo sapiens Wiskott-Aldrich syndrome-like (WASL), mRNA 


NM 020680 


Homo sapiens N-terminal kdnase-like (NTKL), mRNA 


NM 022789 


Homo sapiens interleukin 17E (IL17E), mRNA 


NM_022787 


Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adenylyl 
transferase (NMNAT), mRNA 


NM 022786 


Homo sapiens likely ortholog of yeast ARV1 (ARV1), mRNA 


NM 022785 


Homo sapiens hypothetical protein FU23588 (FLJ23588), mRNA 


NM 022775 


Homo sapiens hypothetical protein FLJ22127 (FLJ22127), mRNA 


NM 022773 


Homo sapiens hypothetical protein FLJ12681 (FLJ12681), mRNA 


NM 022772 


Homo sapiens hypothetical protein FLJ21935 (FLJ21935), mRNA 


NM 022761 


Homo sapiens hypothetical protein FLJ23499 (FLJ23499), mRNA 


NM 022756 


Homo sapiens hypothetical protein FLJ1 1730 (FLJ1 1730), mRNA 


NM 022739 


Homo sapiens E3 ubiquitin lipase SMURF2 (SMURF2), mRNA 


NM 022725 


Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 


NM_017646 


Homo sapiens tRNA isopentenylpyrophosphate transferase (EPT), mRNA 


NM_005443 


Homo sapiens 3 -phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSS1), 
mRNA 


NM_004670 


Homo sapiens 3 -phosphoadenosine 5-phosphosulfate synthase 2 (PAPSS2), 
mRNA 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (PLOD3), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 (DGCR8), mRNA 


NM 007331 


Homo sapiens Wolf-Hirschhorn syndrome candidate 1 (WHSC1), mRNA 


NM_007123 


Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM_006531 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, in) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo sapiens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate 1 (CECR1), 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 (DSCR5), mRNA 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCR1), mRNA 


NM 013441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM 012436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-binding protein-like (PGPL), mRNA 


NM 007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Williams-Beuren syndrome) 
(ELN), mRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
storage disease type V) (PYGM), mRNA 


NM 004991 


Homo sapiens myelodysplasia syndrome 1 (MDS1), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, ribonucleoprotein 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstein-Taybi syndrome) (CREBBP), 
mRNA 
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NM_000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


X TX AT t~\f\f\ A f <~\ 

NM_000462 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3 A), mRNA 


NM 001064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher Collins-Franceschetti syndrome 1 (TCOF1), mRNA 


NM_000455 


Homo sapiens serine/threonine kinase 11 (Peutz-Jeghers syndrome) (STK11), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 
syndrome) (SH2D1 A), mRNA 


NM_000336 


Homo sapiens sodium channel, non voltage-gated 1, beta (Liddle syndrome) 
(SCNN1B), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3),mRNA 


NM_0003 1 1 


Homo sapiens prion protein (p27-30) (Creutzfeld-Jakob disease, Gerstmann- 

i . 1 £~°i m • i J . _|* j -I O *1*_1 * * \ /TIT* "X. 1 1 >\ TT> \T A 

Strausler-Scheinker syndrome, ratal lamilial insomnia) (PRNP), mRNA 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKP1), mRNA 


NM_000283 


Homo sapiens phosphodiesterase 6B, cGMP-specmc, rod, beta (congenital 
stationary night blindness J, autosomal dominant) (FUliorJ), mKJNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNA1), mRNA 


NM_000260 


Homo sapiens myosin VILA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A), mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


tt * 1 a 1 * 1 1 *1 1 a _C* 1 /T 1 \T .1 

Homo sapiens hypoxanthme phosphonbosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPR1 1), mRNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRA1), mRNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 

* \ /' 1 \\/riT7\ Tm^T A 

recessive) (DYSr), mRNA 


NM 000081 


Homo sapiens ChediaK-Higashi syndrome 1 (CHS1), mRNA 


NM_000052 


Homo sapiens ATPase, Cu++ transporting, alpha polypeptide (Menkes 
syndrome) (A 1 r / Aj, mKJNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AJMLrH), mKJNA 


NM UZzooJ 


JbLomo sapiens ClAGJb-1 protein QClAGJb-1), mKJNA 




Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_000569 


TT_ . _ ' . TT" _ I** - . . a. _ a? T — at~% "1 . * j TTT„ «— . X*. / / 1 

Homo sapiens Fc fragment ot IgG, low aitmity 111a, receptor tor (CJDlo) 
(rCuR3A), mKJNA 


JNiVL UUUoUZ 


Homo sapiens folate receptor 1 (adult) (FOLR1), transcript variant 2, mRNA 


JNJVL \j\Joyy i 


Homo sapiens zinc finger protein 197 (ZNF197), mRNA 


NM__018946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 

(oAo J, mKJNA 


MU 003Q7Q 


numu a dpi ci lb rcLinuiv- di/iu muu^cu jj ^ivrvij ^, iiLtvi>^v 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NMJU2151 


Homo sapiens coagulation factor VTII-associated (intronic transcript) (F8A), 
mRNA 


NM 007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 
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NM 006285 


Homo sapiens testis-specific kinase 1 (TESK1), mRNA 


NM_0 16424 


Homo sapiens cisplatin resistance-associated overexpressed protein (LUC7 A), 
mRNA 


NM_012152 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 7 (EDG7), mRNA 


NM_007360 


Homo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 
sequence (D12S2489E), mRNA 


NM 004924 


Homo sapiens actinin, alpha 4 (ACTN4), mRNA 


NM 001102 


Homo sapiens actinin, alpha 1 (ACTN1), mRNA 


NM_0 12128 


Homo sapiens chloride channel, calcium activated, family member 4 (CLCA4), 
mRNA 


NM 014551 


Homo sapiens hypothetical protein 384D8 6 (384D8-2), mRNA 


NM 018977 


Hnmo sapiens neuroligin 3 (NLGN3\ mRNA 


NM 001103 


Homo sapiens actinin, alpha 2 (ACTN2), mRNA 


NM 022569 


Homo sapiens N-deacetylase/N-sulfotransferase 4 (NDST4), mRNA 


NM 005892 


Homo sapiens formin-like (FMNL), mRNA 


NM 016370 


Homo sapiens RAB9-like protein (RAB9L), mRNA 


NM_012135 


Homo sapiens DNA segment on chromosome 6(unique) 2654 expressed 
sequence (D6S2654E), mRNA 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggering receptor, p30 (D6S49E), mRNA 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1177 expressed 
sequence (D19S1177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
sequence (DXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (unique) 992S expressed 
sequence (DXS9928E), mRNA 


NM_003683 


Homo sapiens DNA segment on chromosome 21 (unique) 2056 expressed 
sequence (D2 1 S205 6E), mRNA 


NM 015484 


Homo sapiens GCIP-interacting protein p29 (P29), mRNA 


NM 013263 


Homo sapiens bromodomain-containing 7 (BRD7), mRNA 


NM 022157 


Homo sapiens Rag C protein (GTR2), mRNA 


NM 014604 


Homo sapiens Tax interaction protein 1 (T1P-1), mRNA 


NM 001915 


Homo sapiens cytochrome b-561 (CYB561), mRNA 


NM 012188 


Homo sapiens forkhead box 11 (FOXI1), mRNA 


NM 016148 


Homo sapiens somatostatin receptor-interacting protein (SSTRIP), mRNA 


NM 022482 


Homo sapiens hypothetical protein FLJ21794 (FLJ21794), mRNA 


NM 022493 


Homo sapiens hypothetical protein FLJ21988 (FLJ21988), mRNA 


NM 022489 


Homo sapiens hypothetical protein FLJ22056 (FLJ22056), mRNA 


NM 022485 


Homo sapiens hypothetical protein FLJ22405 (FLJ22405), mRNA 


NM_022464 


Homo sapiens endoplasmic reticulum chaperone SIL1, homolog of yeast (SIL1), 
mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap PAT 12 
(FLJ22548), mRNA 


NM_022450 


Homo sapiens hypothetical protein FLJ22357 similar to epidermal growth factor 
receptor-related protein (FLJ22357), mRNA 


NM 022443 


Homo sapiens myeloid leukemia factor 1 (MLF1), mRNA 


NM_022136 


Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
(SAMSN1), mRNA 


NM 012217 


Homo sapiens mast cell tryptase (TPSD1), mRNA 


NM_020366 


Homo sapiens retinitis pigmentosa GTPase regulator interacting protein 1 
(RPGPJP1), mRNA 
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"VTA K A 1 /C C A 1 

JNM Ulc04i 


JnLOmO SaplcnS guanine nUClcOtluc Dinuillg piutcui lJ, gai 11111a ^vjiM *j i j j , xi.xivxN.rv 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


"MTV K A1 /1Q/1< 


xiomo sapiens spasnc paraplegia h ^autosomal uurriinaiii, ^pabuxy ^or vjtj, 

tviT?7sJ A 
nllviN/\ 


vnv/f noo 1 /i 
JNM_UZ/14o 


Urtmn ronianc nonm-nonf irlp I7T7 1 • T? T?C»TV11 H^—TV^I CI tf*f"\ T^PTvHHp TPf*.PT"»tr\T f f)T7T099 1 

xiomo sapiens neuropeptide rr i, xsj/aiiiiuc-iciaicu pcpiitxt iwv/tpivi / xk/^^j^ 
mRNA 


JNM_UU4oo:> 


xiomo sapiens neuropeptide vj protein-ouupieu rcL/cpiuT, iicuiupcpuuc r r jl 
fNTPf^PR^ mRNA 


INIYI KJVZzrDa 


TJnmrv cartipnc RVTST rf»r»tf*r»tnT-liVf» t\/rrkci"np IflTlUQP f R ^ mRNfA 
nOIllO baplCno Xv I XV. lCL/CpiUl-ll.&.C tyiOolllC iSJ.Il.aoC; ^J\lJ\j, ll-Liv-L>-/v 


iNlVl UUZy D 1 


xiomo sapiens nng linger pruiein i ^xsjllnvj i^, iiixnun-^-v 


N1V/T <Y>1 111 
XN1V1 \JL 1111 


TTnmr\ conipnc -r^wf^rci r»n -ifiHi lfifi cr-PA/ctPiTlP-TI p"h nrntpin AxritTl VfiTal TTintl "f*^ 

(RECK), mRNA 


KT\A nni^^ 

lNlVi UUIOJJ 


WaTYJA CdT\1P»T1C QT^V^CIITl 1 ( A ^"NTl ^ TYll? XJ A 

xHJlilvJ oapiciio aiL/iiaxii i ^^ijlvx^ i n i j y 1 1 llkj. ^ 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN14), mRNA 


"MTV/1 AH^QA 


xiomo sapiens acun-iiKe / jd ^/vv^iju/ij^, irit\j.N/\ 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


NM_p05&56 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 

1T1KJNA 


XTTV K AA?C<^ 


TJavm/n pnniano -w r^f\^r\r' ^QlpifA■ni■n^ Of»ttintA7 TTlAnTn/infT T^1"fk'f"P»1Tl 1 It? A TV/TP 1 I 

riomo sapiens receptor ^calcitonins aciivny moairymg proiem i ^ivrvivjjr i j, 
mRNA 


JNJVL_UUU4 / D 


xiomo sapiens nucicar rcucptor auDianiiiy u, giuup x>, iiiciiiucx i yx\i\\jjo> i j 9 
nixviN j\ 


iNiVl UUDH-yo 


Vfnrrtn carvif»nc T? AN HinHina rvrntfin 0 ANRPO^ mRNA 


JNJVi UU4034 


T-T/-\-rvirv poni f^n c KrATnA^AmQm o-n/1 T5XJ 1 ") fin crf^r rr^titniTiino 1 rRl? PF 1 i tyiR 7\T A 
XTOmO odpicno uruiilOLlOIIlalll aim r LlLJ llll^ci ouiiLaiiiiiig, i ^XjJXJl x i^, iiLiviNr^. 


IN lVl^UU U 1 4U 


xiomo sapiens xeiTOcnciaiabc ^proLoporpnyi ia^ xj/V_^xx j } uuticai gene cuvuLiing, 
rixiLUv/nuiiuriai pivjtcxii, iiixvin^v. 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


kt\a 000097 


XiOTllO odpicno abpai tyigiuoijoaiiiiiiiixabc \r\sjr\.) y iixi\j.n^\. 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


xnvyr ooooi^ 


riomo sapiens adrenergic, oeia-o-, reoepior ^/ax^ivd-) itii\j.n/y 


NM 000020 


Homo sapiens activin A receptor type H-like 1 (ACVRL1), mRNA 


TvT\/T AAAA1Q 

InJVL_UUUU iy 


xiomo sapiens aceiyi-v^oenzyme j\ aceiyitransierase 1 ^aceioaceiyi v,-oeiiz,yiTie 
thiolase) (ACAT1), nuclear gene encoding mitochondrial protein, mRNA 


"KTVyf AAAA1 C 

JNM_UUUUIo 


xiomo sapiens acyi-v_,oenzyme /\ aenyarogenase, very long cnam j/aa^/vuj vl;, 
nuciear gene encoumg miiocnonuriai proiem, ituvin/\ 


1NIV1__UUUU 1 / 


xiomo sapiens acyi-v^oenzyme j\ aenyarogenase, v^-z lo v_^-o bnon uiiam 
yj\\^j\LJo^ nuciear gene ciiuotnng itu Lot/nt>ntxxiai pioiciti, iixcvxn^tl 


XTA/f AAAfil^ 
XNlVl__UUUU 1 o 


Uamia conipn c <j/"»x/l_f"* t rk<=»tT7"v/mf a A ^ViA^r^Torrf^n c\ Cf^ —A. \r\ (T* — 1 7 c"f~rQi crlrt r^TifiiTi 

xiomo sapicno acyi^v^LFCii^yiiic /a. uciiyiixugcuaow, v_/~*+ wj \^ i« oLiai^iit v^nau j. 
( AfArYM^ nnr»1f»fir crpnp pnpnHincr mitnrhrYnH*rial nrntein mRNA 


NM 000476 


Hnmn cnnipnc nHpnvlatP Icina^P 1 ( ATCl^ mRN^A 
xrnjiiiw jdpiciio <x\\\->\.\y laiv xv^inao^ i ^/uvi y, j.iij.vj_ > 


NM 001 8^0 


TTnmn cjmipnc pVilnriHp phannpl 4 f(^T (~ V M4^ mRNA 
XXUillU oapi^llo liiiui iuw v/iiaiiii^i *t ^\-/JOV-/iN"ry, 1 1 ixvj. > 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJL1), mRNA 


1> 1VJL l/L^JJV 


iiAniA rgni pn c 5iminrii*iPiTrifiaQP (\ Of" 1 '^41 ^17^ mRNA 
xi^Jlinj odpiciio aiiiiii^jpt^pLi^aot \ i i_/\^/v_/Vj*T' i \j i jy 1 1 ix vj. > jt\. 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 005259 


T-Tomo ^anien 1 ; prowth differentiation factor S TGDF8) mRNA 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), mRNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (herpesvirus entry mediator C; 
nectin) (PVRL1), mRNA 


NM_012340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcmeurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 1 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATC1), mRNA 


NM 022061 


Homo sapiens ribosomal protein LI 7 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 
mRNA 


NM 022091 


Homo sapiens dJ467Nl 1.1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1 141E1 5.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104SE9.5), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LESF-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVTN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 1 1 1), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEF1 protein (MAGEF1), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3 , -sulfotransferase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPC1 (PIGPC1), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FU22965), mRNA 


NM 022087 


Homo sapiens hypothetical protein FLJ21634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIB AN), mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FLJ22609 (FLJ22609), mRNA 


NM 022067 


Homo sapiens hypothetical protein FLJ12707 (FLJ12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26A1), mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4), mRNA 


NM 016371 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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NM_000023 


Homo sapiens sarcoglycan, alpna (pukiJ aystropriin-associatea glycoprotein j 


NM_UUoU99 


Homo sapiens a aisintegnn-iiKe ana meianopro tease jrcpioiy&iu iypw wiin 
tnromDOSponQin type i motii, h ^/\j^/\ivjlic>H'J, riuvtN/\ 


XTTV/T A1 /CCOA 

JNiVL Ulo!)yU 


Homo sapiens prostate anarogen-reguiateu transcript i -rvrvx ij, nuviNrv 


XtlV/T f\1 A Oil 


xiomo sapiens nuciear transcription iactor 1 , gamma ^injt l v^j, iiuvrN.r\ 


NM 006166 


Homo sapiens nuclear transcription factor Y 5 beta (NFYB), mRNA 


NM 00226© 


Homo sapiens Karyopnenn alpna h ^lmponin aipna d) ^jsjcin/y^, mi\jN/\ 


XTA A AA^OOQ 
JNM UVDZZy 


Homo sapiens jdjljs^i, memoer 01 Dio oncogene iamny \i2ix^js^l) 9 iiixvin/^ 


NM 021 /yo 


Homo sapiens piacenta-specmc 1 ^Jrij/vv-xi j, miviN/\ 


JNM ui!>z>yo 


Homo sapiens KaiiiKxein io tJsj^js.ij^j mt\a.N/\ 


"X TA /T AA1^<1 

JNM_UUJDD3 


Homo sapiens onactory receptor, iamny i, suDiamiiy jc^, memoer i ^^ivijc/ij, 

ml? XT A 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


NM 021957 


Homo sapiens glycogen synthase 2 (liver) (GYS2), mRNA 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001614 


Homo sapiens actm, gamma 1 (ACICji), mKNA 


NM 018690 


Homo sapiens apolipoprotem H4o receptor (ArUr>4oK.j, mKJNA 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 
mRNA 


NM_00381o 


Homo sapiens a disintegrin and metalloproteinase domain 9 (meltrin gamma) 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GSTA3), rnRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (HJbLUl), rnKNA 


NM 021628 


Homo sapiens arachidonate lipoxygenase 3 (ALOXE3), mRNA 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM 014685 


Homo sapiens homocysteine-inducible, endoplasmic reticulum stress-inducible, 
UDiQuitm-liKe domain memoer i (^rii^ivr uij i ), nuvi\/\ 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


NM 004906 


Homo sapiens Wilms tumour i -associating protein ^isjl/va.uiudj, mKiN/\ 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coenzyme A cholesterol 
acyltransterase) l (bUAl l mKJN/v 


"KT\ yf AO 1 C\/l C 

NM 021965 


Homo sapiens phosphoglucomutase 5 (PGM5), mRNA 


"KTTV K AAO rrf 

NM_00J555 


Homo sapiens oltactory receptor, iamny i, suotamiiy vj, memoer l ^vjivivji^, 
mKNA 


NM_UU3D52 


Homo sapiens oltactory receptor, iamny 1, suoiamiiy u, memoer h \\jj<^ixj £ +), 

m D\TA 

rnxsJNA 


1N1V1 UUUHO 


iiomo sapienb uiacyigiyceroi Kind.bc, aipna ^ovKL/y \^x^/Kjxsjr^j f niiviNrv 


rNlVl uziozu 


xiomo sapiens Jriv aomam containing id yrisAJiVLij), xiixsj.n^-v 


xnv/r fiOfkQQQ 


xiomo sapiens neurogemn j {i\ isxjkj d itiivin/\ 


XTA/T 

INlYl UZUZZ / 


xiomo sapient* rxv domain containing y ysr s\xji\xy ) y iijxvj.n^a. 


lNlVl UZUZZO 


riomo sapiens rxv aomam containing o ^jrxvL'ivio j, rnxviN^n- 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDM1 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDM10), mRNA 


"X.TA A r\ 1 1 A 

NM 016412 


Homo sapiens insulin-like growth factor 2, antisense (IGF2AS), mRNA 




T-TntriA OQnipnc npiirnapnin 1 iXTTh T TT? Olr 1 I rnT? XT A 
nOIIlU aapiCIlb XlCUl OgCIUIl 1 XZ/LJIVWVJ I J 9 lliJVlN/Tt 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxy steroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mRNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), mRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CDA), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEAD1), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodvstrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APC10), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJ1 1362 (FLJ1 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ12716 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FLJ13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
(MYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZU1), mRNA 


NM 003949 


Homo sapiens huntingtin-associatedjjrotein 1 (neuroan 1) (HAP1), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTB1), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM_007121 


Homo sapiens nuclear receptor subfamily 1 , group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease (laforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFLl), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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TvTTV A A A 


iiomo sapiens z, ~d oiigoaaenyiaic syntneidse-iiK.c ^u/iojjj, nuxiN/A. 


NM_002j51 


xiomo Sapiens onactory receptor, iamiiy j, suoiainiiy ^v, memoer z ^v-/xv->/^z. j, 
mRNA 


XTTV/T AAOIOA 

NM__UU2ioy 


xiomo sapiens memorane coiactor proxein [k^ij^o, tropnouidsi-iyinpnocyie uuba- 
reactive antigen) (MCP), mRNA 


XTTV/f AAA07A 

1NJVL UUUo/U 


xiomo sapiens d -nyaroxy ir yptamine ^serotonin^ receptor *+ ^xixxs/tj, inxsj.N/\ 


XTA/f A AAA! 1 


xiomo sapiens nemopexin ^xix-A. ), rrir\j.N/\ 


NM__000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 
nuvLN/v 


JNJVL__UUoyo i 


xiomo sapiens nuciear receptor suoiamiiy ** , group mcmDcr d ^inxvh/vj j, 


NM 000368 


Homo sapiens TSC1 gene (hamartin) (TSC1), mRNA 


JN JVL__U 1 /4 1 0 


nOnio sapiens lnieneuian i receptor accessory proiem-iiKe z ^xL»iivr\i lz^, 
mRNA 


TvTNvf AA^OQ^ 
JNJVl UlOZOO 


xiomo sapiens topoisornerase ^uin /\ ) x ^iun ) 9 rnxviN/\ 


XTTVyf AA1A4ZQ 


xiomo sapiens xopoisomerase ^uiN/vj ix oeia v.ioukjl'^ ^xuirzxij, mxviN/v 


XTNyf A7A/17A 

JNJVL_U2U4/U 


xiomo sapiens putative transmemurane protein, nomoiog 01 yeast vjoigi 
mcmorane pruicm i nip ^ x lpip-iiiiciaL'iiiig i<i^l\ji ^ yj'-t xxvi.j 9 iinviNr^. 


NMJ)06562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 
protein lauy oira late ^x^ij^v 1 j, mxviN/\ 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 




xiomo sapiens regulator ot <jr-protein signalling iu ^jvvjoiuj, miviN/Y 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLL1), mRNA 


TvTX ft f\f\ 101O 

NM_001212 


Homo sapiens complement component 1 , q subcomponent binding protein 
(C1QBP), nuclear gene encoding mitochondrial protein, mRNA 


XTK if AAA A f\1 

NM_0004yi 


Homo sapiens complement component 1, q subcomponent, beta polypeptide 

1 V^Ad ), mxsJNA 


XTA/f AA/177A 
IN JVX__UU4 / ZU 


xiomo sapiens enaotnenai uiiieienuation, lysopnospnauuiu aoiu o-proiein- 
coupieu. recepLor, *+ ^xix-/vj*+^, njLrsjLN-rv 


iNlVX_UUOZl / 


xiomo sapiens serine \^or cysteine^ proLeinaoc iiiiiiuiloi , tiauc x ^iicuiuacipiii^, 
member 2 (SERPINI2), mRNA 


XT\/T H1 970^ 
iNlvl UIo/Zj 


xiomo sapiens ataxm z-umamg protein 1 \/\^Dtr 1 ), iillvin/i. 


IN 1VX U U^rJnj 


xiomo sapiciis iicuuiiii ^inxixj^, iiu\j.n/x 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


JNiVL UIOjZo 


xiomo sapiens nyaroxyacio oxiuase d ^meaium-cnain^ ^rin.\jj j, inxNj.N/\ 


IN JV1_UU U 1 o D 


xiomo sapiens serine ^or cysteine^ proteinase mxiioitor, ciaue lj ^nepann 
rnfartnrl member 1 ^^FPPTMT>1^ mP7\FA 




WnniA canipnc cplpnAnmtpin T) r>lciomc* 1 /^QT^PPI 1 tnP T\J A 
XivJIAHJ odpiCllo oClCIlOprO LC111 JT, pidollld, 1 ^ODir i j/j 11IX\J.^I^Tl 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 

rprpntnr ^ ^PT^O^^ ml? "MA 


INiVX UUJl /Z 


Unmn cqtii f»ti c of r\-r»Q 1 Vi/M-riol/^fr 1 / 1 \rr\ crkr\liil?i i f AT'tlT-Tl l ml? Tsl A 
XlvJIll^J ocljJlt^Ho dLUildl IlUIIlLllVjj^ 1 v/ovJJJlilld/ ^Ai vm ^ 5 illXVJ.X^v 


1N1VX UUJlU!/ 


Xxuiiivj odpiciio uxiuative -stress responsive i ^vjuj\ i j 9 iijucvln/y 


IN1VX UU1h!70 


xiomo bdpieiis gititamate-cysteine ngase, t/didiyiiv' t>uuuiut ^\jtv_,1jv_, ) y iiixvin/\. 


IN lYi_UU J7ZZ 


xioriwj ddpiciib newt ^nomoiogoub to tnc xio-rAjr \\j mzor\j ^/diuuxyi tciiiuniio ) 

CHJllldlll dim XVV_^v^ 1 ^v_^Xj.V^ 1 ^-11K.C UUIIldlll \x\±-i\-J ) i ^-»- li '-lvv^> x j 7 IllXvJLN^rv 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein (HPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 


Homo sapiens ERGL protein (ERGL), mRNA 


NM 021818 


Homo sapiens WW Domain-Containing Gene (WW45), mRNA 


NM_021812 


Homo sapiens blepharophimosis, epicanthus inversus and ptosis, candidate 1 
(BPESCi), mRNA 


NM 021809 


Homo sapiens TGF(beta)-induced transcription factor 2 (TGIF2), mRNA 


NM 021805 


Homo sapiens single Ig IL-lR-related molecule (SIGIRR), mRNA 


NM 021803 


Homo sapiens interleukin 21 (EL21), mRNA 


NM 021798 


Homo sapiens interleukin 21 receptor (IL21R), mRNA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRNA 


NM_006657 


Homo sapiens formiminotransferase cyclodeaminase (FTCD), mRNA 


NM 021784 


Homo sapiens hepatocyte nuclear factor 3, beta (HNF3B), mRNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM_021032 


Homo sapiens fibroblast growth factor 12 (FGF12), mRNA 


NM 019595 


Homo sapiens intersectin 2 (ITSN2), mRNA 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A0131), mRNA 


NM 014574 


Homo sapiens nuclear autoantigen (GS2NA), mRNA 


NM 021002 


Homo sapiens interferon, alpha 6 (IFNA6), mRNA 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP 12 A), mRNA 


NM_019886 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 7 
(CHST7), mRNA 


NM_017581 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 9 (CHRNA9), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTV1 gene (JTV1), mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpha kinase (HRI), mRNA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA 


NM 012146 


Homo sapiens double homeobox, 1 (DUX1), mRNA 


NM 021733 


Homo sapiens testis-specific kinase substrate (TSKS), mRNA 


NM_004339 


Homo sapiens pituitary tumor-transforming 1 interacting protein (PTTG1IP), 
mRNA 


NM 004219 


Homo sapiens pituitary tumor-transforming 1 (PTTG1), mRNA 


NM_OO3860 


Homo sapiens Breakpoint cluster region protein, uterine leiomyoma, 1 ; barrier to 
autointegration factor (BCRP 1 ), mRNA 


NM 007281 


Homo sapiens scrapie responsive protein 1 (SCRG1), mRNA 


NM 006618 


Homo sapiens putative DNA/chromatin binding motif (PLU-1), mRNA 


NM 005797 


Homo sapiens epithelial V-like antigen 1 (EVA1), mRNA 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 (CCR4), mRNA 


NM 005283 


Homo sapiens chemokine (C motif) XC receptor 1 (CCXCR1), mRNA 


NM 002547 


Homo sapiens oligophrenin 1 (OPHN1), mRNA 


NM_020056 


Homo sapiens major histocompatibility complex, class II, DQ alpha 2 (HLA- 
DQA2), mRNA 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 3 (SERPINA3), mRNA 


NM 013974 


Homo sapiens dimethylarginine dimethylaminohydrolase 2 (DDAH2), mRNA 


NM 001756 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 6 (SERPINA6), mRNA 


NM 000450 


Homo sapiens selectin E (endothelial adhesion molecule 1) (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), mRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets; (rtLbAj, 
mRNA 


NMJ)21183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 
2A (LOC57826), mRNA 


NM 021179 


Homo sapiens hypothetical protein JLUCd /bZ l (LULj /ozl), mKJNA 


NM 002744 


Homo sapiens protem kinase C, zeta (i\KJs.<^£), mJKJN A 


NM_000624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member :> (MiKJrlJNA:>), mKJNA 


"v t-» r f\f\f\ ST\*\ 

NM_000602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINE1), mRNA 


NM 020422 


Homo sapiens hypothetical protem trom clone 24796 (JLUCo /14o), mKJNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


TT 1 11*1 1 *y f~T7" T ~\f 1 ^ N T~» "X T A 

Homo sapiens kalhkrem 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_012397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERPINB13), mRNA I 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 
(LDLR), mRNA 


"X.TR X f\ 1 /" ^ AA 

NM_0l6200 


Homo sapiens Uo snRNA-associatea bm-like protem JLbmo (LULMoyiJ, 
mRNA 


NM 014766 


Homo sapiens KJAA01y3 gene product (KJAAUiyj), mKJNA 


NM 014309 


Homo sapiens RNA binding motir protem y (KBMy), mKJNA 


NM 0140&0 


Homo sapiens dual oxidase-like domains Z (UUUazj, mKJNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), mRNA 


NM 015032 


Homo sapiens KIAA0979 protem (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.C1.1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LEF), mRNA 


NM_006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERPINB3), mRNA 


X TTV If r\r\ /" >S r \ f\ 

NM_006220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member Z (bl^KJrJJN Az), mKJNA 


NM_UUo2 1 D 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 4 (SERPINA4), mRNA 


TvTTVyT AA/CAO 1 

NM OOoOzl 


Homo sapiens deleted in lymphocytic leukemia, 2 (DLEU2), mRNA 


NM UU5oo/ 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEU1), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


TT * T~" 1 A 1 /FTiTT A 1 \ _T>\T A 

Homo sapiens EphAl (EPHA1), mRNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERPESTB10), niRNA 


NM 004779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOlo), mKJNA 


NM_004l55 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERP1NB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNM1), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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NM 000214 


Homo sapiens jagged 1 (Alagille syndrome) (JAG1), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta (1 lOkD) (DGKQ), mRNA 


NM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and EN75 temperature 
sensitivity complementing) (UBE1), mRNA 


NMJ)00354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


NMJ)00945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 1 (SERPINA1), mRNA 


NMJ>02640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 8 (SERPINBS), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPHSTB5), mRNA 


NM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINF1), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJ1), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NMJXU694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NMJ)004S8 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombin), 
member 1 (SERPINC1), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), rnRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGF1R), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NMJ)21642 


Homo sapiens Fc fragment of IgG, low affinity Ha, receptor for (CD32) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein FLJ10698 (LOC57863), mRNA 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KIAA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 6 
(CHST6), mRNA 


NM 012334 


TT * "VT" /"TV /f"X T/~V 1 /*\\ T"»TvT A 

Homo sapiens myosin X (MYO10), mRNA 


NM 020363 


Homo sapiens deleted in azoospermia 2 (DAZ2), mRNA 


NM 020364 


Homo sapiens deleted m azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subumt, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


■»•-»■ • a ' f tt • • j 1 j * N 1 1 i *\ S 111 1 "1* 

Homo sapiens catenm (cadherm-associated protein), delta 2 (neural plakopmlm- 
related arm-repeat protein) (CTNND2), mRNA 


NM__0211S5 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 
mRNA 


NM 018955 


Homo sapiens ubiqmtm B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


TT * 1 1 T~v A /TT/\X7T\ A \ T»>T A 

Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGF1), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARG1), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCF1), mRNA 


NMJ)02S58 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type II (ARG2), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 

/ A T—v y^l^C T A TV -f *\ 1-» "VTA 

( ADC YAP 1), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


T-r • *~ 1 1 j J /■ . ■ t j ."V /~/L r s — T>T~» \ 

Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


TT * H. Jt f j_ AT C \ -VTA 

Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


TT * it • 1 1 • J " a r*\ , j" ■} /*T~» A TlT1 / 1\ — Ti\T A 

Homo sapiens fatty acid binding protem 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


TT * a- 11 J* 1 /'A S~1T* TJ\T A 

Homo sapiens actm, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


JN JVL_UU z> Win o 


Homo sapiens cyclm-dependent Kinase-iiKe z ^UJJv^x-reiatea Kinase^ {^ujsj^zj^ 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2 A, regulatory subunit B* (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (1FNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSP1), mRNA 
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NM 001166 


Homo sapiens baculovirai lAr repeat-containing z {bijsxsA), hituna 


NM_003399 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P) 2, membrane-bound 
(XPNPEP2), mRNA — 


NM 000541 


HnniA cQm^ns s-antiaftn* Tp.nna ann nmeai &iana larresiin) \ o-rvvj j, iiitvin/a. 


NM 013262 


Homo sapiens myosin regulatory light chain interacting protem uvlusj, uimna 


NM 005393 


Homo sapiens plexin B3 (PLXNBJ), mKJNA 


NM_021098 


Homo sapiens calcium channel, voltage-dependent, aipna iri suounu 

S » yxvT A 1 TT\ T*» "XT A 

(CACNAIH), mRNA 


NM 021257 


Homo sapiens neuroglobm (Noli), mKJNA 


NM 021253 


Homo sapiens ring linger protein 23 (KJNrz.}), niKJN/v 


NM 021247 


Homo sapiens protamine 3 (FKMj ), mKJNA 


NM 021242 


Homo sapiens hypothetical protein blKAll l myy ^ikaii i myy), uw^mj\ 


NM 021238 


Homo sapiens TERA protein (lh,KA), mKJNA 


NM 021223 


Homo sapiens mvosin lieht chain 2a (LOC58498), mRNA 


NM 021221 


tt y — > r- -i , ' /s~i C T» \ "O XT A 

Homo sapiens G5b protem (G5B), mRNA 


NM 021210 


Homo sapiens MUM2 protem (MUM2), mRNA 


NM 021208 


Homo sapiens EST-YD1 protem (EST- YD 1), mKJNA 


NM 021200 


Homo sapiens PH domain containing protem m retina 1 (rJttKb 1 1 ), mKJNA 


NMJ)21199 


Homo sapiens CGI-44 protein; sultide dehydrogenase liRe ^yeast; ^uri-^;, 
mRNA 


NM 021198 


XT * IT Tfc AT 1 - -- — -J Jan4-M*aA MT<I<M <-r- tV» ^*+^^T> (Ml i I Ml TY^ T? ^Vl A 

Homo sapiens nuclear LIM mteractor-interactmg iactor ^jnj^i-itj, mKJN/v 


NM 021193 


Homo sapiens homeo box DIZ (HUAJJ l z ) , mKJN a 


NM 021192 


Homo sapiens homeo box Dl 1 (HOXD1 1), mRNA 


NM 021188 


Homo sapiens clones 23667 and 23775 zmc linger protein (LULd /oozj, hiking 


NM 021184 


Homo sapiens G4 protein (G4), mRNA 


NM 021177 


Homo sapiens U6 snRNA-associated bm-like protein ^^jvlzj, mKJNA. 


NM 021174 


Homo sapiens p30 DBC protem (LOC57805), mKJNA 


NM_021167 


Homo sapiens hypothetical protein WUGSC:HRG083M05.2 (LOC57798), 
mRNA 


NM 021159 


Homo sapiens RAP1, GTP-GDP dissociation stimulator 1 (RAP1GDS1), mRNA 


NM 021155 


Homo sapiens CD209 antigen (CD209), mRNA 


NM 021147 


Homo sapiens uracil-DNA glycosylase 2 (UNG2), mRNA 


NM_021140 


Homo sapiens ubiquitously transcribed tetratricopeptide repeat gene, X 
chromosome (UTX), mRNA 


NM_021139 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide ts4 (uuizts^;, 
mRNA 


NM 021138 


Homo sapiens TNF receptor-associated factor 2 (TRAF2), mRNA 


NM__021137 


Homo sapiens tumor necrosis factor, alpha-induced protein 1 (endothelial) 
(TNFAIP1), mRNA 


NM 021136 


tt j * f ,/T"» riiv T1 \ T* \T A 

Homo sapiens reticulon l (RTNl), mRNA 


NM_021135 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 2 (RPS6KA2), 
mRNA 


NMJ)21133 


Homo sapiens ribonuclease L (2',5-oligoisoadenylate synthetase-dependent) 

/TiTkT A CTT \ T\ "V T A 

(RNASEL), mRNA 


NM 021130 


Homo sapiens peptidylprolyl isomerase A (cyclophilin A) (PPIA), mRNA 


NMJ)21120 


Homo sapiens discs, large (Drosophila) homolog 3 (neuroendocrine-dlg) 


NM 004239 


Homo sapiens thyroid hormone receptor interactor 1 1 (TRIPl l), mRNA 


NM 004238 


Homo sapiens thyroid hormone receptor interactor 12 (TRIP 12), mRNA 


NM_004745 


Homo sapiens discs, large (Drosophila) homolog-associated protein 2 
(DLGAP2), mRNA 


NM 004687 


Homo sapiens myotubularin related protein 4 (MTMR4), mRNA 
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JNJVl UU4340 


tTp.mr, canipnc nmt-rplnteH trflTiQfrintinn fa c.tnr 2 rRTINX2^ mRNA 

XxOmO SaplCIlo 1 Li-ilU 1 ddLt/U LLdlloVl ipLlV/11 laV^lvl Z* ^ivUli/*— /j iillvi 


JNM_UZlUyo 


earvi*»«c r^nlrinm pViannpl vnlfafyp-HpTiPTiHent alnha 11 SUDUnit 


1N1Y1 UZ I 11/ J 


TJnmn Qanie»r»<? nhosnholirnd scramblase 1 (PLSCR1V mRNA 


>JTVT 009QS7 


Unmn Qanien^ retinoid X recentor alr>ha fRXRA^ mRNA 


lNIVi UUOZOO 


Wnmn canipnQ renuiem anorvto^i^ resnonse zinc finder &ene fREO), iriRNA 


NM 001106 


Homo sapiens activin A receptor, type DB (ACVR2B), mRNA 


xnv/f aa i a i ^ 

INM UUlOlO 


JtlOinO sapicnb deLlvHl xA. icucpuji, type jjl ^.r\.v-' y x\_£« iiixNJLN^TL 


TvTA/f AA1 1 A^ 
INM UU11UD 


"PTrvmn conipnc ar»ti\riTl A T*F*f»PTYtfvr tvnP T ( APVR 1 ^ mRNA 
XxOIIlO od-piCIltj do LI V 111 A Idr^ptui, Ijr jpt/ X ^ilV^ V XV X J} IIULVX^IXTL 


NM 005570 • 


Homo sapiens lectin, mannose-binding, 1 (LMAN1), mRNA 


XTAyf AO 1 AQO 


xxomo sapiens jven dioou. group prcouioor ^iviuxjColi piicnuL^pcy \yvxv^ 3 iiuvi>rv 


JNM__U1 Jz^o 


JtlOmO Sapiens apOpLOSlS-aSSUCld.LCLl bpCCIV-llitC piOLCUl C/UIlLallllllg, a V^rTULvJLy 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


JNM_UUo;>U / 


nomo sapiens regenerating isiei-oerivea. 1 ueid. ^pdnurcaLiC/ bLuuc piULciu, 
panci eatic inreaa protein^ ^xnjlio i-o^, imsj.N.rv 


JNM UUojo3 


riomo sapiens isJTippci-iiKe iactor i v cry trtroiuj v > J?vJ -'- r * /> inxviNrY 


JNM UUDZDo 


xiomo sapiens proicm kjii<ioc, cvjivjjr-u.cpciiu.ciiL 5 lypc i yx. rvivvjiy, iiixv±n^-v 


JNM__UUoJ33 


tt „ nnnionn Vii rrVi ty-» /-il-*-t 1 i f\T nr/Min /V»rvnVii otr*n<=» plirnmAcnmnl^ nrntpin 1 ^ 

JnLOiiiO sapiens nign~inoDiiiLy group ^iioijiiioluiic oimjiiiobvjiiidiy pujic-m 1 / luvt j 
rwAyrr;i 7T mPNA 

^rliVlVjr 1 / L->3 )y IIlXVlN^rV 


NM_005987 


Homo sapiens small proline-rich protein 1A (SPRR1 A), mRNA 




TTr\TV\rv cor\ipnc ■mf»tallr\tViirvnf»in 1 "V C\A '1^1 mP T\T A 

nomo adpiciib incidinjiiiivniciii 1 a ^ivii l^v.^, niiviiri 


xnv/T aa^gsa 

JNM UvOjOU 


T-T/-vmr» conipnc all /■vt*V"li/vnf*ir\ 1 /TV/I' 1 ' 1 {"T-^ tnT? 1\T A 
rlOmO Sapicno IIlCldllOLIllOIlClll 1VJ ^ivxx IVJJ, 1 1 JUL vl N 


jnm uu3oyy 


XT^rvsz-v r o-r>i <=»tt o •i-n'f^-rl <^iil/"i-n 1 R r^i-nflin cr TiTTit^iTi ^TT 1 RRT*^ mR TsJ A 

xiomo sapiens lnicricuiviii 10 uiiiuiii^ piuicin ^jxjiom j, iiixvin^. 


JNXVl UU4015 


XlOniO Sapicnb lOpOlbUIIlCI doc ^.L/lN-rV J LxX dipild ^xv_/jt Jirvy, iiuviN^\. 


NM_001136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 
rn±viN/\ 


JNM UUUooo 


UrtmA onnipnc ^ Vi"\r/^r/\virhnmtQminp ( cf^fc\icw\\x\\ Yf^c^f^wkcw IT? C\-\ ' 1 'T? 1 "P"\ TTll?"^A 

xiomo sapiens j-nyoroxytrypLaminc ^ocioluiiiii/ icL/cptui i l v niIvir /) nixviNr^. 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


XTK/f AAA/^1/£ 

JNM UUU03O 


xiomo sapiens superoxioe uismuxase z, miiocnonuriai ^jujjz, ^, iijuvln-tv 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class II expression) 


jnm uuuozy 


xiomo sapiens mreneron ^aipna, oeid dnu omcgdj rcL/epLui i ^itin/u\.ij, iijjxin^ 


XTA/T AAA£9*C 
IN M_UU U OZ D 


xiomo sapiens mine oxiue synindoc v iiiou.L>xuic, ncyai\j\^yi\^oj ^iNvjo^/\y, 

mPTsJ A 

njiviN/\ 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
l ^p l\JD ) ^xNrxvJ^ i ) 9 rnxsj-NyA. 


INM UUUOZ1 


iromo sapiens j-nyoroxyiTypidmiiie ^acioLoiiiii^ icocpiui t.r\. ^xxxxvz-^vy, nixvixi^ 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOS1), mRNA 


JNM UUUOly 


Jtiomo sapiens lnxerieron, gamma ^utinvj^, miviN/Y 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
u ansponersj, memoer z ^ol*v/1 i/\z^, nirsj>i/\ 


XTN/T AA A£ 1 
INM UUUDlD 


riomo sapiens v^j-/^ anugen ^pj^j \ \-,xJ u t ), uusssi\. 


NM_000611 


Homo sapiens CDS 9 antigen pi 8-20 (antigen identified by monoclonal 

antlDOQieS IOJAj, xSJIO, JC-JjO, -CJ^jZ dllU vJ^H-H-y yy^xJjy j 9 iiixvl^/-v 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 
TCD44^ mRNA 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (EL 15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (TL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (IL1RN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (EL1B), mRNA | 


NM_000574 


Homo sapiens decay accelerating factor for complement (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (IL10), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity fflb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high affinity la, receptor for (CD64) 
(FCGR1A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (BL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTM1), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein 1H (MT1H), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap junction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class II antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPM1), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 
protein (BD3), mRNA 


NM 002028 


Homo sapiens farnesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransf erase, homolog of S. cerevisiae ARD1 (ARD1), 
mRNA 


NM 001770 


Homo sapiens CD19 antigen (CD19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (ARHA), mRNA 


MM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSF10C), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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lNiVl wjjIO 


riomo sapiens leiraiTicopepiiQe repeal aomain j ^i i rni\JN/\ 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol -preferring, member 

l/'QTTTTIAIi mT?MA 


NM 001117 


nonio sapiens* sperm aunesion moiecuie i \r xi-zu nyaiuroniuase, zona peiiucida 

hrnrHncri ^SPAMI i mPNA 
UHlLIXilgJ \^OX xtlXVX x y, llilVLNjrV 




XJLU11UJ aapivllo HlUollUl X ,*t, w'-LLipilUopiialC ICCCpiAJX, type 1 ^XlxXvl^, lllX\J.N/\ 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 

r?QA91 mPNA 
\\j x^\^ Z.y r\Z- IIlxVxN /\. 


NM 001417 


nuino sapiens esnrogen receptor z ^xiiv ueia ) ^xioxxz ) 9 rnxvJN J\ 


nm oon^i 


xtxuiihj bd.picn5> L/dicmn ^eauncxin-associaieu proiemj, oeiia i ^v^xxNiNUl j, rnrvLNA 


NM 001107 


XaUHUJ bd.piCi.lc> tldUUin / \V_xJ_J_/xN / J, ITUVIN/Y 


NM 001 194 

X^XVJ. \J\J 1 X«7T 


xxuiiiu adpicnh liypcipoiaii/iciinjii auii vaLcu uyoiic nucieoiiQe-gateQ poiassium 
channel 2 fHCN2i mRNA 


NM 001175 


iiuiiiu oajJiwia xvliu VJx^/x u.looWUlcttlC>ll lUllliJlUJl \\JxJ±) UCia ^/VJVTlVjri^JxS nxxvxN/\ 


NM 000936 


xj-viiiu oCLpiwixo paiiL/l \^OXi\j lljja&C ^x INXjXJT ^, HJLXV1N ! 


NM 000641 


TTr^mrk Odf»*if*t*ic inf f=»r1 p»i iItiti 1 1 (W 1 1 \ ml? TvT A 
XiVJlIHJ £>dpit/ilo lCUlvlIl X 1 yij 1 1 1 IIlTvlNzA. 


NM 000640 

J. > J.VJL vUvVJ"V/ 


x AVJlllU bcipiCllo lllLCllCUKxll X-> ICt/CpLUr, dipixd A ^J-Lf 1 J1\/\Z 1, lxLXviN/\ 


NM 00061 S 


xi-v»imj o<ipiwii> iicuicti ecu duncMun moiecuie i ^inv^/vlvxi j 5 mxviN/v 


NM 000609 


Wnmn coni F»n c ctr*f\Tn5i1 r*<=»11-.H#»T~iA7f*r1 "for»f r\-r 1 /'QTYCI^ -rv»T?"KTA 
XX^JlllU ocipiCllo oLlvJlllctl CCil—vlCX 1 VCU. Xd-vLUi 1 ^ij1_^X/ 1 y, ii 1 tx In M. 


NM 000600 

JL > XYX UUVUUU 


xjLuiinj bctpiciio liiLciicuKiii o ^micrxeron, oeia zj ^ 1 1 ,r> lrixviN /\ 


TMM 000S99 


xxuiiiu bapienb mi>u.iin-iiKe growin iacior oinQing proxem Z> ^ivjJri>x 3 ), rnxsJN/V 


NM 000590 


T-Trtmr^ CQniPnc int'< : »i"1^*nL"in Q ^TT mPXI A 
& dpi Clio ill LCI lCUJSJ.il 27 yU-iZr J, iilXvlN/A. 


NM 000584 


Homo sapiens interleukin 8 (BL8), mRNA 


NM 000SS1 


riomo sapiens giuiainione peroxioase i ( i Lrr\Axj, nxrsJNA , 


NM 000S60 


nomo sapiens \^. jljdd anngen ^lujj j, rruvtN/\ 


NM 000S9R 


nomo sapiens mannosiaase, aipna, class zjd, memoer l (JMLAJNZrSlj, niKJNA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLB1), mRNA 


NM 001 97*; 


Homo sapiens chromogranin A (parathyroid secretory protein 1) (CHGA), 

IlxxvxN/^. 


NM 00676R 

X > XVX w \J\J / UO 


nuiiiu octpiciib xjxvv^-tx. i d-bsuciaiea protein ^oix/vr j, iTlxviN/\ 


NM 003469 


Wathh cjiniPTic Qf*r*r~f*i~r\ nranin TT ( oViT-r^-mrMT-mnin ( Q C~ y C~lr'~)\ rv»P"\T A 
XXUlilLJ £>a.piCllt> bCL/iCLUglalllll XX l^ClU UIIlUgTcinin \-j ) \&\-Aj£) 9 riirviN/\ 


NM 012326 

X ~ XVA V A _J £>U 


xxvjinu octpicus iixiciuLuuuic-cioo\ji/iciLCvx pruLcin, ivjr / x_/X3 iamiiy, meiriDer ^ ( 
(MAPRE3), mRNA 


NM 021057 


xTLuxiiu bdpicns mLcrieron, aipna / \xr in/\ / j 5 nijxxN/v 


NM 02106? 

X > 1VX 1 vUil 


xxuiiiu ^apiciia msione iamiiy, memoer r (riZDrr ixLrvi\/\ 


NM 021061 

X ^ XVX V/Z. iUU J 


xxuiiiu adpicns lijld msione iamiiy, memoer x> ^riziijrxj ^, rnx\JN/\ 


NM 021065 


xiuxiiu ixxpiciib xxz,/\ msione iamiiy, memoer o ^xiz/vr v_r niivrN/v 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (18kD, 

VK 1 rNTDT TF"R7 i mPNA 
D l o ) r d / inxvlN/V 


NM_001746 


Homo sapiens calnexin (CANX), mRNA 


NM 001661 

X>(xVX UUjUOI 


noniu sapiens dponpoproiein JL {AJtkJLj), niKJN/\ 


NM 0210^9 

1N1VX \J£L\JDjL 


nomo sapiens hza msione iamiiy, memoer J\ {s^zj\x t J\), mrCJNA 


NM 0900SS 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
d-cLivity puiypcpuue \J ^vjxN/vwl ), mixiN/V 


NM 000133 


xj-uiiivj oapiciio u\jaguid.Lnjn iacior i^v ^piasma ixixiJiiiuopiasLic componenx, 

v^lix xatiAiao uiacaac, liciliupilllla DJ \^ryj } ITLrvlN r\. 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM_001993 


Homo sapiens coagulation factor EI (thromboplastin, tissue factor) (F3), mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPL1), mRNA 
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NM_021008 


Homo sapiens suppressin (nuclear deformed epidermal autoregulatory factor-1 
(DEAF-l)-related) (SPN), mRNA 


NM 020993 


Homo sapiens B-cell CLL/lymphoma 7A (BCL7A), mKJNA 


NM 020994 


Homo sapiens eancer/testis antigen 2 (CTAG2), mRNA 


NM 021000 


Homo sapiens pituitary tumor-transformmg 3 (PTTG3), mKJN A 


NM 020997 


Homo sapiens left-right determination, factor B (LEFTB), mRNA 


NM 021014 


Homo sapiens synovial sarcoma, X breakpoint 3 (SSX3), mKJN A 


NM 021015 


Homo sapiens synovial sarcoma, X breakpoint 5 (SSX5), mKJN A 


NM_021007 


Homo sapiens sodium channel, voltage-gated, type n, alpha 2 polypeptide 
(SCN2A2), mRNA 


NM_021012 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 12 
(KCNJ12),mRNA 


NM 020995 


Homo sapiens haptoglobin-related protein (HPR), mRNA 


NM_000347 


Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, clinical type I) 
(SPTB), mRNA 


NM 007032 


Homo sapiens putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 


Homo sapiens casein kinase 2, beta polypeptide (CSNK2B), mRNA 


NM_0 13252 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 5 (CLECSF5), mRNA 


NM 020978 


Homo sapiens amylase, alpha 2B; pancreatic (AMY2B), mRNA 


NM 020636 


Homo sapiens zinc finger protein 275 (ZNF275), mRNA 


NM 020547 


Homo sapiens anti-Mullenan hormone receptor, type II (AMHK2), mKJNA 


NM 020974 


Homo sapiens CEGP1 protein (CEGP1), mRNA 


NM 020681 


Homo sapiens HT0 18 protein (HT018), mRNA 


NM 020676 


Homo sapiens lipase protein (LOC57406), mRNA 


NM 020672 


Homo sapiens SlOO-type calcium binding protein A14 (LUU!> /402), mKJNA 


NM 020661 


Homo sapiens activation-induced cytidine deaminase (AIUDA), mKJNA 


NM 020657 


Homo sapiens zinc finger protein 304 (ZNF304), mRNA 


NM 020654 


Homo sapiens sentrin/SUMO-specific protease (SENP7), mRNA 


NM 020646 


Homo sapiens reserved (ASCL3), mRNA 


NM 020640 


Homo sapiens RP42 homolog (RP42), mRNA 


NM 020639 


Homo sapiens ankyrin repeat domain 3 (ANKRD3), mKJNA 


NM_020632 


Homo sapiens ATPase, H(+)-transporting, lysosomal, noncatalytic accessory 
protein IB (ATP6N1B), mRNA 


NM 020648 


Homo sapiens twisted gastrulation (TSG), mRNA 


NM 018970 


Homo sapiens G protein-coupled receptor 85 (GPR85), mKJNA 


NM 003901 


Homo sapiens sphingosine-1 -phosphate lyase 1 (SGPL1), mKJNA 


NM 014292 


Homo sapiens chromobox homolog 6 (CBX6), mRNA 


NM 006735 


Homo sapiens homeo box A2 (HOXA2), mRNA 


NM_0 19041 


Homo sapiens similar to prokaryotic-type class I peptide chain release factors 
(LOC54516),mRNA 


NM 014428 


Homo sapiens tight junction protein 3 (zona occludens 3) (TJP3), mKJNA 


NM 020466 


Homo sapiens hypothetical protein dJ12208.2 (DJ12208.2), mRNA 


NM 020448 


Homo sapiens hypothetical protein dJ462023.2 (DJ462023.2), mRNA 


NM_020425 


Homo sapiens hypothetical protein DKFZp586E1923 (DKFZP586E1923), 
mRNA 


NM 020424 


Homo sapiens hypothetical protein a-zi iv_,o.i ^w^d / i^yj^ iiu^ms\ 


NM 020317 


Homo sapiens hypothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 


NM 020315 


Homo sapiens hypothetical protein dJ37E16.5 (DJ37E16.5), mRNA 


NM 020313 


Homo sapiens hypothetical protein (LOC57019), mRNA 


NM 019897 


Homo sapiens olfactory receptor, family 2, subfamily S, member 2 (OR2S2), 
1 mRNA 
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NM UIVoUD 


T-TrAT-nrA ca-rxi p>n c Trv-nntVipfipal Tvmfpin fT")T667H12.2 1. mR!NA 


xtnvt n i o<m 
JNJVl uiyoui 


UnmA canipnc <sncVii H Amain f^iPR reneatl containing fBK65A6 21 mRNA 

XXOITIO S pi Clio OUblll UXJIIldlll ^OV^XV x t/potlLy v/umouuug ^_i_>r j^w-y-t y-^J'^j-i "uuiri 


XTTV/T HI 


T-lrvTY-ir* caT\if>nc nntarivp 71 nr finder nrotein CLOC55818\ mRNA 

IlOniO bdpiCno pu.ldll.V C lA\l\* llllgwi piuimi ^wv^^^uiuy } iiuvxi^ i 


JNJYL uiyuyj 


TJ/\mA coniAnc V»\7T^rvfhf*tir , 2i1 nrntpin (T OC"!S4r>75l mRNA 
XXOIXIO odplCnb nypOLllCLlCd-l piULGlll ^x_/V_/v^-«-'*tv^ / -/^/j n.xx\x^xr-%. 




tt^w^a com'pnc V»c»iV\a onH ^nVi an r*pr nf* ^r>1it fi^rosonhtlal riomolof? 2 fHES21 

xTlOIXlO SdplCnS ndiry dllll CllilallCCi Ul opxiL ^lyiuoupiuia^ umiiuiug ~ \xxx^vj j j 

mRNA 


JNiVl UloVoZ 


Urvrvirv conipnc In-vmnthpti r»s»l nrnfpiTi fT")T 1 A 1 0 11 mRT\TA 

iioino sapiens nypuinciicdi piuicin \x~j-j ±*j i n.17.1 j 9 1 1 u. v_x x^. 


JNiVL Uloy/4 


iriorno sapiens unc^o ^v^.eiegdns^ iiuniuiu^ v ^ ^^^jn.^, iiixvj.>.tv 


XTTV/f A1 AAQQ 

iNivi ui*fHyy 


TTrvrYir* canipn c -niit^Hvf 4 r\l ITinfrcrip TPCP/ntfYT ^P2Y101 TTiRTnTA 
nOulO SdpiCnS ptlLdLlVC puilllClgl^ it-owjJLVJi yx ^ x ±yJjy iiMxy^L^ijrv. 


IN 1VI UZUD j U 


JJ r\t~i~*r\ cQni^nc r\nr*r»ctatin 7\/f ( OS*N/T^ TTlT^N^A 
JTXvlIlHJ odpiCIIo UllVvUotciiiii lvx \ \j^jxyxjf uuviiii. 


XTTV/T A7fK7Q 


Tj rtTT ,rt cortipnc nnplpnr fnr'tnr nf Vflnna liplit nnlvnentide ffene enhancer in B-cells 
inTiihitnr alnha fNFKBIAl mRNA 


IN 1VI \J 1 *rZ- VJH 


TTnmn canipn<; RPT 9 -related ovarian killer fBOKi. mRNA 


XTA/T 090^07 


Wr^mrk c^nienQ ITT TO 1 Crpnp ffTTTGl 1 mRNA 

XXOIllU OdpiCllO HUVJ i gwllC» ^ilUVI 1 Jy LXMX^X^lTL. 


xttv/t nnAno^ 

iNlvl UUOU!*3 


TTAmn canipnc "nmtPfiCrlvPa'n ^ rPR Ct^ 1 mRNA 

XxOIllU odpiCllo pi UUCUgiy Vdll J v, A xvvjj jy xijxvx^^v 1 


XTTv/r ft^M^'} 
1N1V1 UZUjjj 


W/vmrk GQi^ipnQ miipnlinin 1 nVT{~!OT.NT 1 mRNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), mRNA 


NM UU/z I / 


TTi-vrvn-k coTMPnc r\rf> o 1t"vVi£} ^crlnVMilin i iTiViiViitTiT TT^ rinlvnpn riHe f 1 F 1 H ^ ) mRNA 
xiomo sapiens prc-dipiid ^giuuuini^ iimiuiiuij hj p^i_y livj.v^ yx x xxx~j jy nix'vj.^^-v 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-1 (VIT1), mRNA 


NM UUo/// 


rxomo sapiens ivaiso ^ZjiNr-Kdisoi, ixuxin^v 


NM U2U4JO 


xiomo sapiens similar xo o/vui-ri ^sdi ^l^iusupiuid^-iijv.c ^uv^j / iu/^, nxivx>^-v 


JNM_UzU14z 


xxOmO Sapiens xN/VJL^xl.UDltJUlIluIlC UAlUUlCUULiaaC ivxx^xvv^/ duuuiiu nuiiiuiug 
^LUL,jOyU 1 mixXNrv 




riomo sapiens enQOiriernDrdiic proLcm cmp/u picwuioui i&uiug ^uwuooy^j 

mPMA 

mxsJN/v 


1N1V1 Uloo^fJ 


TJ^vry-v^ corvipnc ctrnmal ppII -nrntpin (J >OC^^ ^Q741 mRNA 

nUIIlU odplCIlo otlUilldl puJtt'llx \x^i\^y\^-^> -J s f—rjy lii-LVJ. ^ j. x. j 


INivl 


Tlnmn ennipne lnQnlin rprpntrvr tvrnsinp lcina<ie sniSstrate TLOC55971 1. mRNA 


XTA/T fl 19841 

iNxVl uioo'fl 


u nrnn cor^ipriQ rr-r^rntpin aamma-1 9. «iiil*)unit fT J OC559701 mRNA 


TsJlVT OIRR^O 
INlYl \J 1 OOj7 


Womo cpTrien<; r»47 nrotein fLOC559681 mRNA 


INIVI 


T-Tnmn Q^-nipnQ parHnxvnPntidase A3 TLOC5 12001 mRNA 


NM 016302 


Homo sapiens protein x 0001 (LOC5 1 1 85), mRNA 




u nrnA canipnc crnflll mucplp rvrntpin ^v-linlcpd ( SilVTP^Cl mRNA 

jnUlIlU SdpiCllO bllldll IIIUOC'IC piVJLt-lllj -/V liJLXAVWU. yUXVll <t*-J} llli-viii V 


XTTv/T A1 ftCM£ 


Wrvmrk C5*i-\ipnc Optip % *\ /N/Tl nVTTCr-ril mRNA 
JTlAJIllvl odplCIlo VJC11C J J/ lVllg U ^XVXIVJ v^y, A 1 U.VJ- ^ rv 


XTTV/T (\ 1A^87 
iNlvl Ui4Do/ 


ii/> m A canipnc Q"D V z^cpv dptprTmnina rpoion Yl-nox 8 fSOX^81 mRNA 

XiOiliO odplCIlo uJ\-I ^oCA UCLwllllllIIllg l&glUli X J \J\JJ\. i_J ^uwvuyj uuvlii x. 


INIVI UU-)/^-) 


u nrnn canipnc arre^nrv nroteim RAP31/BAP29 (DXS1357E1 mRNA 

XJLU111U OdpiCllO dwvLjoUl _j pUJlwlllO UiH J 1/ JJiu ±~ S \3*J u ^XJ X *J %S t 3—jjy jiuvl i. 


inivi_uu luyH 


Hnmrk ennipne amilrvriflp-QpnGitivp nation nHanneT T neuronal ^deffenenn) 
TAPPNT1 mRNA 

y-iW-xV^i > X y 3 lllXvX^y*. 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA I 


XTA/T (11 RSzLl 


Wnmn QamVnQ "R-pp11 rpppntnr-a^^oeiated nrotein BAP29 rBAP291 mRNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


ATA /T f\"\ £L1f\1 

NM Ulo3Ul 


riomo sapiens protein x uuu4 ^lul/j i io^;, nixvLN/\ 


NM_U133o / 


xiomo sapiens uoiQUinoi-cyiocnrome c reauuidsc cuiiipicA. yi .z. kjl/^ ^norv^uj ij y 

m p\TA 

miviN/v 


NM_UzU4oy 


riomo sapiens i\i5\J oioou group ^uansicrdsc r\ y dipiid i-j-in- 

*ar*p"Krl »5*1i»pt^c'aTYitn\/1 irancfprsiep* franefpracp R alnVia T -^-p"al a cto^vl transferase i 

dL/CLyigdIdCLUodlllUiyiLlallblCIdoC, 11 cuioici ait X->, aipxia x ~J gaiawiuo^ iLia-iioxv/Xcio^y 

(ABO), mRNA 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 


Homo sapiens polycythemia rubra vera 1; cell surface receptor (PRV1), mRNA 


NM_020377 


Homo sapiens cysteinyl leukotriene CysLT2 receptor; cDNA PSEC0146 from 
clone PLACE1006979 (LOC57105), mRNA 


NM 020355 


Homo sapiens KRPAP20 short form (LOC57090), mRNA 


NM 020350 


Homo sapiens ATRAP protein (ATRAP), mRNA 


NM 020380 


Homo sapiens AP15ql4 protein (AF15Q14), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (SAS10), mRNA 


NM_020344 


Homo sapiens solute carrier family 24 (sodium/potassium/calcium exchanger), 
member 2 (SLC24A2), mRNA 


NM 020396 


Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA 


NM 020384 


Homo sapiens claudin 2 (CLDN2), mRNA 


NM 007260 


Homo sapiens lysophospholipase II (LYPLA2), mRNA 


NM 000390 


Homo sapiens choroideremia (Rab escort protein 1) (CHM), mRNA 


NM 001994 


Homo sapiens coagulation factor XIII, B polypeptide (F13B), mRNA 


NM 000129 


Homo sapiens coagulation factor Xm, Al polypeptide (F13A1), mRNA 


NM 000505 


Homo sapiens coagulation factor XII (Hageman factor) (F12), mRNA 


NM 000504 


Homo sapiens coagulation factor X (F10), mRNA . 


NM 005509 


Homo sapiens Dmx-like 1 (DMXL1), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NMJH2089 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 10 
(ABCB10), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 8 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA 


NMJ)05689 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 6 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase DC (CA9), mRNA 


NM 000717 


Homo sapiens carbonic anhydrase TV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mRNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CA1 1), mRNA 


NM__006384 


Homo sapiens calcium and integrin binding protein (DNA-dependent protein 
kinase interacting protein) (SIP2-2 8), mRNA 


NM_0 16734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 


NM_004482 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 3 (GalNAc-T3) (GALNT3), mRNA 


NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 2 (GalNAc-T2) (GALNT2), mRNA 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IVA) (GALNS), mRNA 


NM 000403 


Homo sapiens galactose-4-epimerase, UDP- (GALE), mRNA 


NM 020310 


Homo sapiens MAX binding protein (MNT), mRNA 


NM 006250 


Homo sapiens proline-rich protein Haein subfamily 1 (PRH1), mRNA 


NM_005164 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 2 (ABCD2), 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGST1), mRNA 


NM 000728 


Homo sapiens calcitonin-related polypeptide, beta (CALCB), mRNA 


NM 020127 


Homo sapiens tuftelin 1 (TUFT1), mRNA 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member Q (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotein with AS ARM motif 
(bone) (MEPE), mRNA 
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JNiVI UZUZj 1 


rlOmO Sapiens A XJLKJ piOlCIIi yivlLJiDKl L\J J) iiuvi>i-n 


JNM_UZUI JZ 


XlOmO SapiCIlS iySOpnOSpilallU.lL> aUlU aC»y iuaiioJ.ciadG-gaiiii.ua 1 aa j. 

rrointrio 1 l TnT? ^JA 

gamma 1 ), itiivin/\ 


JNIV^UZUZm-O 


T-I/-v-t-»-»/-\ coniArtc r»a t-i rm _r«Vi1 nr-irl<=» fntmncnnrtpr-intpmptin c rvrAtPin fT .OC~!S fiQQfS^ 
XxOniO Sapiens OallUll-UllltJlitJC uoiiaiiopui Lci-iiALciaoiiiig piuix/in kj^? j, 

mx\JN/\ 




TTrvmn canipriQ mitArViATidrial imnnrt receotor Tom22 (LOC56993^ mRNA 




Whmn <:finipn<; nAn-lcinase Cdc42 effector nrotein SPEC2 (LOC56990V mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 


iNiVl UZU I/O 


"PTr»TYir* conipnc r^rHnnir anlrv/dracp-rplfltpH TYTAtPin 10 /T OC!S6934^ mRNA 


NM 020155 


Homo sapiens chromosome 11 hypothetical protein ORF4 (LOC56834), mRNA 


TvTA/T AOA1 7Q 

rsivi uzui iy 


xiomo sapiens jtinj proiein ^xinj^, iui\i\r\. 


TvTAvF AOA1 C7 


Jtiomo sapiens ui^iz protein ^uuizj, iujvjln/^ 


NM_020156 


Homo sapiens core 1 UDP-galactose:N-acetylgalactosamine-alpha-R beta 1,3- 
gaiactosyiiransierase ^-ivj/yli 1 ), nii\JLN/v 


XTTV/T AAA1 C O 

NM_uUU35Z 


xlomo sapiens Air-pinQing cassene, suo-iamny v_- ^v^r ixsyivjLivr^ iiieiiiucr o 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


JNJVL_UUZo /Z 


U/\-mrv oo-r>-i/^t-»o m c -r*>lo+A»r1 C^'X V\ r\4~t llinii m -frt-vin CI 1 Vie f~rci fp* 0 ( r\~\(~\ "filTTlllv CTYi5lll f^rTTP 

jtiomo sapiens rds-reiaicu DOLunnuiii lua.hi buuoiiaLc z. ^hkj lamiiy, Lilian u 11 
Dinuing proLcni sxoxjA) ^xx-rvv^z. y , iiusj.>r\ 


JN1V1 UUh-IDZ 


XlOIilO Sapiens Uinilllinc UCOai UUAy ld.oC allulZ/ymc i yvsrx^i i ^, iiuvin-ta. 


"VTTVyT ^09^97 

JNJVi UU/jZ/ 


noniu sapiens iicuioiiupiiiii j \rs x. r -j iiu\_L>r , v 


IN ivi_uuzz y D 


ctmipnc IsiTninin rf^C'f^r^trki' 1 I fClXcV} v\\\C\^(\YV\9A TirntPITI SIA^ rT-AIVTRl 1 
iriUIIlO oapiCiio lalllilllil l cucpiui jl \\j i wxj ^ J.iuuav'iiiai ^ji\jl\^ih o^rxy ^i-/x\i*i-i.vi 

mixiN /a. 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMC1), mRNA 


xNivi uuzzyz 


xiomo sapiens lammm, oeia z. ^laiiiinni o ) ^jjAjviDiLj, iiuvi^rv 


NM 002290 


Honio sapiens laminin, alpha 4 (LAMA4), mRNA 


JNJVi uuo iyz 


Jtiomo sapiens pairea pox gene i ^r/\Ai ), mj\j.N/\ 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (P12), mRNA 


MM_UUUjoi 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA ' ; . . ■ 


NM_019o91 


rlomo sapiens endoplasmic reticulum oxiaoreauctin i-i-rDeia ^j^ix\^i-^^jc>xii/\^ 5 
mRNA 


NM_00o7lO 


Honio sapiens growth arrest and DNA-damage-induciblej gamma (GADD45G), 
mRNA ■■• ■-■ . ■• . , ' ■'■ *'" '. ■ . . 




Momo. sapiens growtn airesi ana UJNA-uamage-inauciDie, aipna ^u/vuij^ja;, 

mRNA; ' ' ■' I" .' ; ." ; , • ■ 


XTA/T A 1 QQAA 


xlomo sapiens solute earner iamiiy zi \prganic anion transpprLer^, mcriiuer o 
(SLC21A8), mRNA - '*' " \ . '"' . ; '■ ' •' « ... 


XTAyf A1 Q/C/1/1 

JNjyL_U lyo*M 


xlomo sapiens testis-speciiic anKyrm motii containing prpicin ^juuujuj i ^i^, 


NM_0 19842 


Homo sapiens potassium voltage-gated channel- KQT-lilce subfamily, member 5 


NM_0 12281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

Z ^Xvv^INJL'Z J, nirvIN/V 


NM 019857 


Homo sapiens CTP synthase II (CTPS2), mRNA 


"XTTV/T A1 OOOQ 


Jtiomo sapiens seven transmemorane receptor jDiwiivz, leuKotnene e>h ret/eptor 
BLT^ fBLTR2^ mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 


Homo sapiens interleukin-1 homolog 1 (EL-1H1), mRNA 


NM 018950 


Homo sapiens major histocompatibility complex, class 1, £ (J±I_A-* J, mKJNA 


NM 019610 


Homo sapiens hypothetical protein 669 (LOC56267), mRNA 


NM 000523 


Homo sapiens homeo box D13 (HOXD13), mRNA 


NM 019607 


Homo sapiens hypothetical protein FLJ1 1267 (FLJ1 1267), mRNA 


NM_019604 


Homo sapiens class-I MHC-restricted T cell associated molecule (CRTAM), 
mRNA 


NM 012328 


Homo sapiens microvascular endothelial differentiation gene 1 (MDG1), mRNA 


NM 013303 


Homo sapiens fetal hypothetical protein (HSU84971), mRNA 


NM 013298 


Homo sapiens hypothetical protein (HSU79252), mRNA 


NM 013386 


Homo sapiens hypothetical protein (DKFZp586G0123), mRNA 


NM 013313 


Homo sapiens hypothetical protein (AF060862), mRNA 


NM 019116 


Homo sapiens similar to ubiquitin binding protem (UBrH), mKJNA 


NM_0 18961 


Homo sapiens ubiquitin associated and SH3 domain containing, A (UBASH3 A), 
mRNA 


NM 018968 


Homo sapiens syntrophin, gamma 2 (SNTG2), mRNA 


NM 018967 


Homo sapiens syntrophin, gamma 1 (SNTG1), mRNA 


NM 018969 


Homo sapiens super conserved receptor expressed m brain 3 (bKbtfi), mKJNA 


NM_0 18964 


Homo sapiens solute carrier family 37 (glycerol-3 -phosphate transporter), 
member 1 (SLC37A1), mRNA 


NM 018945 


Homo sapiens phosphodiesterase 7B (PDE7B), mRNA 


NM 019066 


Homo sapiens MAGE-like 2 (MAGEL2), mRNA 


NM 019060 


Homo sapiens NICE-1 protein (NICE-1), mRNA 


NM 019099 


Homo sapiens hypothetical protein (LOC55924), mRNA 


NM 019003 


Homo sapiens spindlin-like (LOC54466), mRNA 


NM 018952 


Homo sapiens homeo box B6 (HOXB6), mRNA 


NM 018951 


Homo sapiens homeo box A10 (HOXA10), mRNA 


NM 018942 


Homo sapiens homeo box (H6 family) 1 (HMX1), mRNA 


NM 019109 


Homo sapiens beta- 1,4 mannosyltransf erase (HMT-1), mRNA 


NM 019052 


Homo sapiens HCR (a-helix coiled-coil rod homologue) (HCR), mRNA 


NM 018985 


Homo sapiens hypothetical protein (HCGIV.9), mRNA 


NM 019096 


Homo sapiens GTP binding protein 2 (GTPBP2), mRNA 


NM 018949 


Homo sapiens G protein-coupled receptor 14 (GPR14), mRNA 


NM 019048 


Homo sapiens hypothetical protein (FLJ20752), mRNA 


NM 019086 


Homo sapiens hypothetical protein FLJ20674 (FLJ20674), mRNA 


NM 019040 


Homo sapiens hypothetical protein (FLJ20498), mRNA 


NM 018988 


Homo sapiens hypothetical protein (FLJ20330), mRNA 


NM 019005 


Homo sapiens hypothetical protein (FLJ20323), mRNA 


NM 019027 


Homo sapiens hypothetical protein (FLJ20273), mKJNA 


NM 019008 


Homo sapiens hypothetical protein (FLJ202J2), mKJNA 


NM 019000 


Homo sapiens hypothetical protein (FLJ20152), mKJNA 


NM 019087 


Homo sapiens hypothetical protein FLJ20051 (FLJ20051), mRNA 


NM 018996 


Homo sapiens hypothetical protein (FLJ20015), mRNA 


NM 019021 


Homo sapiens hypothetical protein (FLJ20010), mRNA 


NM 019018 


Homo sapiens hypothetical protein (FLJ1 1 127), mRNA 


NM 019084 


Homo sapiens hypothetical protein FLJ10895 (FLJ10895), mRNA 


NM 019070 


Homo sapiens hypothetical protein {£L,j ivuj.), hiivi>a 


NM 019088 


Homo sapiens hypothetical protein F23149 1 (F23149 1), mRNA 


NM 019002 


Homo sapiens ETAA16 protein (ETAA16), mRNA 


NM 019114 


Homo sapiens EHM2 gene (EHM2), mRNA 


NM_0 18973 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 3 (DPM3), 
mRNA 
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NM 018959 


Homo sapiens DAZ associated protein 1 (DAZAP1), mRNA 


NM 019098 


Homo sapiens cyclic nucleotide gated channel beta 3 (CNGB3), mRNA 


NM 018958 


Homo sapiens chromosome 15 open reading frame 2 (C150R1<2), mRNA 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM 000552 


Homo sapiens von Willebrand factor (VWF), mRNA 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fundus dystrophy, 
pseudoinflammatory) (TIMP3), mRNA 


NM 003255 


Homo sapiens tissue inhibitor of metalloproteinase 2 (TEVEP2), mRNA 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, 15kD (SDHC), nuclear gene encoding mitochondrial protein, mRNA 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHB), nuclear gene encoding mitochondrial protein, mRNA 


NM 006745 


Homo sapiens sterol-C4-methyl oxidase-like (SC4MOL), mRNA 


NM_006860 


Homo sapiens putative GTP-binding protein similar to RAY/RAB1C (RAYL), 
mRNA 


NM_000531 


Homo sapiens ornithine carbamoyltransferase (OTC), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000607 


Homo sapiens orosomucoid 1 (ORM1), mRNA 


NM 002538 


Homo sapiens occludin (OCLN), mRNA 


NM 002301 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 1, mRNA 


NM 017448 


Homo sapiens lactate dehydrogenase C (LDHC), transcript variant 2, mRNA 


NM 000892 


Homo sapiens kallikrein B, plasma (Fletcher factor) 1 (KLKB1), mRNA 


NM 002193 


Homo sapiens inhibin, beta B (activin AB beta polypeptide) (INHBB), mRNA 


NM 002191 


Homo sapiens inhibin, alpha (INHA), mRNA 


NM 002015 


Homo sapiens forkhead box Ol A (rhabdomyosarcoma) (FOXOIA), mKJNA 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXE1), mRNA 


NM 000804 


Homo sapiens folate receptor 3 (gamma) (FOLR3), mRNA 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


Homo sapiens BAH -associated protein 1 (BAIAP1), mRNA 


NM 004925 


Homo sapiens aquaporin 3 (AQP3), mRNA 


NM_007182 


Homo sapiens Ras association (RalGDS/AF-6) domain family 1 (RASSF1), 
mRNA 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retardation) (CLN8), mRNA 


NM 016936 


Homo sapiens ubinuclein 1 (UBN1), mRNA 


NM 012406 


Homo sapiens PR domain containing 4 (PRDM4), mRNA 


NM 018728 


Homo sapiens myosin 5C (MYOSC), mRNA 


NM_017540 


Homo sapiens hypothetical protein DKPZp586H0623 (DKFZp586H0623), 
mRNA 


NM 018651 


Homo sapiens zmc finger protein (ZFP), mRNA 


NM 017503 


Homo sapiens surfeit 2 (SURF2), mRNA 


NM 018419 


Homo sapiens SRY (sex determining region Y)-box 18 (SOX 18), mRNA 


NM 018427 


Homo sapiens RNA polymerase I transcription factor RRN3 (RRN3), mRNA 


NM 018545 


Homo sapiens hypothetical protein PR02955 (PR02955), mRNA 


NM 018525 


Homo sapiens hypothetical protein PR02369 (PR02369), mRNA 


NM 018520 


Homo sapiens hypothetical protein PR02268 (PR02268), mRNA 


NM 018605 


Homo sapiens hypothetical protein rKUl / / / (.rKUi / / uuuna 


NM 018573 


Homo sapiens hypothetical protein PRO 1068 (PRO 1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO 1051 (PRO 1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0S00), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 


Homo sapiens PR domain containing 5 (PRDM5) 5 mRNA 


NMJU7534 


Homo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 
mRNA 


NMJH8461 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS026 (MDS026), mRNA 


NM 018559 


Homo sapiens hpopolysacchande specific response-7 protein (LSR7), mRNA 


NM 018694 


Homo sapiens HSVT binding protein (LOC55913), mRNA 


NM 018663 


Homo sapiens 22kDa peroxisomal membrane protem-like (LOC55895), mRNA 


NM 018640 


Homo sapiens neuronal specific transcription factor DAT1 (LOC558S5), mRNA 


NM 018639 


• n t i • • T-X 1 1 \ , • ST y""v S^\ F & C% f» A X TV "VTA 

Homo sapiens CS box-containing WD protein (LOC55884), mRNA 


NM (H8449 


Homo sapiens AD-012 protein (LOC55833), mRNA 


NM_018658 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 16 
(KCNJ16), mRNA 


NM 018671 


Homo sapiens hypothetical protein (IRO039700), mRNA 


NM 018439 


Homo sapiens hypothetical protein IMPACT (IMPACT), mRNA 


NM 017521 


Homo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017526 


■ww ' -f ■ lil . * STT(*\ y""VT*fcT^ ^"~*T"» T"\\ Tpfc \ T 1 

Homo sapiens leptm receptor gene-related protem (HSOBRGRP), mRNA 


NM 017513 


Homo sapiens metaphase chromosome protein 1 (HSMCR30), mRNA 


NM 017532 


•wr • s~ r a ' STTft A Tr> A /"V r~ \ yMlT A 

Homo sapiens p65 protein (HSAJ2425 ), mRNA 


NM 018682 


•m--r • 1 .1 . 1 j * TTTN/tl JTif*IS\ A TV / 1 ll\ y*TH A"/*~^ /A AT\\ TlTk. T A 

Homo sapiens hypothetical protein HDCMC04P (HDCMC04P), mRNA 


NM 018680 


Homo sapiens hypothetical protem HDCGC21P (HDCGC21P), mRNA 


NM 018428 


Homo sapiens hepatocellular carcinoma-associated antigen 66 (HCA66), mRNA 


NM 017528 


Homo sapiens putative methyltransferase (HASJ4442), mRNA 


NM 017964 


Homo sapiens hypothetical protein FLJ20837 (FLJ20837), mRNA 


NM 017952 


Homo sapiens hypothetical protem FLJ20758 (FLJ20758), mRNA 


NM 017936 


Homo sapiens hypothetical protein FLJ20707 (FLJ20707), mRNA 


NM 017933 


Homo sapiens hypothetical protein FLJ20701 (FLJ20701), mRNA 


NM 017931 


• i ,i . • i . • ■»— »t Tm"\s r e\f\. St~*T ts% s\ s~ r\.s\\ t»"xt a 

Homo sapiens hypothetical protem FLJ20699 (FLJ20699), mRNA 


NM 017911 


Homo sapiens hypothetical protein FLJ20635 (FLJ20635), mRNA 


NM 017898 


Homo sapiens hypothetical protem FLJ20605 (FLJ20605), mRNA 


NM 017888 


Homo sapiens hypothetical protein FU20581 (FLJ20581), mRNA 


NM 017865 


Homo sapiens hypothetical protein FLJ20531 (FLJ20531), mRNA 


NM 017855 


Homo sapiens hypothetical protein FLJ20513 (FLJ20513), mRNA 


NM 017849 


Homo sapiens hypothetical protem FLJ20507 (FLJ20507), mRNA 


NM 017845 


Homo sapiens hypothetical protein FLJ20502 (FLJ20502), mRNA 


NM 017842 


Homo sapiens hypothetical protem FLJ20489 (FLJ20489), mRNA 


NM 017820 


Homo sapiens hypothetical protein FLJ20433 (FLJ20433), mRNA 


NM 017806 


-w* • -1 , -t j • *1 . • ■w-'l" S\ A f\ S~ ST-'T T**\ S\ A S\ S~"\ T> "VTA. 

Homo sapiens hypothetical protem FLJ20406 (FLJ20406), mRNA 


NM 017800 


TT • 1 . i . • i .« T~»T T/^ S\ S\ f* ST~*T T?> S\ O S\ O \ T» "X T A 

Homo sapiens hypothetical protem FLJ20393 (FLJ20393), mRNA 


NM 017795 


Homo sapiens hypothetical protein FLJ20378 (FLJ20378), mRNA 


NM 017794 


Homo sapiens hypothetical protein FLJ20375 (FLJ20375), mRNA 


NM 017768 


Homo sapiens hypothetical protein FLJ20331 (FLJ20331), mRNA 


NM 017757 


Homo sapiens hypothetical protein FLJ20307 (FLJ20307), mRNA 


NM 017749 


TT * 1 . ■« i . -f~»T T?\ f\f> f\ A ST-'T Tf\ /\ryf\ A\ T\ "V T A 

Homo sapiens hypothetical protein FLJ20294 (FLJ20294), mRNA 


NM 017733 


Homo sapiens hypothetical protem FLJ20265 (FLJ20265), mRNA 


NM 017732 


Homo sapiens hypothetical protein FLJ20262 (FLJ20262), mRNA 


JNM U17/3U 


xiomo sapiens nypotneticai protem rL t j^yjz.Dy yry^jzAjzoy), mKiN/\ 


NM 017723 


Homo sapiens hypothetical protein FLJ20245 (FLJ20245), mRNA 


NM 017720 


Homo sapiens hypothetical protein FLJ20234 (FLJ20234), mRNA 


NM 017715 


Homo sapiens hypothetical protem FLJ20216 (FLJ20216), mRNA 


NM 017667 


Homo sapiens hypothetical protein FLJ20097 (FLJ20097), mRNA 


NM 017652 


Homo sapiens hypothetical protein FLJ20070 (FLJ20070), mRNA 
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TvTTV/T nn/coc 

JNJVL U 1 /ojj 


cni^nc hw.nthpHr.a1 nrotein FLJ20039 OFLJ20039), mRNA 
xj^r, canine liAmnthp.iHr.al nrotein FLJ20036 (FLJ20036), mRNA 


JNJVL 0 1 /Co/ 

\TKyf HI 7£9A 

JNJVI Ul /OZ*t 


Homo sani™* hvr^tVipHral protein FLJ20019 (FLJ20019), mRNA 


XTTV/f H 17£9^ 
INIVl Ul / OZj 

"MTV/f Ol R^QO 
INIYI 


Homo sarins hvpntViP.tir.a1 protein FLJ20018 (TLJ2001S), mRNA 
Homo sapiens hypothetical protein FLJ11323 (FLJ1 1323), mRNA 


TsUV/T niR^R9 
INIVI v/ 1 Oj OZr 


Homo sapiens hypothetical protein FLJ1 1292 (FLJ1 1292), mRNA 


"KTM 01 8^7 

J.N AVI. vlOJJ / 


Homo sapiens hypothetical protein FLJ1 1 137 (FLJ1 1 137), mRNA 


JN1VL UlOJZU 


w™™ c*niRnQ hvnothetical nrotein FLJ1 1099, (TLJ1 1099), mRNA 


XTTV/T A1 R^1 7 
INIVI U 1 oj 1 / 


Homo Qsmipns hvnothetical nrotein FLJ1 1082 (FLJ1 1082), mRNA 


1NIV1 UIojUI 


Homo sanien* hYpnthr.tifial protein FLJ11016 (FLJ11016), mRNA 


JNJVL UIoZtO 


u^r* Coptic hvonthrtieal nrotein FLJ11000 (TLJ1 1000), mRNA 


"X.TA A Ol QOG1 


w nmn Q^mPTu; hvnothetical nrotein FLJ10986 (FLJ10986), mRNA 


xnvvr ni coon 
JNJVi u 1 oZyy) 


Homo aniens hvnothetical nrotein FLJ10983 (FLJ10983), mRNA 


XTTv/T HI R9R0. 
JNJVl UloZoU 


TTmnn c^niPTiq hvnothetical nrotein FLJ10945 (FLJ10945), mRNA 


JN 1V1 UloZOO 


h™™ c^nipr»Q hvnothetical nrotein FLJ10902 (FLJ10902), mRNA 


JN1V1 UIoZOj 


Homo sanien* hvnothetical protein FLJ10898 (FLJ10898), mRNA 


IN IV! U 1 oZ'f 7 


Homo canipn^ hvnothetical nrotein FLJ10867 (FLJ10867), mRNA 


XTN/T ni 89^ 
JN1VL UIoZjj 


h™™ canipnQ hvnothetical nrotein FLJ10826 fFLJ10S26), mRNA 


JN1VI U15ZUZ 


Hnmo canipn^ hvnothetical nrotein FLJ10747 CFLJ10747), mRNA 


jnjvi uioiy^f 


Homo ^aniens hvnothetical protein FLJ10724 (FLJ10724), mRNA 


JNJVI uioiyi 


Homo <?anien<; hvnothetical nrotein FLJ10716 (FLJ10716), mRNA 


JN1V1 Ulolj^t 


Homo «;anien«5 hvnothetical nrotein FLJ10547 (FLJ10547), mRNA 


XTA/T o 1 R 1 11 
JN1VI U I o 1 3 i 


Homo cjaniens hvnothetical nrotein FLJ10540 (FLJ10540), mRNA 


INIVI UlolZ** 


Hott.0 canipn^ hvnothetical nrotein FLJ10520 (FLJ10520), mRNA 


XTTV/T A 1 R 1 1 A 


u^mr, C5»r*ipnc hvnothp.Hnal nrotein FLJ10496 (TLJ10496), mRNA 


IN 1VA UlOlu/ 


Homo sapiens hypothetical protein FLJ10482 (FLJ10482), mRNA 


XTA/f fkl ROQR 
INIVl UIOUi^o 


Hr^mo car»^pn<: hvnothetical nrotein FLJ10461 (FLJ10461), mRNA 


INIVl U 1 ovOJ 


Homo sapiens hypothetical protein FLJ10402 (FLJ10402), mRNA 


iNivi \j i ou / y 


Homo Qam'p.™ hvnothetical nrotein FLJ10379 (FLJ10379), mRNA 


JNJVI UJoUOJ 


Wottio canipnQ hvnothetical nrotein FLJ10339 (TLJ10339), mRNA J 


INIVl V 1 otPOZ. 


Homo <5a™>nq hvnothetical nrotein FLJ10335 (FLJ10335), mRNA 


xr\/f aira^q 

JNJVI U16UJ7 


Homo Qanipns hvnothetical nrotein FLJ10324 (FLJ10324), mRNA 


JN1V1 UioUZO 


Homo ^aniens hvnothetical nrotein FLJ10307 (FLJ10307), mRNA 


XTN/T A1RA4A 

jNivi yj i ow^o 


Homo canipn^ hvnothetical nrotein FLJ10283 (FLJ10283), mRNA 


INIVl \J I oUUO 


Homo canipns hvnothetical nrotein FLJ10140 (TLJ10140), mRNA 


xnv/f airaaa 

IN 1VI U 1 oUUH 


Homo Qanipns hvnothetical nrotein FLJ10134 (FU10134), mRNA 


"NTN/T A 17000 


Homo sapiens hypothetical protein FLJ101 1 1 (FLJ101 1 1), mRNA 


MlVf 017009 
iniva v/ 1 / yy ±* 


Homo sapiens hypothetical protein FLJ10083 (FLJ10083), mRNA 


IMN/T A 17001 
INIVl U I /y!7 1 


Homo canipns hvnothetical nrotein FU10081 (TLJ10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ 10043), mRNA 


TvTN/T A1 7Q7^ 

JNJVI ui /y /D 


Wnmn Qanierr? hvnothetical nrotein FLJ10036 (FLJ10036), mRNA 


NM 017973 


Homo sapiens hypothetical protein FIJI 0034 (FLJ10034), mRNA 


NM 01 /olu 


Wrtmn canieiKi hvnnthetical nrotein DKFZn761D081 (DKFZp761D081), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


ISM_U1 /oyu 


Wnmn «mi(w hvnothetical nrotein DKFZo434K0920 (DKFZp434K0920), 
mRNA 


NM_0 17566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522) 5 
mRNA 


NM_017612 


Homo sapiens hypothetical protein DKFZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), mRNA 
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NM 018656 


Homo sapiens bladder cancer overexpressed protein (BUJV l), mKJNA 


NM_0 18702 


Homo sapiens double-stranded RNA specitic adenosine deaminase iajjak^;, 
mRNA 


NM 014160 


Homo sapiens HSPC070 protein (HSP( J_)70). mKJNA 


NM_004288 


Homo sapiens pleckstrm homology, bee / ana coiiea/con oomamb, omuiiig 
protein (PSCDBP), mRNA 


NM 004060 


Homo sapiens cyclin ul (CCJNul), mKJNA 


NM 006521 


Homo sapiens transcription tactor uinamg xo l^jmivi ciuidiiocx d yLmjj, nu.vn.n. 


NM 007035 


Homo sapiens keratocan (KJbKA), mKJNA 


NM 000546 


Homo sapiens tumor protein pDi (l^i-rraumem synarome; ^itddj, mru^n. 


NM 003015 


Homo sapiens secreted irizzled-related protein d ^or xsjtd ), mi^rs/^ 


NM 003012 


Homo sapiens secreted mzzled-related protein i ^^rru' i) 9 misssi\ 


NM 017414 


Homo sapiens ubiquitm specmc protease 15 (Ubr 15), mKJNA 


NM 016525 


Homo sapiens ubiquitm associated protein curs at ), mru.N/\ 


NM 017442 


Homo sapiens toll-like receptor y (1LKV), mKJNA 


NM 016937 


Homo sapiens polymerase (DNA directed), alpna ^rui^Aj, mtuN a 


NM 016931 


Homo sapiens NADPH oxidase 4 (MUX4), mKJNA 


NM 017433 


Homo sapiens myosin IEA (MY 03 A), mRNA 


NM 016946 


Homo sapiens junctional adhesion molecule (JAM), mKJN A 


NM 005536 


Homo sapiens inositol(myo)-l(or 4)-monopnospnatase 1 (UVLPAi;, mKJNA 


NM 017410 


Homo sapiens homeo box C13 (HOXC13), mRNA 


NM 017409 


Homo sapiens homeo box C10 (HOXC10), mKJNA 


NM_015922 


Homo sapiens NAD(P) dependent steroid dehydrogenase-like; H105e3 
(H105E3), mRNA 


NM 004129 


Homo sapiens guanylate cyclase 1, soluble, beta I (OUCY irszj, itikjn a 


NM_017423 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosarmnyltransterase / (uallNAc-i /) ^aj-.ini /), mruN/v 


NM 016947 


Homo sapiens G8 protein (OS), mKJNA 


NM 017434 


Homo sapiens dual oxidase 1 (DUOA1), mKJNA 


NM 012143 


Homo sapiens tuftelin-interacting protein (TIP39), mRNA 


NM 017418 


Homo sapiens deleted m esophageal cancer 1 (L)JiUl), mKJNA 


NM 016929 


Homo sapiens chloride intracellular channel 5 (CLIC5), mRNA 


NM 017413 


Homo sapiens apelm; peptide hgand for APJ receptor (ArbiJJN), mKJNA 


NM 000477 


Homo sapiens albumin (ALB), mRNA 


NM_007235 


Homo sapiens exportin, tRNA (nuclear export receptor tor tKJNAs) (JsJ? ui), 
mRNA 


NM_004585 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 
(RARRES3), mRNA 


NM 002134 


Homo sapiens heme oxygenase (decycling) 2 (HMUA2), mKJNA 


NM 002100 


Homo sapiens glycophonn B (includes bs blood group) (uYrJ5), mKJNA 


NM 002099 


Homo sapiens glycophorin A (includes MN blood group) (GYP A), mRNA 


NM 005708 


Homo sapiens glypican 6 (GPCo), mRNA 


NM_013280 


Homo sapiens fibronectin leucine rich transmembrane protein 1 (FLRT1), 
mRNA 


NM 001304 


Homo sapiens carboxypeptidase D (CPD), mRNA 


NM_013410 


Homo sapiens adenylate kinase 3 (AK3), nuclear gene encoding mitochondrial 
pro icm, iiijviNA . 


NM_002161 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant short, 
mRNA 


NM_013417 


Homo sapiens isoleucine-tRNA synthetase (IARS), transcript variant long, 
mRNA 


NM 015836 


Homo sapiens tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2), 
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nuclear gene encoding mHOCiiunuridi pivjtt'iii, uuvii^ 


NM 004992 


TT nw „ oo-K>i^nc m«»tiwi pn^ KinHincr nrAtein 2 fRett svndrome^ fMECP2^ mRNA 
Homo sapiens rnetnyi i^pvj omumg pujit/iii ^ v AVUtt ^.y iAVii wiaav -v v j - vj - l ^ v ^ j - * 


NM 003926 


tt-^-. cinnianc m^t-nx/l -f"Y»f"r VnnH-mo- Hnmain "nrotein 3 f]\4J3J33 1 mRNA 

XiOTTlO S3.plGIlo ITlCLIiy 1 V^-pvJ UlllUlllg UAJ111CU11 ^luinn ~J ^iYXiJxy-/;, iiiivi^v 


NM 006150 


xlOITlO sapiens i -P i v» u.oind.111 uniy u ^iviwu;, ii.u.\_L>-r-\. 


TvTTV If A1 O /JO 1 

NM__01343 1 


Tjrtrvirv com'pnc Villf»r ppll Iprtiri-lilrp rpp pnfor subfamilv C member 4 fKLRC4\ 

rlOrnO Sa.pieilo IVlllCl vCU 1CW^U11-11jvC> ICA^wpiAJl. ao-xxxxij uiwtuwwi « 
mT?"NJ A 


XTN/f An 1477 


"PTatyia cantpnc: f»noT5»i1pfl TlAmoloo - 2 ftiN2^ mRNA 


TvT\yf AA1 /17/C 

NM UU14ZO 


T-I/vrvir* oonipn c e*r\ err i 1 C*ri ViATnAloO" 1 ^T^N^l i TTlTv In A 


TVTA A f\C\1 AAK 

NM UU3443 




NM UlOZ/U 


rr rtrnn CQn i PT1 Q 7 i nr fincrer -nrnteiTi ^ZFD^S^ ^ /,h 1325^) mRNA 


NM U13oj3 


TJ Arnr , ooniPiiC W/i1mC film AT fpH TTTntPITl (W/ 1 1 - 1 1 TtlRNA 


XTA l\ ai C O^O 

JNJYL UlDo/j 


Wrtmr\ cQrtipnc Trill in-1iVp (\f\ I T ^ mRNA 

rxOITlO JS dpi CI lb vllllJ.l-ll.rkA-; y \ xx^±-/j y iiixvx^i^i. 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM 0163/O 


TT rtwrv oot-*-i<ane Tro*-i oklp nVl^rCTf* nrAtPITl An ^ WltH tWO TGDeatS rVCX"2r J. HlRNA 

tiomo sapiens varia.uic uiidrgc piuLcin kjh yv wim iww i^-pv/auj ^ v v_^^v x*«.-^j.-»i ». 


"VTA K A 1 £L A 1 H 

NM 01 643/ 


rlomo sapiens tuDuiiri, gainiiia z, v i udu^^, iiir\j.>^ 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM 016089 


rlomo sapiens rvj^\Jc>-zinc linger proiem o^r 1-1 ^oz^jr imviNr\ 


NM__013272 


rlomo sapiens solute carrier iamny zi ^orgdnio diiiuii ucuibpund^, iiit,inu^i a ± 
(bl^C/ 1 Al l ), rnxciN/Y 


NM 015926 


rlomo sapiens putative secreteo protein 1 ^, iiiivin^v 


-v. TX K A1 ^"OO^ 

NM_0l6224 


rlomo sapiens oiIj ana rA oomain-coniainmg piuicm onjr^vi w AAJA • r *- l /> 
mRNA 


NM 016276 


rlomo sapiens serum/giucocorticoici reguiaicu KJiicibc z. ^ovjxv^-^, iiix\-i.^-rY 


NM 015884 


Homo sapiens b2r protein vozr j, iiumna 


NM 016356 


riomo sapiens kuzo v ivuz,7, nixsj.>i^v 


NM 016321 


rlomo sapiens injq type giyooproiciii v- rv - n ^ /VJ )•> 1AAXV1> ^ 


NMJ 15900 


Homo sapiens phosphatidylserine-specific phospholipase A 1 alpha (PS-PLA1), 
mKJN/\ 


NM 0lO!>33 


riomo sapiens ninjumi z ^injj.njz.^ ? iiixvln^-v 


NM 016641 


rlomo sapiens memorane interacting pruicm ui ivuoiu v iVAA - AV A 11 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (TVIAN1), mRNA 


NM_0 16249 


rlomo sapiens melanoma antigen, iamny jz/, i, oaiicci/icbub £>pc^iiiv \vfx.r^\-*\~>i-jLji 
mJKJN/V 


NM OloijJ 


riomo sapiens i^ w - 1 w - i j , nirv-i> 


NM UiODjl 


tt^-,,^ cs^jtx-J pn o cp^fpri rrc*ncrrif»rn Amnp ■nrAfpin 'TlvT7Sr , 3 ( 1 1VI7SF3 i. ITlRNA. 
rxOmO So-PlCIlo oCVCll lldllolllClllUidiit' pi^it-iii i ivA / uj. -j \ a -lt j. / »-» x iiu-vA 1^ 


TvTTV A A 1 < 7 Q 


u nrY1 A canipnc ATPacp ^rrrin AnbA<?r>ViAlinifl rransnorter-lilce Class I. tvoe 8A, 

riOniO odpiCllo rl V r ClOC ? tUllAUVjpiUJopilvJlipid uanoj/uiiwi. Ailvv ; -^5 k, «/r' w ' 

m^mbpr 0 /"ATPRA? i mRNA 


ATA A A1 ^4^7 


tr nnin cnTvipn*: c:\rnorptiri (1 OCS1749i mRNA 


NM Oioioz 


TJy-xrvi^ conipnc o-l-»TP»l-in nvpnnrcnr 0(^^173^1 mRNA 

riomo sdpienb gnrcim picuuioui \x->\-j\^^j i / jo/> 


TvTA/f A1 A77A 
JNJV1 UlOZ/U 


ti nmn canienc: TCmnnpl-liVe factor fLOC51713\ mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


"XTTV K A1 /TOO 1 

NM 016231 


riomo sapiens nemo-iiKe Kinase ^njtJ i /v/x^ 3 imvi^n. 


NM 016225 


Homo sapiens ixxllj type in a proicin ^lu^/J iu^oy, nuu^n. 


NM 016219 


Homo sapiens alpha 1 5 2-mannosidase (LOC51697), mRNA 


NM 016217 


Homo sapiens nxiJLJv^- ior nomoiog oi L/rosupnna ncautdac v LL ' v - / *' iu7U /j uum^^ ». 


NM_oioiyy 


u-.-./v coniprc t t A cWQ XT A oecnpi Qrri-lilv p r>rotein LSm7 ,OC!5 1 690^ 

HOmO Sapiens UO SnJ\J.N/\."dSbOt/ldtCU olll Hi^t ^iuiviu xwum/ ^j-ivwiuyuy, 

nxRNA 


NM 016171 


Homo sapiens prothymosin a!4 (LOC51685), mRNA 


NMJ316447 


Homo sapiens MAGUK protein p55T; Protem Associated with Lms 2 
(LOC5 1678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein ( LOC5 1 668), mRNA 


NM 016H8 


Homo sapiens NY-REN- 18 antigen CLOC51667), mRNA 
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NM 016079 
NM 016062 
NM 016057 


Homo sapiens CGI-149 protein (Iajudiodzj, nuvLN^v 

Homo sapiens CCxL-lzb protein (iaa^j lo^- / ), iiuvin^ _ — 

Homo sapiens UOl-l-iU protein (luL/Jio^h;, ii_isj.n_^_ _ — — 


NM 016056 


TTrvmn Rsmfins CAtJ-1 iV DrOtem (LAJLOIO^OJ, uusa\i\ . 1 


NM 016047 


Homo sapiens CCjl-i 1U protein (JbiJLOiojyj, ihrina _j 


NM 016016 


Homo sapiens CCjI-69 protein (LULD ioz^j, ir_tu>i/Y _ — 


NM 016008 


Homo sapiens CCxL-oU protem (^lajlo lozo;, mruN/\ i 


NM 015995 


Homo sapiens Kruppel-lilce tactor 13 ^.vJLr u), mru-N/^ ___| 


NM 015980 


Homo sapiens HMF19 protem jLULD loi / J, iiuuna _ — 


NM 015958 


Homo sapiens CCxL-iU protein ^iaxo 101 1 j, mruN-fv _j 


NM 015941 


Homo sapiens Laxl-1 1 proxem vj-'vJ^:? aouoj, iiits-in/^ 


NM 015937 


Homo sapiens L^CxL-Uo proiem ^LvW^-? i dw;, iiijnj.n_"- . 


NM 015929 


Homo sapiens lipoylxransierase (iaa_oiouij, mraNA _ — 


NM 015921 


tt : ~ j • r _i r»o+-i^n +rvi#»-ror»t nmtpin PTTTA rt .OP5 1 5 96\ mRN A. 

Homo sapiens divalent canon xoierani proiem ^^^^ UUVi ^ _i 


NM 015908 


Homo sapiens arsenate resistance piotem /vtvoz ^/vrs.oz,^, _x_xvi>_-_ — j 


NM 015875 


tt — • _ ,,^_^^___ < J TJT?T?\/ TT Tvrr*tf»in PT OPS 1 SRI ^ TTlRNA 

Homo sapiens unnamed. riCz-Kv -±i proxem ^la^v^ j ijoi;, nixvi^r-v. — — i 


NM 015874 


tt ~ tt <~\XT \^**Akt-i rr fn^fAr 1 ("X OP^ 1 S 80^ TTlT^NA 

Homo sapiens H-2K binding iactor-z (lul-juouj, uiivln^ 


NM 016283 


Homo sapiens adrenal gland protem ivu-uu^f (luljij / oj, ixxrsa><^v 


NM 016644 


Homo sapiens mesenchymal stem ceil proxem uout i^^ J lJJ ^> — 


NM 016643 


tt nf 0 m /-oil T>f^tf>in tiqpj.^ rr OPS 1 ^^^^ mRNA 1 
Homo sapiens mesenchymal stem cell protem liol^ ^luwujj;, llimm 


NM 016642 


Homo sapiens beta V spectrin (Jt3brliL.v; ? mtuN/v j 


NM 016638 


Homo sapiens SRp25 nuclear protein ^iaj^o i3£y) 9 uusssjx i 


NM 016637 


Homo sapiens ncaml (LOC5 1328), mRNA 1 


NM 016633 


Homo sapiens EDRF protem (LOC5 1327), mKJNA J 


NM 016625 


Homo sapiens hypothetical protein (LULd ij iy), niKJN/v 


NM 016622 


Homo sapiens hypothetical protein (LOC5 1318), mRNA I 


NM 016621 


Homo sapiens hypothetical protem (LOC5 li 1 /), mKN A 


NM_0 16609 


Homo sapiens hBOIT for potent bram type organic ion xransporxer ^i_/v^^) id lvj, j 
mRNA — J 


NM 016606 


Homo sapiens SGC32445 protein (LOC5 1308), mRNA | 


NM_016591 


Homo sapiens core Z Deta-i ? o-iN-acexyigiucob<iiiuiiyiuaii&ic;icio^ ^ ^v^v^^x^vxy, 
mRNA 


NM 016585 


Homo sapiens testicular naploid expressed gene ^i*iE\_r;, mtsj.>j/\ i 


NM 016573 


Homo sapiens Gem-interactmg protein ^UL-Oizyi;, mKiN/v 


NM_016568 


-tt /^i * <-lA ••£»^£»i-k+>~vt- CAT T*T? • c/%Tn5»Tr\c1"f4'hTi Jinn 3Tioio1"Cnsm— 1 

Homo sapiens Cr-protem coupled receptor o/vi^rrs., somdiobuiLiii anu diigiut&uani 
like peptide receptor (JLULo Izoy), itikjna . 


NM 016566 


TT " ^« /T P^P , <109C^ tmBXTA I 

Homo sapiens pparl (lAXo lzoo;, mKJN/v 


NM 016563 


Homo sapiens Ris 12s5), ixiKJNA 


NM 016548 


Homo sapiens golgi membrane proxein \jr / d ^lu^ji^ou;, uu^^n. 


NM 016499 


Homo sapiens hypothetical protein ^jlajlo izoy), itiivln/v 


NM 016490 


Homo sapiens hypothetical protein (LOC5 1252), mRNA 


NM 016466 


Homo sapiens hypothetical protem (LUL^ iZ3y), mKJNA 


NM 016459 


Homo sapiens hypothetical protein (.LOUD YZ5 /), mtoN a j 


NM 016449 


Homo sapiens hypothetical protein (LOC5 1233), mRNA 1 


NM 016440 


Homo sapiens VRK3 for vaccinia related lanase 5 (LUto iz^ i mtuN a 


NMJH6427 


Homo sapiens transcription elongation tactor (bill) elongm az ^tncu;, 
rnrviN/\ . — ■ 


NM 016423 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 


NM_016361 


Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC51205), 
mRNA 


NM 016353 


Homo sapiens rec (LOC51201), mRNA 


NM 016349 


Homo sapiens susceptibility protein NSG-x (LOC5 1 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC51 196), mRNA 




U/-\mr\ cQ-nipnc r*\/r*1in./P hinrlino- nrAtpin 1 fT.OPSllQl ) mRNA 
xiomo sapiens t/ycnii-j-* umuiiig pj.ui.wiii x \±-j\-s\s~> j. j. *. j, "^">- 


JNM U 1 0-5 1 / 


U ArYir . conipn c npn+rol cnVii n crr*m\/Rl infl CP f T .OPS 1 1 90^ TTlRNA 

jriomo sapiens neutral spmiiguiiiyeiiiiaoc> v.- L,v - yv -'"- / A aa - lxv - l -^-* v 


NM UloZoo 


XJ^*-»-»rt cnnipnc rarVtAn\r1 rpHnpfilCP fT OPS 1 1 R 1 ^ mRT^JA 

xiomo sapiens caruonyi rcuuoiasc ^a-rv_/v^i ioi;, nirvA^^r*. 


JNM Ulozoy 


l-I^t-nrx conipnc KrmnVirviH pnhonPPr HinHin O" factOT-1 fT^OPSl 176l ITlRNA. 

xioixio sapiens lyinpnoiu cimaiioci unming iaoiui i A L ^^^^ *■ i 


InM_1) 1 oz4o 


tt^^ oonipnc -rptin ol cVin-rt-nlioin H f*lr\/H r a cpn a^p/tp Hunt a retSORz 
xionio sapiens rcunai snoii ~ciiain uciiyuiugGiiaowicLiu.v/Laov' i ^ LUi^ivL 

1 i / vj, ii.LXViN.rY 


JNM UAOZ41 


Urvmn cor\i'pnc pn/^/vmnrMn-l (H OPS 1 1 riQ 1 TTlT^l^JA 

xxomo sapiens cnu.urnu.viii"! ^luv j 1 ±.\jy) y 1 1 ix vj. \ n 


JNM UluZJu 


rr nT « A cc , n i Pnc fl q ATrVh pm nnrn tp i n ViS+hSR 0051 167^ mRNA 
jriomo sapiens xid.vuiiciiiuuiui.ciii u*j 'ujiv v-*— '^"^ A • LVJ * y? nnvi^i*. 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC5 1 1 64), mRNA 


JNM UloZlJ 


xiomo sapiens ini^lji proiein ^lwuj i ioz.j, iiitu.n^\. 


"MTV >T A 1 /CO 1 A 

JNM UloZlU 


xiomo sapiens gzu proiem i iuij, nuvixrv 


XTA yf A 1 1 A 1 

JNM Uiolul 


TjrtTYiA conipnc alnViQ-l 4-XT-arpt\/l crinp AQflmin vl transferase rLOC51146\ mRNA 


JNM UlolZ^ 


u Ani A ccm ipnc nnt^Hvp nrAtpin Idnase NY-RHN-64 antieen fLOC51 135\ mRNA 


x Tfv A A1 <1 OA 

JNJVL_UlulZU 


UnmA conipnc mitntivp rino 'zinp "fincrPT r^TAtPlTt TsTY^-R -43 RTltl 

xiomo sapiens pu.id.Livc 1111^ ^1110 iiiigt-i ^jiuLv^iii ±> x xnj»/x^ « tw^wgvn 


JNM vloUdd 


u Atv1A cQm'pnc OOT-Q0 nrAtpin H OOS1 1 1 M mRNA 
xiomo sapiens v^vji-37u piuicui ^x-fV_/v— 1 1 1^^, nixvi^^v. 


TvTTV/T AI/CAIO 

JNM UlovJ-5Z 


iT nTYin conipnc r^riT-RQ nrnfpin (1 OOS1 1 14^ mRNA 
xiomo sapiens \s\jx oy pioicui ^uv^j 111^ 1 1 11 x_i > a 


XTA A A1/CATA 

JNM U10U3U 


rr Arnn con ; pnc r^OT R7 nrntpin (1 OPS 1 1 1 9^ mRNA 
xiomo sapiens v-/vji-o / protein \ j-»v_/v^j x 1 x^j^ iiiivi^^v. 


JNM UlOUZo 


tfnmn conipnc f^r^T-RS nrnfpin (J OOS 1 1 1 1 ^ mRNA 

xiomo sapiens L/Vji oj piuiciu \x^\j\--j 1 1 1 1 /, uuu^n. 


XTN /T A 1 A AO 1 
JNM UiOUZ/ 


rr rtTYin coniVnc POT-S? nrAtpin H OOS1 1 1 ft\ mRNA 
XlOmO Sd.piCllS \-/Vjl O J piUlClll ^J_/V_/v^^/ JL X x\i j) iiuuin. 


XTN/f A1 /CAOO 
JNM UIOUZZ 


Wrwrn^ conipnc POT-7R nrAtpin n OOS 1 1 07^ mRNA 
xiomo sapiens v^-vjx-/ 0 piuicui ^jltv-'v,-^ 1 iu / j, hlx\±^i^x 


TvTTVvf A1 £A1 S 
JNM UlOUlo 


Vfrxmn conipnc rHT-79 nrAtpin Ci OOS 1 1 mRNA 
XIOITIO So-UlCUS \-*\Jx I £i \ji wit ill ^JLy\_/v^»^ x L\j~r jy illl\^l^jt^. 


JNM UlOUlo 


ij ATriA conipnc <^OT £S nrAtpin OPS 1 1 0^ mRNA 
xiomo sapiens v^ui-uj piuiciu ^jl/V^v^-j i iuj;, iijj.vj.nj-v 


"KTAyf A1 AA 1 1 
JNiVL UiOUi 1 


Lfrtmn conipnc C^CiJ-f\^ nrAtpin CX DPSI 102^ mRNA 


"K.TTVVT A1 /CAA/C 

JNM UloUUo 


TJ^m^ conipnc C^CH nrntpin OPS 1 ftQQ^ mRNA 

xiomo sapiens uuioo proiem (lulj i\jyy) y iiuvin^v 


"X TA A A1 COOQ 

NM vijyyy 


TT A vnr. conipnc PP^T-ZlS nrotpin /'T OPS 1 004^ mRlSTA 

xiomo sapiens v^>vjj.-*+j proLem ^lvjl/J ivytj, nuu>in 


NM UlJ>yoZ 


TJnmn conipnc frptm ppll cnppifip Y-KnY HinHin o nrAtpin rT J OP51087i mRNA 
xiomo sapiens ^cini ecu opeL^inv 1 uua u;iiiu.nig piui^ui \- l>v -' v — ±\s\~> / y ? A *- LLvL,i *■ 


\TTv a A1 ^QA'* 

NM UlDyoo 


ti ATYin conipnc POT-^^ nrAtpin fT OPS107Ri mRNA 
xiomo sapiens v^m-ou piutcin ^x-»v_y\^j lkj / o^ 5 iiu\i>n. 


XTTV>f A1 ^Q<Q 

nm uioyoy 


U ATTir . conipnc POT-^ 1 nrAtpin fT OPS107Si mRNA 

xiomo sapiens v^vji'J i piuicni ^jl->v_/\^^ iu / iiiivi>r^. 


xnv/T m sosn 

iNlVi UIjjjv 


Urtmn conipnc: POT-77 nrotein (\ OC51069^ mRNA 




u Arn n canipns POT-07 nrotein fT OC51068^ mRNA 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


XT\/f A1 il 
NM UID^IH- 


tr ATriA conipnc n\n^ntriptipfl1 nrAtpin (1 OPS 1061 1 mRNA 

X1U111U odpiCilb ll_y pULlieiLL/ai pujtClll yx^v^\^*J L\J\J i jy a* iJ. x_l 


XJAjf Al 1 A 


TJ AmA conipnc Vi\/nnt"hpti pol nrofpin OPS10S7^ mRNA 
xiomo sapiens nypoLiicnuai piuicui ^jlvjv^j iuj / /> nuM^ij. 


xttv a Al ^QA 1 

nm ui^yui 


xiomo sapiens unjvnowu ^Luwivjjj) uixvin^v 


\r\ a Al ^QQl 

NM ViJoyD 


UrtmA com'onc nrpnrnnrnl optin— rplpocino - nPntlfiP M it 1 S 1 () S /. 1 m f\. N A 

xiomo sapiens prcproproiaL/iiii -icicaoing pej^Liu-c ^vyv./-/ 1 vj^y, iiix-vi^^ v 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 

ml? XT A 


\TA A Al C QQA 

NM UOooU 


PTnmo conipnc "RTO liVp 1/1-1 H OPS 1 047^ mRNA 

xiomo sapiens x\jlvj-iik.c ih-i ^LOwiut/^ nu\i>r\ 


Xnv/f Al SS77 
NM U 1 D o / / 


Hnmn conipnc Vmnnpl-OCCApiofpH VlATf nrAtPin rT.P)P51045} TTlRNA 


NM UOouJ 


rr ArnA conipnc curfo /^to n t nrr\fpin R /'T OPS 1 041 ^ mRNA 

xiomo sapiens sunacianx proiem d ^L/vv^jiuhi;, iiixvj.n/-v 


NM U13o3*t 


WAmrv conipnc rpfinmr* or"iH -rPr*pntr\T*— VlPto flCCAPlJltPA ntlPTl rP3Ainff TTSTnC 
X1U111U SclUlCIlS ICllllUlv aoivJ. iCUvpiui utio aoovjC'iat^u v^^^xi ivuumg numw 

/'TOPSin^rt^ mRNA 


"NXN/f Al SQZlQ 
NM UIjo't" 


Urvmn conipnc nonrM-potir* ploctncp 1 1 R OPS 1 0^9^ mRNA 
XlUIilU Sapiens pallOl CallL' ClaoLaaC xxxj yxs\^\s~> l\j ~> j ^ nuu^rx 


XTA A AI/^A^S 

NM UJ.OU/3 


Wnmn conipnc POT 1 4S nrntpin H OPS 1 028^ TTlRNA 

xiumu Sapiens v^vjti-ihj piuicin ^vy^j iv^o^, hixvj.'n^. 


NM 016074 


Homo sapiens CGI-143 protein (LOC51027). mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-1 1 1 protein (LOC5 1015), mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI- 1 2 1 protein (LOC5 1 002), mRNA 
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NM 015948 


Homo sapiens CGI- 19 protein (LOC51000), mRNA 


NM 016040 


Homo sapiens CGI-100 protein (LOC50999), raKJNA 


NM 016571 


Homo sapiens lengsm (LGS), mRNA 


NM 015868 


Homo sapiens NK-receptor (KTR-023GB), mRNA 


NM 016281 


Homo sapiens STE20-like kinase (JIK), mRNA 


NM 016358 


Homo sapiens iroquois homeobox protein 4 (IRX4), mRNA 


NM 016291 


Homo sapiens mammalian inositol hexakisphosphate kinase 1 (lFbKZ), mKJNA 


NM 015848 


Homo sapiens cytokeratin 2 (HUMCYT2A), mRNA 


NM 016506 


Homo sapiens hypothetical protein (HSPC252), mRNA 


NM 016498 


Homo sapiens hypothetical protein (HSPC242), mRNA 


NM 016460 


Homo sapiens hypothetical protein (HSPC192), mRNA 


NM 016390 


Homo sapiens hypothetical protein (HSPC109), mRNA 


NM 016091 


Homo sapiens HSPC025 (HSPC025), mRNA 


NM 016522 


Homo sapiens neurotnmm (HNT), mRNA 


NM 016258 


Homo sapiens high-glucose-regulated protem 8 (HGRG8), mRNA 


NM 016173 


Homo sapiens HEMK homolog 7kb (HEMK), mRNA 


NM 016516 


Homo sapiens tumor antigen SLP-8p (HCC8), mRNA 


NM 016540 


Homo sapiens G protem-coupled receptor 72 (GPR72), mRNA 


NM 012196 


Homo sapiens G antigen 8 (GAGE8), mRNA 


NM 015898 


Homo sapiens HIV-1 inducer of short transcripts binding protem (^Bil ), mKJNA 


NM 016357 


Homo sapiens epithelial protein lost m neoplasm beta (EPLEN ), mRNA 


NM 016218 


Homo sapiens polymerase (DNA-directed) kappa (FOLK), mRNA 


NM 016240 


Homo sapiens CSR1 protem (CSR1), mRNA 


NM 016073 


Homo sapiens CGI-142 (CGI-142), mRNA 


NM 016315 


Homo sapiens CED-6 protein (CED-6), mRNA 


NM 016620 


Homo sapiens hypothetical protem (BM-005), mRNA 


NM 015896 


Homo sapiens BLu protein (BLu), mRNA 


NM 016426 


Homo sapiens G-2 and S-phase expressed 1 (GTSE1), mRNA 


NM_015928 


Homo sapiens androgen-induced prostate proliferative shutoff associated protein 
(AS3), mRNA 


NM 016238 


Homo sapiens anaphase-promoting complex subunit 7 (APC7), mRNA 


NM 016376 


Homo sapiens ANKHZN protein (ANKHZN), mRNA 


NM 016282 


Homo sapiens adenylate kinase 3 alpha like (AKL3L), mRNA 


NM 016453 


Homo sapiens SH3 protein (AF3P21), mRNA 


NM 016614 


Homo sapiens TRAF and TNF receptor-associated protein (AD022), mRNA 


NM_015365 


Homo sapiens Alport syndrome, mental retardation, midface hypoplasia and 
elliptocytosis chromosomal region, gene 1 (AMMECR1), mRNA 


NM 007126 


Homo sapiens valosin-containing protein (VCP), mRNA 


NM 001059 


Homo sapiens tachykinin receptor 3 (TACR3), mRNA 


NM_005963 


Homo sapiens myosin, heavy polypeptide 1, skeletal muscle, adult (M\H1), 
mRNA 


NM 005561 


Homo sapiens lysosomal-associated membrane protein 1 (LAJVLP1), mRNA 


NM 006407 


Homo sapiens vitamin A responsive; cytoskeleton related (TWA), mRNA 


NM 000854 


Homo sapiens glutathione S-transferase theta 2 (GSTT2), mRNA 


NM 002046 


Homo sapiens glyceraldehyde-3 -phosphate dehydrogenase (GAPD), mRNA 


NM_001953 


Homo sapiens endothelial cell growth factor 1 (platelet-derived) (ECGF1), 
mRNA 


NM_000927 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 
(ABCBl), mRNA 


NM 015686 


Homo sapiens TED protein (TED), mRNA 


NM 014070 


Homo sapiens STG protein (STG), mRNA 


NMJ)14069 


1 Homo sapiens SPR1 protein (SPR1), mRNA 
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MM 014068 

1 > 1VJL v JLtvut) 


Homo sanien"? SFFK1 nrotein fSEEKl") mRNA 


NM 014051 


Homo ^aniens PTD01 1 rjrotein fPTDOll # mRNA 

IJLU111U OULf A vl X. X X^r \J X X L^X V/lvlll IX X X^f\J X X J ^ XXXXVX ^ <L A. 


NM 014109 

X tI IVJL V/ X 1. \J *r 


Homo ^aniens PRO2000 nrotein fPRO2000^ mRNA 


NM 014107 

1^1 1VX U I*T1V / 


Homo <?ar>ienq PRO 1992 nrotein fPRO!992't mRNA 

x x \j 1 1 i\j otj-j-jiv^-iio x xvv_v v J/ z/ J—* yjx \j ivxix ^x ivvy iy yz< y 3 iixxvxnxx 


NM 014095 


Homo ^aniens PROl 600 nrotein fPROl 600^ mRNA 


NM 014084 


Homo «;anien«; PRO0806 nrotein fPRO0806^ mRNA 


NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM 01 408? 

iNIVx \j IHWOZi 


TTrvmr* cQni^TiQ PT?00107 nrotpin fPRO0^Q7Y mR"M A 


NM 01419S 

xNIVx VJ 1 H- 1 Z, J 


Homo Qnnipnc PPO0197 nrotpin ^PP^l0197^ mRXTA 
rxuiiiv/ bdpiciib r auuja / pivjicm / j 9 iiixnjln^v 


1\TM O140R1 


T-Tnmr* q^t-uptic PT? O09Q7 nrntpin fPR O09 07^1 mPXTA 

XX IJ 11 1X7 bdpiCIlb I AVJuZ<7 / piUlCill ^rivVJuZ" / ^, IlxxvlN/x, 


NM 014017 

rNxVx \J LH\JD 1 


xxOIIlU octpiCIla IN 1 1 J piO LC 111 ^In 1 I Jy, IIXxvxN/x 


NM 01S167 

XN1VX U1JJU/ 


Wr»mr\ cnnipnc A ATT 1 nrA+pin (1\A 1 1 1 ^ m ir»1 pqt apr>p f»nr»n/1"ivicr mi ^"r\r* Vj r\"n rlt~i q1 

XXVJIIXVJ odJJlCllo IVl 1 l.j 1 L/I\JLClli 1 XVI 1 1 / X y 7 IIUXvIGdl gC/llC CllLUUHlg J.1JJ.LUV/JLXVJJL1U1 1<*1 
LJlVXLwlXXj 1 1 IX VI > A 


NM 014060 


Homo <;anien«; MCT-1 nrotein TMCT-l^l mRNA 


NM 014892 

1 '1 X VX v/ X " O 17 


Homo ^anier»<; KTA A1 1 1 6 Tvmtpin HCTAA1 1 16^ mRNA 

XXvJXlXW odLJlWilo IVXrVii X X X VJ LXXVJlwllX ^IVLtxfVJl X XVXI } 11XXVX >i ix 


NM 014968 


Homo <janipn<? KTA A 1 1 04 nrnfpin CK1A A 1 1 04^ mRNA 


NM 014915 


Unmn <jariiPHQ TCT A A 1 074 nrnfpin CKJA A 1 074i mRNA 


NM 01491 1 

X^CXYX V/l*ty 1 1 


Hnmn <:anipriQ TCT A A 1 048 nrntpin H<CTA A 1 048^ mRNA 


NM 014965 


Homo «3ar»ienc: KT A A 1 04? nrnfpin H<CT A A 1 049 ^ mRNA 


MM 014947 

1 >1YX \JX*"Tj7*-r/ 


Homn QariipnQ TvTA A 1 041 rvmtpin ^TTTA A 1 041 'i mR"NTA 

X XwlilLJ oaXJldlo ivlrvrV X W-t X LJIULdll ^J\Jl/Tl/1l1V 1 tI ^, IIxxvINxt. 


NM 014921 

1 > -LVX V/X*"T.^^»,J 


Homo «?anipn«i TCTA A 0970 r»rntpin ^TCTA A 0970^ mRNA 


NM 015310 


Homo <?anien<; KTA A0942 nrntpin (TCTA A 0942^ mRNA 


NM 015057 

X^lXYX V i JU J / 


Homo ^anien<? KTA A 09 1 6 rvrntpi n (Kl A A 09 1 6^ mRNA 

X X \J 1 i 1 W oilLXIt'llO IvXTLrXv/y 1 u IJx \J Lt^lll 1 JxXfxtxvy XV/ ij llXXVX^xx 


NM 014944 

X>XYX \J X*T^*T fc T 


Homo <;arvipn<; KTA A091 1 nrotpin HSCTAAOQI O mRNA 


NM 014961 

1 XlVX V ltJUl 


Homo <;ariiprn; KTA A0871 -nrotpin fKTA AOR7 1 ^ mRNA 
xxUIllvJ adpiCIlo JVxrA-r\v/0 / x piULCUl yXVJLTx/vv/O / xy ? IlxxVI > xx 


NM 014941 


Homo Qa-nipnQ KTA A0R^2 r»rntpir» f\Cl A AOR^?^ mR"NTA 

XXwillU odpiCIIo XVxxVrxL/ O J Z« piOLClIl ^xVl^rt^rVV/OJ^J, IIIxVINxA. 


NM 01 5176 


Homo cnnipnQ KTA AOR46 nrnfpin /KTA AnS46^ mR"KTA 
xlvJIIHJ odpiCIIo JLVJLrt_rVv/ OHO piULClil ^AvJ-rt-rvV/OHO^, IIlxvlN /x 


NM 01471 S 

1N1VX \J x*-f / xU 


TTr\mr» canipnc KTA AH71 9 o^nf* nmHii^t HiTTA A071 9^ mRT\TA 
XxvJIIWJ oapiCIIo xVlzTLrVv/ / I A, gCIlC piL>CIUL/L yX\Juc\J\xf / x^J, IIlxvlN rx 


NM 014871 

X^XVX \J 1TO / 1 


Homo <iar»ipn<i KTA A 07 1 0 opnp nroHnpt fJCl A A 07 1 0i mRTsTA 

XXvJlllU cxipidlo IvJlrxrVv/ / L\J gClIC piL/vxtlOl ^IVlJAxxl/ / lUj, liixvINzx 


NM 014799 

J. T XVX VI X i f JS 


T-Tomo «3aTii*PTiQ lipnViaptitin /T-TPPH^ mR TsTA 

XXV/XXXV^ odpitxlo Xlvpilcx^o Llil ^IIIjI 11 IIIxvlixx. 


NM 014678 

x^ixvx \y x " v_J / o 


Homo ^anipnQ KTA A06SS apnp tiroHupt fKTA A06RS^ mRNA 

XXCIXIIW otxpivllo XVXjTxxW VJ O «J gCllC pivJvXU.V'L ^lVJ_r^_rVV/VJO J 1 1 XXVi N ix 


NM 01401 1 

x^ixvx uitui i 


Homo QanipriQ KTA A0671 ctpi-ip -nroHupt rKTA A0671 ^ mRTvJA 


NM 014741 


Homo <5anipTi<; KTA A06S? opne nroHupt CKTA A0659^ mRNA 

XXWllXV Ou-Lyiv^Xio XVLrxTVV/UJXf gV>ii^/ [JXVJvXLXV^l, ^IVIxxTVu UJ — ) 9 lXXXVX>Xx 


NM 014662 


Homo Qar»ipn<; KTA A064^ apnp nroHnrt TKTA A064^i mRNA 

XXU111W oa-piV'Ilo X^JLrV/xV'v/T'w/ gCliC pi L/vXUL/L ^X^XjTx-tx V/ UtJ 1 1 XXVI N ix. 


NM 014838 


Homo «:ar>ipii<; KTA A06^7 apnp nroHnrt /'KTA A06^7^ mRTsTA 

XXvJllXVX oa.pit'llo XV 1 ri/XUvJ / gullC pi WVXLIOL 1 J\x/xrlUUJ / / ? 1 1 XX VI > /x 


NM 014774 


Homo cianipnQ KTA A0494 apnp nroHnrt /'KTA A0494^i mRNA 

XXVJX1IV7 oapiv^llo !VLr\/\U'-f7'T L^V^llVv pXvJVXLXvvL ^1VI/x/\U*t7t^ ^ 111XVXN xV. 


NM 014870 


Homo <?ar>ipTi<; KTA A047R apnp nrorhirt /T<TTA A047R^ mRNA 


NM 014856 


Homo <?anien<; KTAA0476 apnp nroHnrt fKTA A0476^ mRNA 


NM 014864 


Homo <;anipn<; KTA A047S apnp nroHnrt fKTA A047^^ mRNA 

X IVJIIIU oapi^llo XVJLTA-^x\7*T / *J gWllvv piWlXlXl/l ^IVliL/Vu^ / *J 1 1 IX VJL N 


NM 014857 


Homo saniens KTAA0471 aene nroduct rKIAA0471^ mRNA 


NM 014812 


Homo sanipnq KTA A 0470 apnp nroHnrt fKTA A 0470 i mRNA 

X XW11XV7 ouLJlviiO i\i/xfxv i t / u 5^,V_/1 1V_ pxl^vXlXvvt ylvX/xrvUT^ / \J J 7 iXXXVXN^x. 


NM 0148^6 


Homo <?anien«? KTA A04S 1 apnp nroHnrt fKTA A04S 1 ^ mRNA 

x xwiiiw Dajpiuiio ivxrvrLv/" j x gviivv pi uuul^ l ^ivxrvrvu^r j a /j ixxxvxnjTx. 


NM 014675 


Homo ^ar»ipn<; KTA A044S apnp nroHnrt fKTA A044S^ mRNA 


NM 014751 


Homo ^anipn<; KTA A047Q apnp nroHnrt fKTA A0499^ mRNA 

liuiiiv' ocxpivviio xx,x/xxxv'tz<7 r~> pxuixuvv yXV 1 rxrxVTZ. -7 lj 1 1 IX VL > ii 


NM 014724 


Homo saniens KTA A0496 apnp nroHnrt fKTA A0496^ mRNA 

X lUi 11W odpi V/llo ]£SJxX\Jr\\j'^ JL,\j gbllW pi Li L-i O L ^1VxT1/xV/ , TX«VJ 1 1 1XVJL > x\. 


NM 014684 


Homo sapiens KIAA0373 gene product (KIAA0373), mRNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 


Homo sapiens KIAA0244 protein (KIAA0244), mRNA 


NM 014747 


Homo sapiens KIAA0237 gene product (KIAA0237), mRNA 


NM 014873 


Homo sapiens KIAA0205 gene product (KIAA0205), mRNA 


NM 014846 


Ti^ n canionc TTTA AftlQfi PRne rvrnduct CKIAA0 1 96). mRNA 


NM 014738 


Homo sapiens KIAA0 195 gene product (KIAA0 1 95), mRNA 


NM 014640 


Homo sapiens KIAA0173 gene product (KIAA0173), mRNA 


NM 014666 


Homo sapiens KIAA0171 gene product (KIAA0171), mRNA 


NM 014641 


Homo sapiens KIAA0170 gene product (KIAA0170), mRNA 


NM_014737 


Homo sapiens Ras association (RalGDS/AF-6) domain family 2 (RASSF2), 
mRNA 


NM 014770 


Homo sapiens KIAA0 1 67 gene product (KIAA0 1 67), mRNA 


NM 014739 


Homo sapiens KIAA0164 gene product (KIAA0164), mRNA 


NM_014865 


Homo sapiens chromosome condensation-related SMC-associated protein 1 
(KIAA0159), mRNA 


NM 014748 


Homo sapiens KIAA0064 gene product (KIAA0064), mRNA 


NM 014876 


Homo sapiens KIAA0063 gene product (KIAA0063), mRNA 


NM 014764 


Homo sapiens DAZ associated protein 2 (DAZAP2), mRNA 


NM 014875 


Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 


NM 014642 


Homo sapiens KIAA0036 gene product (KIAA0036), mRNA 


NM 015340 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mRMA 


NM 014634 


Homo sapiens KIAA0015 gene product (KIAA0015), mRNA 


NM 014783 


Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 


NM 014008 


Homo sapiens JM1 protein (JM1), mRNA 


NM_014066 


Homo sapiens HT002 protein; hypertension-related calcium-regulated gene 
(HT002), mRNA 


NM 014154 


Homo sapiens HSPC056 protein (HSPC056), mRNA 


NM 014153 


Homo sapiens HSPC055 protein (HSPC055), mRNA 


NM 014150 


Homo sapiens HSPC052 protein (HSPC052), mRNA 


NM 014149 


Homo sapiens HSPC049 protein (HSPC049), mRNA 


NM 014029 


Homo sapiens HSPC022 protein (HSPC022), mRNA 


NM 014027 


Homo sapiens HSPC0 18 protein (HSPC018), mRNA 


NM 014019 


Homo sapiens HSPC009 protein (HSPC009), mRNA 


NM 015372 


Homo sapiens hypothetical protein (HSN44A4A), mRNA 


NM 015343 


Homo saoiens hypothetical protein (HSA01 1916), mRNA 


NM_0 14063 


Homo sapiens src homology 3 domain-containing protein H1T-55 (±Lir-:>:>;, 
mRNA 


NM 014052 


Homo sapiens GW128 protein (GW128), mRNA 


NM 014888 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 


NM 014030 


- ~~ ~ z z " Z I ■ 7 7 i /nrn \ ™d\T a 

Homo sapiens G protein-coupled receptor kmase-mteractor I (Cjll l), mKJN/v 


NM 014077 


Homo sapiens DKFZP586O0120 protein (DKFZP586O0120), mRNA 


NM 015425 


Homo sapiens DKFZP586M0122 protem (DKFZP586M0122), mRNA 


NM 015456 


Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA 


NM 015393 


Homo sapiens DKFZP564O0823 protein (DKFZP564O0823), mRNA 


NM 015421 


Homo sapiens DKFZP564K2062 protein (DKFZP564K2062), mRNA 


NM 015415 


Homo sapiens DKFZP564B167 protein (DKPZP564B167), mRNA 


NM 015527 


Homo sapiens DKFZP434P1750 protein (DKFZP434P1750), mRNA 


NM 015458 


Jrlomo sapiens UjsJ^Z^rHDHJS^i 1 1 proiem /L>r '-tj'-tr^L 1 1 j y iiuxi-Nrv 


NM 015599 


Homo sapiens N-acetylglucosamine-phosphate mutase (AGM1), mRNA 


NM 015434 


Homo sapiens DKFZP434B168 protein (DKPZP434B168), mRNA 


NM 015699 


Homo sapiens hypothetical protein (DJ159A19.3), mRNA 


NM 015697 


Homo sapiens hypothetical protein (CL640)., mRNA 


NM 015702 


Homo sapiens hypothetical protein (CL25022), mRNA 
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NM 015703 


Homo sapiens CGI-96 protein (CGI-96), mRNA 


NM 015380 


Homo sapiens CGI-51 protein (CGI-51), mRNA 


"NTM 014143 

IN 1YX vJXTX~T-/ 


Homo sapiens B7-H1 protein (B7-H1), mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), mRNA 


TsJA/f Ci'\A e \Q& 
X.NJYL 


TTnmn Qpmipns 7inc ribbon domain containing. 1 (ZNRJDl), rnRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


XN1VL UIh^j / 


TJrvmn QflTvipn*; ^inr/iron r pcmlated Iran snorter-like fZIRTL\ mRNA 


xr\/f m^^^^ 

JNJVI UIjjOj 


TJnmo C5ii"ii<=»nc 71'np fin opt imTiTintprl 9 i7,nVT2i lnR-lSIA. 

XlVJIXlvJ OdpiCXlo -OlllV; , 1111LJ1 XXXtV/Vi ^ ^X_iXXYX^»y, iiii-VJ-^X*. 


"MM" 01 49 ^9 
IN 1VI_U 1 HJ. O Z. 


TTnmn <5pnipn<; vptridp-a^ociated membrane nrotein 2 (svnaptobrevin 2} 
fVAMP^ mRNA 

^ v xjjlvx-x. ) ^ xixxvx. x 


>j|Vf 014933 


Unmn «5anien<; nn«;tream binding transcrintion factor, RNA polymerase 1 (UBT.b ), 
mRNA 


tsjtv/T 014235 


Homo samerm ubiauitin-like 4 (TJBL4V mRNA 


XTM 0143R3 


TTomo <;anien<; testis zinc finffer nrotein (TZFPV mRNA 




TTnmn <3anien^ tronomodulin 3 fubiauitOUS^ (TMOD3\ mRNA 


MN/f 01454R 


TTomo <;anien<; tronomodulin 2 rneuronaD (TMOD2), mRNA 


TsJlwr 0144^4 


TTomo <5ar»ien«; tubulointerstitial nenhritis antieen fTlN-AG\ mRNA 


NM 014258 


Homo sapiens synaptonemal complex protein 2 (SYCP2), mRNA 


NM 014370 


Homo sapiens serine/threonine kinase 23 (STK23), mRNA ' 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


KTN/T 014467 

J.NxV.1 ulH'rU/ 


TTnmo canien<; ^n<;bi-reneat nrotein rSRPULf^ mRNA 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 


iNiVJL KJ I HO ZU 


Unnm cQnipn c TMitativp Vipmp-bindinp 1 nrotem ^SOXJL) mRlNTA 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 


JNjVl_U 14Z IK) 


liOlllO Sapiens SOIUIC v/d.llicr Idilllljr / ^oliuilit anxiLiyj av/ivi uaiio^uii^i } • 


"MTV/T 0149^9 


ij nTT1 n ccinipnc crVlntp pflrHpr fflmilv 9S rmitocbondrial carrier! ornithine 

XlUlilvJ ddUlCHO OV/IUILC V/£X1 1 XdlJLllljr ^Xii±UVFV/J.iV/ii-Vii i«.i vuiiivi, uiuuiiuiw 

tran<inortpr^ member 1 S rSLC25A15^ nuclear eene encodine mitochondrial 
nrofpin mRNA 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 


lSJTwT 014449 

IN iVJL V/ 1 HHt-Z, 


TTnmo ^anien^ sialic acid binding Iff-like lectin 8 ^SIGLEC8), mRNA 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


xnv/r n 14^4 


TTrvmrt c?ir»ipn<? QpntTin/STTMO-<;nprific nrotease fSENPl^ mRNA 


INiVL UHjOj 


TIr\-mr» c^ni pn c c-nnndvlriP'ni'nTiVQPal Hv^TilflSifl latp iSEDLl nTtvLN A 

XiUlTIO OdJJlCllO v>|JVJHvl > y Iv/V/jJIJpilj' OWCll Vl^y Oj-HdOlCVj ICXLV/ ^UX>i^xjy, uiimixi 


NM_014191 


Homo sapiens sodium channel, voltage gated, type VHI, alpha polypeptide 
^9PMRA^ mRNA 

^ O V_-1N OA ) , llli\-J.^-£V 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type XII, alpha polypeptide 
rsrN12A^ mRNA 


NM 014363 


TTomn <?flnien<; snastic ataxia of Charlevoix-Saeuenav (sacsin) fSACS), mRNA 


NM 014985 


TTomn saniens homoloi? of Yeast RRP4 Cribosomal RNA processing 4), 3'-5 f - 
pxonhnniiclease rRRP4^ mRNA 


MM 014496 


Homo saniens ribosomal nrotein S6 kinase 90kD, polypeptide 6 (RPS6KA6), 
mRNA 


NM 014245 

XNXVX. \J X*T.«i."— ' 


Homo sapiens ring finger protein 7 (RNF7), mRNA 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNF1 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH061 mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBX1\ mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 


Homo sapiens KA±>2o, member KAo oncogene iamiiy ^j\adzd;, nmiN/v 


NM 014410 


Homo sapiens clusterm-like 1 (retinal) (v.uujl,i >, jtlkts/y 


NM_015725 


Homo sapiens photoreceptor outer segment all-trans retinol dehydrogenase 

y'TkT"* T"* T\T T\ T> "XT A 

(PRRF)H) 5 mRNA 


NMJ)05973 


Homo sapiens papillary renal cell carcinoma (transiocauon-associaieaj ^rjv^v_/j, 

_^T> \T A 

mRNA 


NM 014337 


Homo sapiens peptidylproiyi isomerase vcyciopmimj-iiKe z, yrriL**.), iiuvtn^ 


NM_0 14348 


Homo sapiens similar to rat integral membrane glycoprotein POM121 
(POM121L1), mKJNA 


NM 015720 


Homo sapiens endoglycan (PODLX2), mRNA 


NM 014386 


Homo sapiens polycystic Kidney disease z-iiKe z (risj./zi^z;, mcuN/\ 


NM 014390 


Homo sapiens EBNA-2 co-activator (lOOkD) (pl00\ mRNA 


NM_014321 


Homo sapiens origin recognition complex, subunit 6 (yeast homolog)-like 
(ORC6L), mRNA 


NM_0 14566 


Homo sapiens olfactory receptor, iamiiy 1, subtamily JD, memoer z> (ukiudj, 
mRNA 


NMJH4565 


Homo sapiens olfactory receptor, family 1, subfamily A, member 1 (OR1A1), 
mRNA 


NM 014352 


Homo sapiens POU transcription factor (OCT1 1), mRNA j 


NM 014581 


Homo sapiens odorant-bmdmg protein 2l3 ((jJbrzhS), mKJNA 


NM 014582 


Homo sapiens odorant-bindmg protein ZA (yjtsrZJ\) y mjxJNA 


NM_014142 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 
(NUDT5), mRNA 


NMJ 14502 


Homo sapiens nuclear matrix protein NMFZUO related to splicing iactor rjsj" iy 

ttv A--r%r\r\r\\ x> XT A 

(NMP200), mRNA 


NM 014328 


Homo sapiens nesca protein (NESCA), mRNA 


NM__0 14222 


Homo sapiens JNADrl dehydrogenase (^uDiqumonej i aipna suucompiex, o 


NM 015670 


Homo sapiens neuiooeacnm ^iNJt>xi/\j, uijkjln/^ 


NM 014461 


xiomo sapiens contaciin o ^v^in iino^, iiixnj.n/\ 


NM 014520 


Homo sapiens MYB binding protein (P160) la (MYBBP1A), mRNA 


>t» r\ 1 /(Til 

NM 014221 


Homo sapiens mature i -ceil pronieraiion 1 ^ivx i i j 3 tuisx^j-x 


>r« *• r\r\ c c\^\^t 

NM 005927 


Homo sapiens microtibrillar-associated protem J ^iVLr/Yroj, mruN/Y 


NM 014623 


Homo sapiens male-enhanced antigen (ME A), mRNA 


NM 014462 


Homo sapiens Lsrnl protein (l^JSMl), mKJNA 


NM_0 14622 


Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 
(LOH1 1CR2A), mRJNA 


NM 014240 


Homo sapiens LIM domains containing l (LIMD1), mRNA 


NM 014564 


Homo sapiens LIM homeobox protein 3 (LHX3), mRNA 


NM 014553 


Homo sapiens LBP protem (LBP-9), mRNA 


NM 014387 


Homo sapiens linker tor activation oi 1 cells (LAI mKJNA 


NM 014379 


Homo sapiens neuronal potassium channel alpha subunit (KV8.1), mRNA 


NM_014514 


Homo sapiens killer cell immunoglobulin-like receptor, three domains, short 
cytoplasmic tail, 1 (KIR3DS1), mRNA 


NM_014513 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 5 (KJR2DS5), mRNA _j 


TsJA/T Hlil^lO 
JN 1VI_U 1 HO 1 Z 


jnomo sapiens Kiner ucn lmrnunogioouiiii-iijvc icucpiui, iwu uviuamo, oxxwxl 
cytoplasmic tail, 1 (KIR2DS1), mRNA 


NM_014511 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 3 (KTR2DL3), mRNA 


NM_014219 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 2 (KIR2DL2), mRNA 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_014765 


Homo sapiens translocase of outer mitochondrial membrane 20 (yeast) homolog 
(KIAA0016), mRNA 


NM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_014407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3 ^-triphosphate 5/6 kinase (ITPK1), mRNA 


NM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM_0 14271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (IL1RAPL1), 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM 014262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM_0 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRNA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXC1 1), mRNA 


NM 014260 


Homo sapiens HLA class II region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6 .1.1 protein (HGC6. 1.1), mRNA 


NM_0 14571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL), 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM 014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRDC4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPRS 8), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPR57), mRNA 


NM 014498 


Homo sapiens type II Golgi membrane protein (GPP 130), mRNA 


NM 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCR1), 
mRNA 


NM 015715 


Homo sapiens group HI secreted phospholipase A2 (GIH-SPLA2), mRNA 


NM_0 14291 


Homo sapiens glycine C-acetyltransferase (2-amino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte G0/G1 switch gene (G0S2), mRNA 


NM^O 14489 


Homo sapiens FGF receptor activating protein 1 (FRAG1), mRNA 
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NM 014585 ] 

1 

NM 014344 ! 
NM 014439 
NM 014440 
NM 014438 
NM 014210 


Homo sapiens solute carrier family 11 (proton-coupled divalent metal ion 

transporters), member 3 (SLC 1 1 A3), mRNA — 

Homo sapiens putative secreted ligand homologous to fjxl (FJX1), mRNA 
Homo sapiens Interleukin-1 Snperfamily z (FILl(ZETA)), mRNA 
Homo sapiens Interleukin-1 Superfamily 1 (FILUEPS1LUN)), mKNA 
Homo sapiens Interleukin-1 Superfamily e (FIL1), mRNA 

Homo sapiens ecotropic viral integration site 2A (EVI2A), mRNA _ 


NM 014355 
NM 014600 
NM 014601 
NM 014503 
NM 014549 
NM_014388 


Homo sapiens enolase alpha, lung-specific (ENOIB), mRNA — 

Homo sapiens EH-aomam containing 3 ^rxu^) 9 __ir_N_-v 

Homo sapiens EH-domain containing 2 (EHD2\ mRNA 

Homo sapiens down-regulated in metastasis (DRIM), mRNA . 

Homo sapiens DKFZp434P211 protein (DKFZP434P211), mRNA 

Homo sapiens novel putative protein similar to Y1L091C yeast hypothetical 84 

kD protein from SGA1-KTR7 (DJ434014.5), mRNA 


NM_014618 

NM 014392 
NM 004389 
NM 014343 
NM 0148S7 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 

(DBCCR1), mRNA 

Homo sapiens neuron-specific protein (D4S234E), mRNA _ 

Homo sapiens catenin (cadherin-associated protein), alpha 2 (CTNNA2), mKJN A 

Homo sapiens claudin 15 (CLDN15\ mRNA 

Homo sapiens hypothetical protein from BCRA2 region (CG005), mRNA 


NM 014207 
NM 014335 
NM 014206 
NM 014453 
NM_0 14382 


Homo sapiens CDS antigen (p56-62) (CD5), mKJNA 

Homo sapiens chromosome 15 open reading frame 3 (C1SORF3), mRNA 
Homo saniens chromosome 1 1 open reading frame 10 (CI lorflO), mRNA 
Homo sapiens putative breast adenocarcinoma marker (iZKU) U5<--^J, iiuuna 
Homo sapiens ATPase, Ca++ transporting, type 2C, member 1 (ATP2C1), 
mRNA 


NM_014570 
NM 014278 


Homo sapiens ADP-ribosylation factor GTPase activating protein 1 
(ARFGAP1), mRNA 

Homo sapiens heat shock protein (hspl 10 family) (APG-1), mRNA 


NM 014495 
NM_004037 

NM 014324 


Homo sapiens angiopoietin-like 3 (ANGPTL3), mRNA 

Homo sapiens adenosine monophosphate deaminase 2 (isoform L) (AMPD2), 
mRNA 

Homo sapiens alpha-methylacyl-CoA racemase (AMACK), mKIN A 


NM 014476 
NM 014423 
NM_0 14590 


Homo sapiens alpha-actinin-2-associated LEVI protein (ALP), mRNA 

Homo sapiens ALL1 fused gene from 5q3 1 (AF5Q3 1), mRNA 

Homo sapiens endogenous retroviral family W, env(C7), member 1 (syncytm) 

(ERVWE1), mRNA — 


NM 014486 
NM_0 14384 


Homo sapiens neuronal thread protein (AD7C-NTP), mRNA 

Homo sapiens acyl-Coenzyme A dehydrogenase iamiiy, memoer _ kjw^j^uq), 

mRNA 


NM 014274 
NM 014444 


Homo sapiens Alu-binding protein with zinc linger domain (AHf/^f), iiikina 
Homo sapiens gamma tubulin ring complex protein (76p gene) (76P), mRNA _ 


NM_007082 


Homo sapiens RAB, member of RAS oncogene tamily-iiKe za ^lza;, 
mRNA — 


NM_013412 


Homo sapiens RAB, member ot RAJS oncogene family-like 2A ^KAtf _____;, 
transcript variant 1 , mRNA . — 


JNJYL__ylOvoO 


TTnmn ^aniens Deroxisome proliferative activated receptor, alpha (PPARA), 
mRNA 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type U (I>lC2), transcript variant 2, 
mRNA 


NM_013989 


Homo sapiens deiodinase, iodothyronine, type 11 (.VIUZ), transcnpt variant 1, 
mRNA . 
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NM 004323 


Homo sapiens BCL2-associated athanogene (BAG1), mRNA 


NM 000156 


Homo sapiens guanidmoacetate N-methyltransferase (GAMT), mRNA 


MM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


NM 005523 


Homo sapiens homeo box Al 1 (HOXA1 1), mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


NM 006249 


Homo sapiens prolme-nch protein BstNI subfamily 3 (PRB3), mRNA 


NM 005529 


Homo sapiens heparan sulfate proteoglycan 2 (perlecan) (HSPG2), mRNA 


NM_005187 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
3 (CBFA2T3), mRNA 


NM_005565 


Homo sapiens lymphocyte cytosohc protein 2 (SH2 domain-containing 
leukocyte protein of 76kD) (LCP2), mRNA 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA 


NM 005190 


Homo sapiens cyclin C (CCNQ, mRNA 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 
(SLC20A1), mRNA 


NM 001040 ! 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


NM_002777 


Homo sapiens proteinase 3 (serine proteinase, neutrophil, Wegener 
granulomatosis autoantigen) (PRTN3), mRNA 


NMJ305199 


Homo sapiens cholinergic receptor, nicotinic, gamma polypeptide (CHRNG), 
mRNA * 


NM_013936 


Homo sapiens olfactory receptor, family 12, subfamily D, member 2 (OR12D2), 
mRNA 


NM_013937 


Homo sapiens olfactory receptor, family 11, subfamily A, member 1 (OR1 1A1), 
mRNA 


NM_013940 


Homo sapiens olfactory receptor, family 10, subfamily H, member 1 (OR10H1), 
mRNA 


NM_013941 


Homo sapiens olfactory receptor, family 10, subfamily C, member 1 (OR10C1), 
mRNA 


NM_013938 


Homo sapiens olfactory receptor, family 10, subfamily H, member 3 (OR10H3), 
mRNA 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
mRNA 


NM 013452 


Homo sapiens variable charge, X chromosome ( VCX), mKJNA 


NM 013437 


Homo sapiens potential tumor suppressor (ST7), mRNA 


NM 013440 


Homo sapiens paired immunoglobulin-like receptor beta (PDLR(BETA)), mRNA 


NM_013439 


t i i i • i *•* j 11 /T*TT Y1 /"AT T1TT AW 

Homo sapiens paired lmmunoglobulm-like receptor alpha (PILR( ALPHA)), 
mRNA 


NM 013446 


Homo sapiens makonn, ring finger protem, 1 (MKRN1), mRNA 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


NM_0 13450 


Homo sapiens bromodomain adjacent to zinc finger domain, 2B (BAZ2B), 
mRNA , 


NM_0 13448 


Homo sapiens bromodomain adjacent to zinc finger domain, 1 A (BAZ1A), 
mRNA 


NM_000033 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 1 (ABCD1), 
mRNA 


NM 002593 


Homo sapiens procollagen C-endopeptidase enhancer (PCOLCE), mRNA 


NM 004504 


Homo sapiens HIV-1 Rev binding protein (HRB), mRNA 


NM_004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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NM 000487 ] 
NM_004597 1 

NM 006194 
NM 013330 
NM 012476 


Homo sapiens arylsulfatase A (ARSA), mRNA ___ — . 

Homo sapiens small nuclear ribonucleoprotem D2 polypeptide (16.5kL>) 

fSNRPD2), mRNA _ 

ffnmn saniens naired box gene 9 (PAX9), mRNA 

Homo sapiens NME7 (NME7), mRNA 

Homo sapiens ventral anterior homeobox 2 (V AX2), mRNA _ 


NM 012253 
NM 012268 
NM 002017 
NM 006769 
NM_002260 

NM 005317 
NM 004417 
NM 012125 
NM 001236 
NM 013343 
NM 013344 
NM 013236 
NM 013380 


Homo sapiens transketolase-like 1 (TKTL1), mRNA 

Homo sapiens similar to vaccinia virus HindHI K4L ORF (HU-K4), mKJNA 
Homo sapiens Friend leukemia virus integration 1 (FLU), mRNA 
Homo sapiens LIM domain only 4 (LM04), mRNA 

Homo sapiens killer cell lectin-like receptor subfamily C, member 2 (KLKUZ), 

mRNA 

Homo sapiens granzyme M (lymphocyte met-ase 1 ) (GZMM), mRNA 

Homo sapiens dual specificity phosphatase 1 (DUSP1), mRNA _ 

Homo sapiens cholinergic receptor, muscarinic 5 (CHRM5), mRNA 

Homo sapiens carbonyl reductase 3 (CBR3), mRNA 

Homo sapiens NAG-7 protein (NAG-7"), mRNA 

Homo sapiens leucine zipper-like protein (LZLP), mRNA 

Homo sapiens like mouse brain protein E46 (E46L), mRNA 
Homo sapiens zinc finger protein 228 (ZNF228), mRNA 


NM 013362 
NM 013398 
NM 013361 
NM 013360 
NM 013359 
NM 013250 
NM 013249 
NM 013256 
NM 013371 
NM 013403 


Homo sapiens zinc finger protein 225 (ZNF225), mRNA _ 

Homo sapiens zinc finger protein 224 (ZNF224), mRNA 
Homo sapiens zinc finger protein 223 (ZNF223), mRNA 
Homo sapiens zinc finger protein 222 (ZNF222), mRNA 

Homo sapiens zinc linger protein zzi tAiNrz.z.i;, nuvi-s^. 

Homo sapiens zinc finger protein 215 (ZNF215), mRNA 
Homo sapiens zinc finger protein 214 (ZNF2 14), mRNA 
Homo sapiens zinc finger protein 1 80 (HHZ1 68) (ZNF1 80), mRNA 

Homo sapiens mterleukin ly (J-Liyj, mtuN/\. __ 

Homo sapiens zinedin (ZIN), mRNA - — 


NM 013378 


Homo sapiens pre-B lymphocyte gene 3 (VPREB3), mRNA 


NM 013270 
NM_013381 


Homo sapiens testes-specific protease 50 (TSP50), mRNA 

Homo sapiens thyrotropm-releasmg hormone oegraamg ecioen^yuic ^ ■ p^lu^j, 

mRNA 


NM_013315 

NM 013353 
NM 013390 


Homo sapiens transmembrane phosphatase with tensm homology (IP Hi), 

mRNA 

Homo sapiens txopomouuiin v musciej v iiviv^x^*tj, nuxi^.r> 

Homo sapiens transmembrane protein 2 (TMEM2), mRNA 


NM 013319 
NM 013254 
NM_0 13309 


Homo sapiens transitional epithelia response protein ( 1 EKE 1), mRNA 
Homo sapiens TANK-binding kinase 1 (TBK1), mRNA 

Homo sapiens solute carrier family 30 (zinc transporter), member 4 (SLC30A4), 
mRNA 


NM 013356 
NM 013257 


Homo sapiens monocarboxylate transporter 3 (SLC16A8), mRNA 

Homo sapiens serum/ glucocorticoid reguicueu Kinaac yuvjiv^y, 


NM 013376 
NM 013243 
"NA/f 013352 

NM 013401 


Homo sapiens CDK4-binding protein p34SEIl (SEI1), mRNA 

Homo sapiens secretogranin HI (SCG3), mRNA 

Homo sapiens squamous cell carcinoma antigen recognized by T cell (SAKi-ZJ, 

mRNA . 

Homo sapiens RAB3A interacting protein (rabm3)-hke 1 (RAB31L1 ), mKJNA 


NM 013237 
NM 013261 


Homo sapiens pxl9-like protein (PX19), mRNA 

Homo sapiens peroxisome proliferative activated receptor, gamma, coactivator i 
(PPARGC1), mRNA 
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XTIV/f H1 ^9A& 


n nmn canipnc nlacental twotein 13 (PP13). niRNA 


iNivi \jlddoz 


u nmn earners nutative nrotein O-mannosvltransferase (POMT2), mRNA 


JNJVl KJIdZdZ 


u Ar nn cnr»ien<; nroPTammed cell death 6 fPDCD6), mRNA 


xnv/r m^^Q7 

1N1V1 U1jj7/ 


Homo ^aniens over-exnressed breast tumor protein (OBTP), mRNA 


NM_013389 


Homo sapiens NPC1 (Niemann-Pick disease, type CI, gene)-hke 1 (NPC1L1), 

mRXT A 


XTA/f ni^^?^ 

INiVx UUj^-O 


Homo sapiens colon cancer-associated protein Micl (MIC1), mRNA 


XTN/f m ^9"*8 
XN1V1 UIjZjo 


u nrnn cai-kip-n^ DNAT domain-containing fMGTh mRNA 


NM_0 13269 


Homo sapiens lectin-like NK cell receptor (LLT1), mRNA 


XTN A O 1 1 9 £ O 


T47vmrk c^i-kif»nc Wilier rell immunofflobulin-like receotor, three domains, Ions 

7X01110 odlJlCll^ Kill CZl ±1111111X1 iKJ QkVJ VJ L4X Ill 11IVV XW"WW^».VA, w v*v^aa*«****.w», -*■ v O 

cytoplasmic tail, 1 (KIR3DL1), mRNA 


xta. yr o 1 1 ii l 
jNJVL Ulo d 1 1 


T-T/vmn canipn c inciiifn imQtTP/im factor 1 flTTF!^ mRNA 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 




Tj^f. cc»rii>nc frlnnp PWHT C2-24^ mvosin lieht chain 2 (TIUMMLC2B), 

miviN-rv 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (1TOMBINDC), 

ml? XT A 


NM_0 13244 


Homo sapiens UDP-N-acetylglucosainine:a-l,3-D--mannoside beta-l,4-N- 
ar»^f\/lCTlnrTfccamirivlrr?»n<;fera < se TV-homolo2 rHGNT-IV-HV mRNA 


"XTV A HI lOAA 

JNJVL 


WnTYin car»ienc cron a Hntrnrrm -re milated testicular RNA helicase fGRTHV mRNA 


NM_0 13281 ! 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 

rviPXT A 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 

mPXT A 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Tjrv«-.^ r^o^tA^to tt^'P'^ /"F79 A"\ riicir\Yi n5»T+nf*r rhildhood T.enkemia^ fTFPTV 

rlOniO Sapiens IV-Jtj ^EZAj lUblUIl palLilCI ^lli c-lllivaxiwwvj. \^>\~> Lnvv^iiiiu-y v x A A /> 
nixsJN/V — 


NM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 
iacior-j) ^v_xi_/V^ ^, iiixvi^^v 


XTNvf 0 1 3 '2*7 9 
JNJYi__U LDD 1 L 


UrtrnA conipnc r«A/ctf»inF» Vnnt «5iinerfami1v 1 BrVTP antagonist 1 fCKTSFlBl), 

rlOniv &<ipiCIla V^j'oLdllC' ISJ.1VJ t OUJJwJ. XCUXlllJf A, -•— ' I'll uiivu^vi*iuk x \ "--^ -/j 

•ml? XT A 


xnv/r ni^^97 

1N1V1 UIjjZ/ 


Mr\mn canienQ r*GT-S6 nrotein CCGI-56^ mRNA 


1N1V1__U 1 dJ.dk) 


Hm-no <:anif»in<; PD24 antigen Tsmall cell lune carcinoma cluster 4 antigen) 
CCD24), mRNA 


IN ivl UIjZ / O 


Wrvmn <:aniens carbohvdrate kinase-like fCARKJL), mRNA 


XTlVf 01 ^QQ 

1MIY1 UlJJyy 


Homo sapiens chromosome 16 open reading frame 5 (C16orf5), mRNA 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


XTX/T 00£7Q9 
iNivi uuo / yj> 


Homo <?aniens mortality factor 4 rMORF4), mRNA 


xnv/T nnn^Q7 


T4rkmn C5inien«; rvtorhrome h-245 beta Dolvnentide fchronic granulomatous 
Hkea^ TCYBB) mRNA 


1N1V1 UUDU!70 


T4or»-»o cflr»ien«; rnu^ciilin (activated B-cell factor-1) fMSC), mRNA 


xNlVl_UUO lH*f 


Tj Arrin c5»r*ienc: oran7vmp A ( prariTvme 1 cytotoxic T-lvmphocyte-associated 
Qprinp esterase 3"i (GZMA) mRNA 


xr\/r nn9AA7 

1N1V1 VJUZUH / 


tTottio Qar»ien<; fflvrvl-tRNA svnthetase fGARS), mRNA 


In xYx vyrTU 


Homo ^aniens distal-less homeo box 2 (DLX2), mRNA 


INIVI VUHO / 1 


Homo <; aniens coatomer nrotein complex, subunit alpha (COP A), mRNA 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 f ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARF1), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 
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l 

NM 003560 1 
( 

NM 004004 1 
NM 005198 1 


Hi,*™ ™«ette fsuh-familv C. member 7) (CFTR), mRNA 

lomo sapiens phospholipase A2, group VI (cytosohc, calcium-inaependeni, 

PLA2G6), mRNA -r-y- — 

«mi«™ Pa r, iunction protein, beta 2, 26kD (connexin ZQ) ^Jbi mRNA 
Homo sapiens choline kinase-like (CHKL), mRNA 


NM 012482 1 
NM 012256 ] 
NM_012479 

NM 012255 
NM 012474 
NM 012473 
NM 012466 
NM 012465 


Homo sapiens zinc finger protein 281 (ZNF281), mRNA _ 

Homo sapiens zinc finger protein 212 (ZNF212), mRNA . 

Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 

activation protein, gamma polypeptide fYWHAG), mRNA 

Homo sapiens 5'-3' exoribonuclease 2 (XRN2), mRNA _ 

Homo sapiens uridine monophosphate kinase fUMPK), mRNA _ 

Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA 

Homo sapiens tetraspanin TM4-B (TM4-B ). mRNA 

Homo sapiens tolloid-like 2 (TLL2), mRNA 


NM 012464 
NM 012290 
Ttfivr 01 9455 

1NJLV1 \J lA'tJ-' 

NM 012454 
NM 012251 
NM 012451 
NM_0 12448 


Homo sapiens tolloid-like 1 (TLL1), mRNA 

Homo sapiens tousled-like kinase 1 (TLK1), mRNA _ . 

Homo sapiens SEC7 homolog (TIC), mRNA 

Homo sapiens T-cell lymphoma invasion and metastasis 2 (TIAM2), mRNA 

Homo sapiens transcription factor A. mitochondrial (TFAM), mRNA 

Homo sapiens synaptogyrin 4 (SYNGR4), mRNA __ — — 

Homo sapiens signal transducer and activator of transcription :>B (STA15IJ), 
mRNA ■ 


NM 012447 
NM 012445 


Hr«r»n sapiens stromal antigen 3 (SI AU3), mKJNA 

Homo sapiens spondin 2, extracellular matrix protein itik^v 

Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NM 012443 
NM_0 12244 


Homo sapiens solute carrier family 7 (catiomc ammo acid transporter, y+ 
system) member 8 (SLC7A8), mRNA 


NM_0 12243 


Homo sapiens solute carrier family 35 (UDP-N-acetylglucosamme (UU*-- 
GlcNAc) transporter), member 3 (SLC35A3), mRNA _ 


NM_0 12434 
NM 012432 


Homo sapiens solute carrier family 17 (amon/sugar transporter), member 5 

(SLC17A5) mRNA — 

Homo sapiens SET domain, bifurcated 1 (SETDB 1), mRNA 


NM 012427 
NM 012236 
NM_0 12424 


Homo sapiens kallikrem 5 (K_LK5), mKJNA . 

Homo sapiens sex comb on midleg homolog 1 (SCMH1), mRNA 

Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), 
mRNA 


NM 012421 
NM 012415 


Homo sapiens rearranged L-myc fusion sequence (KLF), mRNA 

Homo sapiens RAD54, S. cerevisiae, homolog ot, B (RAD54B), mRNA 


NM_012410 

NM 012409 
NM 012402 


Homo sapiens type I transmembrane receptor (seizure-related protem) (PSK-1), 

mRNA ■ 

Homo sapiens prion gene complex, downstream (PRND), mRNA__ 

Homo sapiens partner of RAC1 (arfaptin 2) (POR1), mRNA 

Homo sapiens phospholipase A2, group HX» (PLA2G2D), mKJNA 


NM 012400 
NM 012399 
NM 012088 
NM 012395 

NM 012385 


Homo sapiens phosphotidylinositol transter protein, oeta ^riiri\D; ? hixvin^ _ 

Homo sapiens 6-phosphogluconolactonase (PGLS), mRNA . 

Homo sapiens PFTAIRE protein kinase 1 fPFTKl), mRNA _ 

Wo™ Qaniens nrostate epithelium-specific Ets transcription factor (PDEF), 

mRNA 

Homo sapiens p8 protein (candidate ot metastasis i ) 0*8), mRNA 


NM 012383 
NM_012375 


Homo sapiens osteoclast stimulating factor 1 (OSTF1), mRNA 

Homo sapiens olfactory receptor, family 52, sublamily A, member 1 tuiozAl 
| mRNA 
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xi/\mA conipTic nlfnrtnrv rprpntor familv 2. subfamily C, member 1 fOR2Cl) 3 
mRNA 


NM_0123oU 


xj^rv^^ Conine nlf^rtrk-rv/ rpr pntor familv 1 subfamily F, member 8 (OR1FS), 
mRNA 


TvTA A AIOI^O 

NNLJJ 12352, 


TJnmn oonipnc nlfartArv recentor familv 1 subfamily A, member 2 (OR1 A2). 
mxsJN /\ — 


XTA A A1 OOC 1 


W/vm^k coniPTic nlfnrtnrv rpeentor familv 10 subfamily J, member 1 (OR10J1). 


vnv a a i o 3 /i ^ 
JNM__UiZ34D 


WrkTvin c$mi>ri<: nnrlpar fraoile X mental retardation protein interacting protein 1 

rMTTPTPI^ mRNA 


JN1VI UlZj't** 


Wnmn Qflnipn<; neurotensin recentor 2 fNTSR2\ mRNA 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), mRNA 


JNJV1 


Ur\mr» carvipnQ nntativp transmembrane nrotein (NIVIAY mRNA 




"HTrvmn cnnipnQ nasonharvneeal enithelium specific protein 1 (INiiiSGi), mRNA 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


"VTA 4" A1 OA£/l 

JNM U IzUo4 


TT nrnn canipnc maiAr intrinsic nrotein of lens fiber f M IP), mRNA 


NM012214 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 

o^/vK/1rr1iir'r*camin\/l iTan<5fpra<2ft isoenzvnie A ^IVdGAT4AK mRNA 


iNM Ulzzlo 


Tj^f, cQTvipnQ ma1nnvl-CY»A deearboxvlase rt\_LYCDV mRNA 


NM_012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 

^VI/\Jr i\JC/ 1 ), UAJSSHtX - 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 

/T ThTA/TiA ttVRKTA 

^1-J_iivii ), miviN/\ . . — 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOC1), mRNA 


"KTTV >T A1 1 A 

NM_U12314 


Urvryin por»iA«e t-i 1 1 e±r r-p»n immi m rv crl n iSn 1i Ti -1 1 k"p recentor. two domains, snort 

J^jLOmO Sapiens rvlllCI UCll lIlillll*liv^t^iv'L/uxin iicw i v/^^iyi-vyi, u YT ^ j 

cytoplasmic tail, 4 (K1R2DS4), mRNA 


"KTTV X A11110 

NM__01231i 


TT/> m rt po*i^o«p vin £>r iTnmnnrio-1 Ahulin-lilcp rpcentor two domains, snort 
x"xom.o sapiens Kiiier cen iiiJLiiiuiivjg,itjuu.iiii hal ibi/vpiui, l vv w uuumuioj 

Cytoplasmic tall, O ^XVJ-xv^li-yO J J, lmvi^n — _ 


TxTTV A A10110 

NM_Ulz31z 


Urtmr\ canipnc Vilipr ppll immiinoplobulin-lilce recentor. two domains, short 
pirfnnlacTYnV tail 9 nCTR9F)Sl9^ mRNA 

Cytopiabmiu Lctll, ^ruj\/.i-/J^;, iiu.xj.^.f^. . ■ 


JNIV1_U IZoU / 


PTnmn c^nipnQ Hiffprpntiallv exnressed in adenocarcinoma of the lung 
n<TTAA0QR7^ mRNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


INlVl UiZJ»UZ 


FTnmn <5anipn<; latronhilin fiCIAA0786V mRNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA033O), mRNA 


INiVl UlZZoo 


TTomA Qanipns TR AM-like nrotein fljQAA0057\ rnRNA 


XTN>f A199C£ 


T-Tnmn cflnipnc MORF-related eene X (TCIAA0026), mRNA 


JN 1VL_U I Z Z O D 


Wotyia <?anipn<: nntassinm voltaee-eated channel, subfamily G, member 2 
CKriTsrCT?^ mRNA 


IN 1V1_U 1 ZZ 6Z 


TTnmo sanien«; notassium voltaee-eated channel, Isk-related family, member 1- 
like (KCNE1L), mRNA 


INlVl UlZZ/o 


Homn <?anien<; inteerin beta 1 bindine orotein (melusin) 2 (ri'OBlBP2), mRNA 


NM 012211 


Homo sapiens integrin, alpha 11 (TTGA1 1), mRNA 


"KTN/t AT>077 
iNJYL UiZZ / / 


u nm n Qanipn«? nanrrpatic beta cell prowth factor (TNGAJPV mRNA 


JNJV1 UIZz/j 


TTmnA Q»m>nc intprlpiilrin-1 recentor antaeonist homolog 1 (1L1HY1), mRNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 
mRNA 


NM_012258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEY1), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBP1), mRNA 


NM_012087 


Homo sapiens general transcription factor HIC, polypeptide 5 (63kD) (Gri-3C5) 
mRNA 
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NM_012203 ] 

i 


Homo sapiens glyoxylate reductase/hydroxypyruvate reductase (GRHPR), 
mRNA ■ — ^ 


NMJH2202 

NM 012084 
NM 012191 


Homo sapiens guanine nucleotide binding protein (U protein;, gamma 3 

(GNG3), mRNA 

Homo sapiens Glutamate dehydrogenase-2 (GLUD2), mRNA __ 

Homo sapiens putative tumor suppressor (FUS2), mRNA . 


NM 012185 
NM 012183 
NM 012153 
NM_0 12080 

NM 012148 
NM 012147 


Homo sapiens forkhead box E2 (FOXE2), mRNA _ 

Homo sapiens forknead box Lo (tkjslijj), nuviN.n. _ — 

Homo sapiens Ets homologous factor (EHF), mRNA — _ 

Homo sapiens DNA segment, numerous copies, expressed probes (GS1 gene) 

(DXF68S1E), mRNA — 

Homo sapiens double homeobox, 3 (DUX3), mRNA 

Homo sapiens double homeobox, 2 (DUX2), mRNA . — — — 


NM 012145 
NM 012144 
NM_012140 

NM 012137 
NM 012134 
NM 012133 
NM 012132 


Homo sapiens deoxythymidylate kinase (thymidvlate kmase) (Ui yivuso, mRNA 
Homo sapiens dvnein, axonemal, intermediate polypeptide, 1 (DNAI1), mRNA 

_ _ ■ . . J . f„«;i-«r i-mi+f\r\\rvnAri^ rmTier* dicarboxvlate 

Homo sapiens solute carrier tamily 25 (mitocnonariai camci, ui^ai i« 

transporter), member 10 (SLC25A10), mRNA _ 

Homo sapiens dimethylarginine dimethylaminohydrolase 1 (DDAH1), mKNA 

Homo sapiens leiomodin 1 (smooth muscle) (LMOD1), mRNA 

Homo sapiens coatomer protein complex, subumt gamma 2 (COFU2), mRNA 
Homo sapiens claudin 8 (CLDN8), mRNA 


NM 012131 
NM 012130 
NM 012129 
NM 012127 
NM_012126 


Homo sapiens claudin 1 / (CLUin i / mtu>rn. 

Homo sapiens claudin 14 (CLDN14), mRNA 

Homo sapiens claudin 12 (CLDN12), mRNA — _ 

Homo sapiens Cipl-interacting zinc finger protein (CIZ1), mRNA 

Homo sapiens carbohydrate (N-acetylglucosamme 6-0) sultotransierase b 
(CHST5), mRNA 


NM_0 12075 


Homo sapiens Conserved gene telomenc to alpha globin cluster ^ulHBA), 
mRNA — 


NM 012122 
NM_012116 

NM 012113 
NM 012071 


Homo sapiens carboxvlesterase 3 (bram) (CES3), mRNA _ 

Homo sapiens Cas-Br-M (murine) ectropic retroviral transtorming sequence c 

(CBLC), mRNA 

Homo sapiens carbonic anhydrase XIV (CA14), mRNA 

Homo sapiens BUP protein (BUP), mRNA . 


NM 012110 
NM 012109 
NM_012107 

NM 012104 
NM 012105 


Homo sapiens cystein-ncn nyoropnooic aomdm z, \K^n.^\~^^/, * i±m -^±2±_* _ 

Homo sapiens brain-specific membrane-anchored protein (BSMAP), mRNA 
Homo sapiens bromodomain containing protein 75 kDa human homolog Kpif /!>), 

mRNA 

Homo sapiens beta-site APP-cleavmg enzyme (BACii), mRNA 
Homo sapiens beta-site APP-cleavmg enzyme 2 (BACE2), mKJN A 


NM 012103 
NM 012102 
NM_012099 


Homo sapiens ancient ubiquitous protein 1 (AUP1), mRNA 

Homo sapiens arginine-glutamic acid dipeptide (RE) repeats v k*k*j, mRNA 
Homo sapiens CD3-epsilon-associated protein; antisense to <ASii-i), 
mRNA 


NM 012098 
NM_0 12067 

NM 012093 
NM 012066 
NM 006276 
NM 007054 
NM 002201 


Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA 

Homo sapiens aldo-keto reductase family 7, member A3 ^aflatoxin aldehyde 

reductase) (AKR7A3), mRNA 

Homo sapiens adenylate kinase 5 (AK5), mRNA 

Homo sapiens hypothetical protein r20D7-FC4), mRNA 1 

Homo sapiens splicing factor, arginme/senne-nch 7 (35kD) (SFRS7), mRNA 

Homo sapiens kinesin family member 3A (KIF3A), mRNA 

Homo sapiens interferon stimulated gene (20kD) (ISG20), mRNA 
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"Mruf 007774 
iNlvi UU / £ 1 *+ 


Wnmn saniens cvtosolic acvl coenzvme A thioester hydrolase (HBACH), mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 
fST C!9A3^ mRNA 




Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA 


TsTM 001199 

LNIVI UU-) 1Z.7 


Homo ^aniens saualene enoxidase (SOLE), mRNA 


T\TK/T 00169R 

1N1V1 UU~> \JZ/ O 


Homo saniens nlakophilin 4 (TKP4), mRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 
fAOC"^ mRNA 


IN Ivi Uv/jjlZ. 


Homo <;anien<? tubbv like nrotein 1 (TULP1), mRNA 


XTA/T 009747 


u nT nn earners mitoeen-activated nrotein kinase 4 (MAPK4). mRNA 


NM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


JNlVL__Uuu^Z 1 


u Amn cQrtipnQ HrefplHin A -inhibited euanine nucleotide-exchanee protein 1 
/HRTG1"> mRNA 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA ! 


IN IV! UU^f D \)H 


Wnmr\ csnipnc: nnanlaQtic Ivmnhoma kinase fKi-1) ( ALIO, mRNA 

XIUIIIO odJJXCXlo <UldJJldol.lv IJ x kx^j xxkj xx it*, ivinuov •*■ / V - * / 3 * 


NM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 
mjvlN/-v 


NM_000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


jNJYL_UUoZo / 


UrtTviA oor»ipnc ficcnf* fciMwr nathwav inhibitor Hinonrotein-associated coasulation 
inhibitor) (TFPI), mRNA 


"X TA A AAAO/l>l 

jNM_UUUy44 


xirvTvirv ponipnc TM-r*tf>in tVhncnnatac** 1 f "TormPTl v 9Ti^ catalvtic subunit. aloha 

XxOmO Sapiens piOLCin pilUopildldoC J X^LKJUH^I ly £*±sj 9 i^aiaxy uxv suuuiuij W1 ^ liu 

icnfnrm rralrmenrin A alnha^ CPPPSCA') mRNA 


xTAyf nni 1 Al 
INlVl UU 1 l^Z 


Wrvmr* c^nipnQ flmplotrenin OC chromosome, ameloeenesis imperfecta 1) 
^AMFT XI mRNA 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 


1NJVI UU / DO 1 


Unmn cariierm mill timer in nvrMDRNi. mRNA 


NM 007355 


Homo sapiens heat shock 90kD protein 1 , beta (HSPCB), mRNA 


XTA/f 00/7^4 


TJ/vmr» cQ-nifru: r*ntntivp nrotein fGR6^ mRNA 


JN 1V1__U U / J O 5 


"Homn c5»T-»iRriQ cniflnine nucleotide binding nrotein (G protein) alpha 12 (GNA12), 


JLN1V1 UU / JDO 


Homo ^aniens nhosnholinase A2 receptor L 180kD (PLA2R1), mRNA 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 
CPHLDAn mRNA 


IN IV J. UU / JU*T 


TTomo ^aniens integral tvne I protein (P24B), mRNA 


Xnwf 007349 

INlVl UU / Jti 


Homo <:fmien«; nucleonorin-like protein 1 fNLP 1), mRNA 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


IN1VI_UU / 1 


Hnmo Qa-ni^riQ Homain binding glutamic acid-rich protein (SH3BGR), 
mRNA 


MM" 007170 

iNlVA UU / / v 


Homo saniens replication factor C (activator 1)5 (36.5kD) (RFC5), mRNA 


MM" 00714R 

1NJ.VX UU / J^O 


Homo <;anien<; activating transcription factor 6 ( ATF6), mRNA 




Homo sapiens Rho-associated, coiled-coil containing protein kinase 2 (ROCK2), 
mRNA 


NM 005574 


Homo sapiens LIM domain only 2 (rhombotin-like 1) (LM02), mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLC1), mRNA 


NM 003658 


Homo saniens BarH-like homeobox 2 rBARX2\ mRNA 


NM 004209 


Homo sapiens synaptogyrin 3 (SYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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cnannei, suDiamiiy in, memoer i ^jvi^inin lj, hum^a 


NM OUlDoi 


TT rt «irv ooi-»i<=»no -i t-» t*=»tt\Vi r»rrw*»r» f»TYt-/vr m Ck triv ■nrotf-Opl VC3.T1 1 (UVLPCjI^. ITlRNA 

riomo Sapiens lnieipnoiorecepior ixid.uiA pi u i^u£i_y x v 11 ^ nja 79 AiAA ^ 


NM 005266 


Homo sapiens gap junction protein, aloha 5, 40kD (connexm 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxvpeptidase M ( CPM), mRNA 


NM 007332 


Homo sapiens anKyrin-iiKe witn transmemDrane uunidiiib i ^AiNiviivii;, huvj.^^ 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inhibitor z (VjUizj, miviN/v 


NM_001607 


Homo sapiens acetyl-Coenzyme A acyltransterase i (peroxisomal ^-oxoacyi- 
Coenzyme A tmolase) (ACAA1), nuclear gene encoamg muocnonuricu proicm, 
mRNA 


NM_003145 


Homo sapiens signal sequence receptor, oeta ^transiocon-dbbouiiiicu piuicm ucw; 
(SSR2), mRNA 


NM 000852 


rlomo sapiens giutatnione o-uansierase pi ^oo \.r ij, ixixvi^/a. 


NM 000827 


Homo sapiens glutamate receptor, lonoiropic, j\ivur/\ i iiuvln^l 


NMJ)05252 


Homo sapiens v-ios Jrt5J murine osteosarcoma virai unv/ugciic uumuiug wo^, 
mRNA 


NM 005803 


Homo sapiens iiotiinn i (rLU 1 1 j, miviN/\ 


NM 004459 


Homo sapiens ietai /vizneimer antigen ^r/vuz^j, rnxsj.N/\ 


*V TTk JT AA /I AO 1 

NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsullatase r (/VKbr j, mruN/\ 


NM 003085 


Homo sapiens synuclem, oeta (ojn iixkin/v 


NM 000612 


Homo sapiens msulin-liKe growtn iactor z ^somaiomeuin ^v^ ^lurzj, iiu\j.>rv 


NM 006995 


Homo sapiens uutyropnilin, suDiamiiy z, memoer /\z ^jdiin^^v^;, iiuvi^-rt. 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 
(RASGRP1), mRNA 


NM 006267 


Homo sapiens KAJN binamg protein z (KAJNDrz;, nmiNA 


NM 002882 


Homo sapiens RAN binding protein 1 (KAJNoJr lj, mxUN/\ 


NM 003884 


Homo sapiens p3UU/L.l3F-associatea iactor \r^t\r mt\j.N/\ 


NM_005258 


Homo sapiens CjI " cycionyoroiase l ieeaoacK reguiaiury piuicm \ Kj^r±r x^j 9 
mKJNA 


"KTA ft f\r\ 1 1 OA 

NM 00113U 


JbLomo sapiens ammo-ienmnai enndncer ui s>piiL llj - LVlN - r *- 


-K TTy Jf AAA 

NM 001099 


Homo sapiens acia pnospnatase, prosiaie \^i\.K^rr j, iiuss\r\ 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens nomeo box D3 (HDAJjj j, mKJN/\ 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens nap structure-specitic enaonuciease i ^rsiNij, miuN/\ 


NM 001828 


Homo sapiens Charot-Leyden crystal protein t^JLC), hikina 


NM_007315 


Homo sapiens signal transducer ana activator 01 transcripxion i, yiKi^ ioi/ii 1^, 
mRNA 


NM_005005 


Homo sapiens JNAJJH dehydrogenase ^uDiqumonej 1 oexa suocompicA, y ^^ju^, 


NM 003362 


rlomo sapiens uracil -uin/\ giycosyiase ^uinu;, iluvin/^ 


NM UUozzl 


Jtiomo sapiens Qistai-iess nomcu doa j ^j-/j_./vj;, iijxvxn^v 


NM 000479 


Homo sapiens anti-JVLuiienan normone ^/ajyixij, humna 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


\J\J 1U17 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBK1), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YY1 transcription factor (YY*\ mRNA 1 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM_001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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IN 1V1 \j\J D*t 1 Z 


Hnmo saniens 1 -acvlelvcerol-3-t>hosphate O-acvltransferase 2 flysophosphatidic 
acid acyltransferase, beta) (AGPAT2), rriRNA 


vnwr ftOOSIO 


Homo saniens eamma-aminobutvric acid (GAB A) A receptor, alpha 5 
(GABRA5), mRNA 


xnv/T 0004^0 


Homo ^aniens nlatelet-activatine factor acetvlhvdrolase, isoform lb, alpha 
subunit (45kD) (PAFAH1B1), mRNA 


xnv/T 00^006 


TTnmo saniens selectin P lieand fSELPLG). mRNA 


NM 002634 


Homo sapiens prohibitin (PHB), mRNA 


IN lVL_UUZ*t 1 u 


Wftinn wnipn«! Tnannnwl fa1nha-l 6^-f?lvconrotein b eta- 1, 6 -N -acetyl - 

glucosaminyltransferase (MGAT5), mRNA 


m/f nA9/inQ 

IN 1V1_UUZH U !7 


Homo Qanipn«; mannoQvl rheta-1 4-^-{?lvconrotein beta-1. 4-N- 

acetylglucosaminyltransferase (MGAT3), mRNA 


IN JLV1__UU ZhU o 


Hftmn canipnc mnnriAwl falrVha-l t^-^i-frlvCOOrotein beta-1 .2-N- 

acetvlglucosaminyltransferase (MGAT2), mRNA 


JN JVl^UUZ'f U O 


TJntiiA cQnipn c mciTi-nfiQvl ( alriVi^ - 1 ^-/i-crl vcoTvrotein beta-1 2-NT- 
Qr»p"K/1 crlii^r^Q?! mi nvl tra riQfpra^f* fN/fGAHTI^ TTlRNA 


IN JLVL_U KJD 7Zj 


TTnmn cnT*i#*nQ mitnapn -activated nrotein Icinase kinase kinase 5 fMAP3K5\ 
mRNA 


"MTV/r 00999S 

JN XVI \J\J 


Untnn ^aniens isovalervl Coenzvme A dehvdroeenase flVDy nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001480 


Homo sapiens galanin receptor 1 (GALR1), mRNA 


NM 001992 


Homo sapiens coagulation factor II (thrombin) receptor (F2R), mRNA 


xnvr 000677 

1NJLV1 \}\J\J\J 1 1 


TTnmn ^ariien«; adenosine A3 receotor ( ADORA3), mRNA 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 (MAPK12), mRNA 


xnv/f oni ^9£ 

iNlvi UUiOZO 


U ATY1 rt canipnc Vi'vmnfrptin (c\m: \ri\ rPfifntOT 2 rHCRTR2 1 mRJ\A 


NM_003605 


Homo sapiens 0-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 

o/^^K/lrrliir»r\coTYiir»^*rir\1\rn^T\tiriP-T s J-aPP't\/1 Crl U P,D 9 a minvl transferase^ (OGT 1. 
aCeLYAgAL*vvUo£llIllllC. \J\Jiy pCLJ LILAC- -1>J — cL^t> LJr l^AHWJOClAAAAAAjr A uuiioiviugv^ V /) 

AliAVi >l /V. 


NM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
reren t ni A CTTGA4^ mRNA 




u nrn A c?inif»T.«: tran^crmtion elongation factor B ^SIIl). Dolvpeptide 1-like 

ATJLv/lllV-7 OtlL/lt 11 J LA ClllOwi. AJLI LAVA A V/lVilgU tAVyi X iUVVUi ' ^* M ~ M ~ Mm /9 IT J X I 

rTCEBlL") mRNA 


NM 0061 R3 


Homo sapiens neurotensin (NTS), mRNA 


MM 009*594 


Homo ^aniens neuroblastoma RAS viral (v-ras) oncogene homolog (NRAS), 
mRNA 


NTVT 00^478 


Homo ^aniens mvoeenic factor 3 (MYOD1). mRNA 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


Nivf 0094^6 


Homo ^aniens membrane nrotein oalmitovlated 1 (55kD) (MPP1), mRNA 


NM 002377 


Homo sapiens MAS1 oncogene (MAS1), mRNA 


IN 1V1 UUZ jUj 


Wnmn c^riipn*; lertin cralacto^ide-bindinff soluble 1 (calectin 1) (LGALSl), 
mRNA 


INlVl uUv/OO / 


Wnmn cnnipnQ intetrrin alnha X fantieen CD1 1C fol50\ alpha polypeptide) 

JTHJlllvJ baUlCllo AAAL^>^AAAA, CLLLJlld -/ V. ^u.AALA^V'l.x V_/J_X X A r r * " w / 

fTTGAX^ mRNA 


NM 000410 


Homo ^aniens inteerin alnha 2b Cnlatelet elvcoprotein Jib ot lib/lila complex, 
antieen CD41B) (ITGA2B), mRNA 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ETGAIO), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRM1), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 I 
( 


lomo sapiens glutamate receptor, xonotropic, N-methyl D-aspartate 2B 
GRTN2B), mRNA — , , „ A 


NM 000833 I 

|__ _ < 
NM 002084 1 


iomo sapiens glutamate receptor, lonotropic, N-methyl D-aspartate 2A 

OPTN2A), mRNA --- " 

lomo sapiens glutathione peroxidase i (plasma) (IrfA.), mKHA 


NM 000805 1 
NM_001940 ] 

■ 

NM 001219 
NM 007155 
NM 007136 ! 
NM 007250 
NM 007167 


3omo sapiens gastrin (GAS), mRNA TTrFiavx k\ 

Homo sapiens dentatorubral-pallidoluysian atrophy <auu P lun-l) tDRPLA), 

mRNA — ■ 

Homo sapiens calumenm (CALU), mRNA , 77 m/a hiTlTT *l 

Homo sapiens zona pellucida glycoprotein 3A (sperm receptor) ______ m*NA 

P ™ fineer nrotein 80 (pT17) (ZNF80)_mRNA 

Homo sapiens K_»FP« Uite factor * 

cap i^ s ™c fineer protein 258 (ZNF258), mRNA 


NM 007153 
NM 007152 
NM 007150 
NM 007147 
NM 007145 
NM 007127 
NM_007125 

NM 007124 1 


c^i«,« ™c finger protein 208 (ZNF208), mRNA 

Homo sapiens zinc fineer protein 195 (ZNF195), mRNA 

Homo sapiens zinc fmger^rolein 185 (LIM domain) (ZNF1 85), mRNA 

Homo sapiens zinc fmeer protem 175 (ZNF175), mRNA 

Homo sapiens zinc finger protein 146 (ZNF146), mRNA . 

Homo sapiens vilhn 1 (VTL1), mRNA . . _ 

Homo sapiens ubiquitously transcribed tetratncopeptide repeat gene, Y 

^Wr-AOAmp rTTTV^ mRNA ______ — 

Homo sapiens utronhin (homologous to dystrophin) (U l KM), mRNA 


NM 007122 
NM_007120 

NM 007106 


Homo sapiens unstream transcnption tactor l ( uSFl), mRNA 

Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 

mRNA 

1 Homo sapiens nHiqiiitin-hkB 3 (UBL3), mRNA , ; - . — —^7 

JZ° 4™« trip! Actional domain (TTPRF interacting) (TRIO), mRNA 


JNJVI UU / 1 1 o 

NM 007117 
NM_007218 

NM 007233 
NM 007114 


w«mn sapiens thwotropin-releasmg hormone (TRH), mRNA 

Homo sapiens patched related protein translocated in renal cancer (TRCo), 

mRNA -k t a " 

|_H«mo sapiens TP53 target gene 1 (TP53TG1), mRNA 

Homo sapiens TATA element modulatory factor 1 (lWi^mKiNA _ 


NM 007112 
NM 007111 
NM 007109 

lNlVi_vv/ / lvo 


Mnmo sapiens thrombospondm 3 (THBS3), mRNA _ 

1 Homo sapiens transcription factor Up-i ( li-DPl), rnKNA — _ 

Homo sapiens transcription factor 19 (SCI) (TCF1 9), mRNA 

THomo sapiens transcription elongation factor B (Sill), polypepuae i <>kD, 

elonpin B) (TCEB2), mRNA _ — — 


NM_007105 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 


NM_007163 


Homo sapiens solute carrier lamily 14 (urea tiansporter;, memuci „ 

1 mRNA . . 

Homo sapiens sarcosine dehydrogenase (SARDH), mRNA . 


NM 007101 
NM 007165 
NM 007252 
NM 007273 


"TS^mo saoiens splicing factor 3a. subunit 2, 66kD (SE3A2),mRNA 

Homo sapiens Retina-denved FUU -domain factor-1 (RTf-1), _-_na 

Womo sapiens B-cell associated protein (RE A), mRNA 


NM 007195 
JNJVL_UU / Zt>i 

NM 007196 


Homo sapiens polymerase (DNA directed) iota (POLI) mRNA 

"T^orno sapiens protein tyrosine kinase 9-like (A6-related protein) (FIKV-), 

_n_ Oil IvJ ocl M -i — •-iJ-» J piukvi_ 

1 Homo sapiens kallikrein 8 <"neuroosin/ovasm) (KLK8), mRNA . 


NM 007171 
NM 007215 


Homo sapiens protein-O-mannosyltransferase 1 (POMT1), mRNA . 

Homo sapiens polymerase (DNA directed), gamma 2, accessory subunit 
1 (POLG2), mRNA 
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NM 007254 


Homo sapiens polynucleotide Kinase 3 -pnospnaiase (rrsijsjr;, itlkjn/\ 


NM 007221 


Homo sapiens polyamme-modulatea iactor i v~ AVir U» mKiNA 


NM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


NM 007169 


Homo sapiens phosphatidyletnanolamine JN-metnyitransierase (rnivi i ), m*u\i/\ 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neurons 2 
(PACSIN2), mRNA 


NM 007190 


Homo sapiens Sec23 -interacting protein pl25 (tIzd), mKJNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 
mRNA 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 
(SLC21A9), mRNA 


NM 007172 


Homo sapiens nucleoponn 50kD (NUP50), mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
(NDUFV1), mRNA 


NM_007181 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 1 
(MAP4K 1 ), mRNA 


NM 007230 


Homo sapiens mannosidase, alpha, class Its, member 1 (main irsij, hikina 


NM_007164 


Homo sapiens mucosal vascular addressin cell adhesion molecule 1 
(MADCAM1), mRNA 


NM 007216 


Homo sapiens alpha integral binding protein o3 (JsJAAiui /), mKJNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


NM 007102 


-TT 1 J 1 „ „ „ n y.i^TTA4/w Hi /,i«./-i/ninmTrli-n\ / f~~^-~\ \( ^ A t-i A frit? M A 

Homo sapiens guanylate cyclase activator 2±5 (uroguanynnj (uulaz£jj, ihkin/v 


NM 007227 


Homo sapiens G protein-coupled receptor 4o (<arK4:>;, mKJNA 


NM 007275 


Homo sapiens lung cancer candidate (rUM), mKJNA 


NM 007262 


Homo sapiens RNA-binding protein regulatory subunit (DJ-1), mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 
mRNA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


NM 006585 


Homo sapiens chaperonin containing TCP1, subunit 8 (theta) (CC15), mKJNA 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


NM_007220 


Homo sapiens carbonic anhydrase VB, mitochondrial (CA5B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_007100 


Homo sapiens ATP synthase, H+ transporting, mitochondrial F0 complex, 
subunit e (ATP5I), mRNA 


NM_007231 


Homo sapiens solute carrier family 6 (neurotransmitter transporter;, memoer i^ 
(SLC6A14), mRNA 


NM 007203 


Homo sapiens A kinase (PRKA) anchor protein z (AhJ\r J.), mKJN/v 


NM 007202 


Homo sapiens A kinase (PRKA) anchor protein iu {J\&J\r iuj, mKINA 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 8 
(ABCA8), mRNA 


NM 000506 


Homo sapiens coagulation factor II (thrombin) (rzj, mKJNA 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


NM 006736 


Homo sapiens heat shock protein, neuronal DN AJ -like 1 (HbJ 1), mKJNA 


NM_006553 


Homo sapiens erythroid differentiation and denucieation iactor i ^Jtiri^-iiiJj^oi;, 
mRNA 


NM 006984 


Homo sapiens claudm 10 (CLDN1U), mKJNA 


NM_005502 


Homo sapiens ATP -binding cassette, suD-iamiiy a i,Ai5i_-i^, memoer i 
(ABCA1), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 



475 



BNSDOCID: <WO 03074654A2_L> 



WO 03/074654 



PCT/US03/05028 



NM_006978 I 
r 

NM 006953 I 


Iom o sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNF183). 

nRNA 

lomo sapiens uroplakin 3 (UPK3}. mRNA 


NM 006952 I 
NM 006951 1 
1 

NM 006950 : 


4nn,n saniens uroplakin IB (UFK1B), mRNA ^ . 

lomo sapiens TATA box binding protein (TBP)-associated tactor, kjn a 

Dolvmerase II, D. 100kD (TAF2D). mRNA . 

Rrmio sapiens svnapsin I (SYN1), mKNA 

- — „f imrimt homoloe 2 (SWAP2), mRNA _ 


NM 007056 1 
NM 006949 
NM_006948 

NM 006946 
NM 006945 


3omo sapiens suppressor ot white apncox nomumfr v^; 12 

^piens svntaxin binding protein l (STXBP2), mRNA 

Homo sapiens stress 70 protein chaperone, microsome-associatea, oukL, 

Lmo sapiens spectrin, beta, non^rytoocytic 2 (SKlBN2^mRNA 

u nmn sapiens small proline-rich protein 2B (SPRR2B), mRNA . 


NM 006944 
NM 007009 
NM 006940 
NM 007017 


Homo sapiens secreted nhosphoprotein 2, 24kD (SPP2), mKJNA 

n«™ sapiens zona nellucida binding protein 1&P38,, mRNA 

Homo sapiens SRY (sex aelemoou.prr.yi.,,, , fW^I^ ; " J 


NM 006943 
NM 007084 
NM 006942 


Homo sapiens SRY (sex determining region Y > no* ^ -h - 

Homo saniens SRY (sex determining region Y)-box 21 (bUAZ i ), mKNA 

Homo capipns SRY (sex determining region i ) uua ^ v>J ^v^ v/ , — , L 

l^^iens SRY (sex determining^ionY)-box 10 (SOX10),jnRNA 


NM 006941 
NM_006934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine;, 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters;, member 3 


NM_006931 
NM 006930 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 


NM 006925 
NM_006924 

NM 006917 


sapiens solicing factor, areimne/serme-nch b \ Sl-ko^ ), mRNA . 

Homo sapiens splicing factor, arginine/serine-rich 1 (splicing tactor z, airematc 

snlicine factor^ (SFRS1), mRNA 

Hnmn sapiens retinoid X receotor, gamma i^RXRG), mRNA 


NM 006987 
NM_007055 

NM 006915 
NM 006914 
mm 006913 


«^ : — 7-rr. — rn-. /-,,,i+i„Mit <~"7 Hnmnins^ (RPH3 AL\ mRNA 

Homo sapiens rabphilm 3A-HKe (wiihonr < .1 dum^uaMiu "-"^ 

■ Homo sapiens polymerase (RNA) ffl (DNA directed) (155KU; t*PC155), 

Homo sapiens retinitis pigmentosa 2 (X-lmked recessive) (RP2), mRNA 

" Homo sapiens RAR-related orphan receptor B (RORB), mRNA 

Homo sapiens ring finger protein 5 (RNF5), mRNA 


NM 006911 
NM 007043 
NM 007033 
NM_007081 


Homo sapiens relaxin 1 (HI) (RLN 1 ), mKNA _ 

Homo sapiens HIV-1 rev binding protein z (Hkbi;, mRNA _ 

Homo saniens similar to S. cerevisiae RKKi 0*FR1) mRNA 

Homo sapiens RAB, member of RAS oncogene tamily-like 2B (RABL2B), 


NM 006905 
NMJ307016 

NM 007024 
NM 007030 
NM 006901 
NM 007075 
NM 007003 
NM 006899 


Homo sapiens premancv specific beta- 1 -glycoprotein 1 (PSG1), mRNA 

Homo sapiens protein similar to E.coli yhdg and R. capsulatus mfR3 (PP35), 

mRNA 

Homo sapiens PL6 protein (KLo), mRNA _ . 

Homo c^iens brain-snecific protein n25 alpha (pza ), mKNA 

Homo sapiens myosin TXA CMY09A), mRNA 

Homo sapiens JM5 protein (JM5), mRNA _ 

Homo sapiens JM27 protein (JM27), mRNA ___ 

Homo sapiens isocitrate nehvdroeenase 3 (NAD+) beta (IDH3B), mRNA 
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007031 


Homo saDiens heat shock transcription factor 2 binding protein (HSF2BP), 
niRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HS1-2), mRNA 


NM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 00704S 

1 i 1YX V/v / U i J 


Homo sapiens FGFR1 oncogene partner (FOP), mRNA 


NM 007051 


Homo sapiens Fas (TNFRSF6) associated factor 1 (FAF1), mRNA 


NM_006979 


Homo sapiens HLA class II region expressed gene KE4 (HKE4), mRNA 




TTnmo <;anipn<i rhondromodulin T nrecUTSOr fCHM-Ii. mRNA 

1 XWlllU OdJJ 11/115 L»l 1U11U1 UlllvUU 1111 X piV^^UiLjui \^vau»a / 3 llJ -*- vl ~-* 


xnv/f OOfiRQO 


l-Tomo saniens earcinoembrvonic an tiff en-related cell adhesion molecule 7 
CCEACAM7 1 mRNA 


NM 007018 

1N1VX \J\J 1 \J 1 O 


Homo saniens centrosomal nrotein 1 ( CEP 1\ mRNA 


NM 006RR9 

XNlVX UyUOOy 


Homo saniens CD86 antieen (CD28 antigen ligand 2, B7-2 antigen) (CD86). 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CART1), mRNA 


NM 007058 

i llTl \J\J 1 \J \J 


Homo sapiens calpain 11 (CAPN11), mRNA 


NM 006888 


Homo sapiens calmodulin 1 (phosphorylase kinase, delta) (CALM1), rnRNA 


NM 007047 

1N1VX \J\J 1 V/*T / 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 




ffnmn co-ni pn q R7 rvrntp in fft7 i mRNA 

XXL/ill VI Od kJ 1 V/llO XJ 1 JJi \J LV^lll \XJ / F, 11JJLVJ. 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBF1), mRNA 


NM 007097 


Unmn Qflnif»n«; •nntativf* tiimnr cuiTinrp^cinr f!01F6^ mRNA 

XXvllllvl odplvxllo yJ U Id 11 V \^ 1U111W1 ouppi wooui \^hIvax ^Jy llJAVl 


NM 00££Q7 


Unmn canipriQ r»iQr>latin rp^i^tannp a<?<»nciated rC^R^A^ mRNfA 


NM 006896 

iNxVX \J\J\J0Z*\J 


Wnmn «:aT>ien^ tvrosine 3-monooxvffenase/trvDtODhan 5-monooxvcenase 
activation protein, theta polypeptide (YWHAQ), mRNA 


NM 006761 


TTrvmo Q5ir>ipn<; tvrfwmp ^-Tnononxvpeiia^e/lTVTjtonhan 5-monooxv2enase 
activation protein, epsilon polypeptide (YWHAE), mRNA 


NM 0067S4 

INIYX V/UO / OH 


Unmn QamVnQ WTT) rpneat dnmaiTi ^ rWT)R^ i mRNA 

XXLJ111U OCl^_/ 1 v-1 1C5 ¥V JL/ l^LX^cll IXVJllldlll ^ ^ ▼ ' y y liuvaixx 


lNIVl UUOOH-O 


TJfr\mr» car»i<*riQ cprinp nrntpa^p ir»ViiV»itor TCa7a1 tvne 5 fSPTNTC5^ mRNA 

IX \J 1 1. L\J odplwilo oti lilt- uiULv/do^/ lixill ul LvJi , xvcizju.1 i,jr^/w, ^ ^ L-»-L i-l i i j 


IN xVx__U uOO D \) 


Unmn cnnipriQ liViinninnl-rvtor Virnmp c rpdlicita^p (ft 41cT")i subunit (TJOCR\ 

mRNA 


NM 006798 


Homo ^aniens IJDP o:lvcosvl transferase 2 familv. Dolvneotide Al (TJGT2A1), 
mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 006827 


Homo saniens transmembrane trafficking nrotein fTlVIP21), mRNA 


NM 006853 


Homo sapiens kallikrein 11 (KLK11), mRNA 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDE1), mRNA 


NM 006756 


Rnmn <;arnpn<; tranqprinfion elongation factor A fSIIf 1 ("TCEA1 ). mRNA 

XXUlllvP oAjJlVsllo LI Clllo^l LyJUKJli uHJUgaiivu iav/LVi yujLLy, a -*■ v -^- 1 - v - t - huvi ii i 


NM O0609A 


Unmn cpmipriQ "T^v 1 Oilman T-ppII leulcemia virus tvne T) binding nrotein 1 

XXVlll L\J ouUlCllo X <X^\. 1 ^llLXlllull X Uvll uiwnna v u la o uutuiug 

(TAX IBP 1), mRNA 


NM 006759 


Homo saniens surfeit S TSTTRFS i mRNA 

I1U111U oa.pl^/llo ollllwlL v_J v_/ XVJ. ^> y, 11JJ.VI iiv 


NM O06R19 


Homo saniens stress-indiieed-nhosnhonrotein 1 rHsn70/Hstj90-or2anizin£ 

XXvJlllvX OClLJlWllO Oil VOO lllVlUVyWVl piJUOpiUJj-'l W L^/XXl X / \J/ J.1l3^^U v/i^uuiijiii^ 

nrotein") fSTTPn mRNA 

i^/x vy twin y y l_f _x l i i j j iinvi ^ x x. 


NM 006780 

1NXVX V/W / Uw 


Homo sapiens SMA3 (SMA3), mRNA 


NM 006749 

1 N 1VX \J\J\J 1 ~ 


Homo saniens solute carrier familv 20 fnhosnhate transnorterh member 2 
(SLC20A2), mRNA 


NM 006747 

1 > 1 VX \J\J\J f ~ 1 


Homo sapiens signal-induced proliferation-associated gene 1 (SIPA1), mRNA 


NM 006873 


Homo sapiens stoned B/TFUA-alpha/beta-like factor (S ALF), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBP1), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 CRBM3), mRNA j 
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NM 006868 I 
NM_006839 I 
i 

NM 006812 1 
NM 006656 1 


lomo sapiens RAB31, member RAS oncogene family (RAB31), mRNA 

lomo sapiens inner membrane protein, mitochondrial (mitofihn) (IMM1), 

-flRNA ■ - 

aomo sapiens amplified in osteosarcoma (OS-9), mRNA 

Homo sapiens siahdase 5 (memorane sidnud&e; y^^^^j, 


NM 006791 ] 
NM 006766 
NM 006804 
NM_006770 


Homo sapiens MORF-related gene 15 (MRG15), mRNA _ 

Hnmn sapiens zinc finger protein 220 (ZNF220), mKNA . 

Homo sapiens steroidogenic acute regulatory protein related (MLN64), mRNA _ 
Homo sapiens macrophage receptor with collagenous structure (MARCO), 
mRNA. ~ — "~ — 


NM_006785 


Homo sapiens mucosa associated lymphoid tissue lymphoma translocation gene 


NM 006767 
NM_006840 


too sapiens leucine-zipper-like transcriptional regulator, 1 (LZTR1), mRNA. 

— : -, t i^^v^^rtrrlrtVMilin-liVe rerentor SubiamilV o (With 1M 

Homo sapiens leukocyte immunogloDunn-iih.e reoepiui, suuiaum; ^ v 

and 1T1M domains), member 5 (LILRB5), mRNA — — 


NM_006866 


— ; ^ i T~ ■ ^^^/nri.vkniin liVf^ rf»r»f»ntnr sublamilV A (Wltn iivi 

Homo sapiens leukocyte lmmunoglobulin-iiKe receptor, bUDioimry V wi 

domain), member 2 (LILRA2). mRNA 


NM_006863 


Homo sapiens leukocyte immunoglobulin-luce receptor, suoiamuy v«iui 
domain), member 1 (LILRA1), mRNA 


JNiYL_UUOoH / 


Homo sapiens leukocyte immunoglobulin-like receptor, subtamuy a <with TM 
and ITIM domains), member 4 (LILRB4), mRNA _ 


NMJ)06865 


Homo sapiens leukocyte immunoglobulin-hke receptor, subtamily A (without 
TM domain), member 3 (LILRA3), mKMA _ 


NM__006864 


Homo sapiens leukocyte immunoglobulin-like receptor, sublamiiy a <with 1M 
and ITIM domains), member 3 (LLLKrsj), hiiuna _ _ 


NM 006738 
NM_006762 


Homo sapiens lymphoid blast crisis oncogene (LBC), mRNA 

Homo sapiens Lysosomal-associated multispannmg membrane protem-5 
(LAPTM5), mRNA ■ 


NM 006737 


Homo sapiens killer cell immunoglobulm-like receptor, three domains, long 
cvtoplasmic tail, 2 (KIR3DL2), mRNA 


NM_006801 

NM 006544 
NM 006858 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 

retention receptor 1 (KDELR1), mRNA 

" TTnmn ~mim<s ilvB (harttminl ace.tolactate svnthase)-like (1LVBL), mRNA 
Homo sapiens putative T1/ST2 receptor binding protem (1L1RL1LG), mRNA 
Homo sapiens interferon-related developmental regulator I (lfKUZ), mRNA 


NM 006764 
NM 006831 
NM 006794 
NM 006783 


Homo sapiens ATP/GTP-bindmg protein (HEAB), mRNA 

Homo sapiens G protein-coupled receptor 75 (GPR75), mRNA _ 

Homo sapiens gap junction protem, Dcia u iwmi&Aui -j^j 


NM_006733 

NM 006731 
NM 006730 
NM 004366 


Homo sapiens ESH primary response (LRPR1, rat) homolog l yW-kHl), 

mRNA ■ ■ - 
~ Homo sapiens Fukuyama type congenital muscular dystrophy (FCMD), mRNA 
Homo sapiens deoxyribonuclease I-hke 1 (DNASE1L1), mRNA __ 

tt • „r,i„^: J_ ~l«QTiTio1 1 (CX ( 'NT9^ mRNA 

Homo sapiens chloride channel z ^la^jm.), ■ 


NM 006725 
NM 006806 
NM 006763 

1N1VJL \J\J\) 1 0-7 


Homo sapiens CD6 antigen (CD6). mRNA 

Homo sapiens BTG family, member 3 fBTG3), mRNA 

Homo sapiens BTG family, member 2 (BTG2), mRNA 

" Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypepude- 
like 2 (APOBEC2). mRNA — = 


NM_006793 

NM 006818 
NM 004289 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoding mitochondual 

protein, mRNA 

~ Homo sapiens ALLl-fused gene from chromosome iq (AF1Q), mRNA 

Homo sapiens nuclear factor (erythroid-denved Z)-iiKe 3 (NFE2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


"MM 006523 

X > 1VX UUvJX<J 


Homo sapiens X-prolyl aminopeptidase (aminopeptidase P)-like (XPNPEPL), 
mRNA 




Homo sapiens ubiquitin specific protease 3 (USP3), mRNA 


"NTM 006564 


Homo sapiens G protein-coupled receptor (TYMSTR), mRNA 




Homo sapiens tumor necrosis factor (ligand) superfamily, member 13b 
(TNFSF13B), mRNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
(TNFRSF9), mRNA 


"NM 006528 


Homo sapiens tissue factor pathway inhibitor 2 (TFPI2), mRNA 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTE1L), mRNA 


NM 006519 


Homo sapiens t-complex-associated-testis-expressed 1-like 1 (TCTEL1), mRNA 


NM 006602 


Homo sapiens transcription factor-like 5 (basic helix-loop-helix) (TCFL5), 
mRNA 


NM 006593 


Homo sapiens T-box, brain, 1 (TBR1), mRNA 


NM 006679 


Homo sapiens putative opioid receptor, neuromedin K (neurokinin B) receptor- 
like (TAC3RI.), mRNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


"NM 006558 


Homo sapiens Sam68-like phosphotyrosine protein, T-STAR (T-STAR), mRNA 


NM 006603 

J. N XYX UV/UUUJ 


Homo sapiens stromal antigen 2 (STAG2), mRNA 


NM 006717 


Homo sapiens spindlin (SPIN), mRNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


"NM 0ftfinS4 

lNivx uuuuj*t 


Homo sapiens sue 1 -associated neurotrophic factor target (FGFR signalling 
adaptor) (SNT- 1), mRNA 


"NTM 0066^7 


Homo sapiens serum-inducible kinase (SNK), mRNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


TsJA/f fiOA^ 1 6 


WniTin Q«r>if»n<s ^nlnte carrier familv 2 ( facilitated glucose transporter), member 1 
(SLC2A1), mRNA 


"NTM 006632 


Homo saniens solute carrier familv 1 7 (sodium phosphate), member 3 
(SLC17A3), mRNA 


NM 006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM 00659R 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
7(SLC12A7),mRNA 


NM 006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM 006664 

JLNxVJL VV/VJvJV/*T 


Unmn <;arriens small inducible cytokine subfamily A (Cys-Cys), member 27 
(SCYA27), mRNA 


NN/T 006514 

X N 1YX UuUJ X " 


Homo saoiens sodium channel, voltage-eated, type X, alpha polypeptide 
(SCN10A),mRNA 


NM 006559 


Homo sapiens GAP-associated tyrosine phosphoprotein p62 (Sam68) (SAM68), 
mRNA 


NM 006511 

X ^1 XVX \J\J\J *J X X 


Homo sapiens regulatory solute carrier protein, family 1, member 1 (RSC1 Al), 
mRNA 


NM 006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret finger protein-like 3 (RFPL3), mRNA 


NM 006605 


Homo sapiens ret fmger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (FlPKJb), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 
(PSMC4), mRNA 
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NM 006587 I 
NM 006556 I 
NM 006608 I 
NM 006661 1 
NM 006674 1 
NM_006637 ] 
j i 


lomo sapiens conn (PRSC), mRNA 

lomo sapiens phospnomevalonate Kinase yrw — — — — _ . 

tan sapiens putative homeodomain transcnption factor (PHTF1), mKJNA 

4omo sapiens phosphodiesterase 10A (Jfl^iOA), mRNA 

r^~~~ r,^^ A/^p^^ , piticc t region ORF (P5-1), nxKJN A . — 

riomo sapiens ivmv^ ciass i icgiuu v^vj. x± n — _ — 

Sorno sapiens olfactory receptor, family 5, subfamily I, member 1 (OKM1), 


NM_006649 ] 
NM 002532 


i ■ n, . j a r,_ 0 j onlrvn rancpr antif?en 16 (SDCCAG16), 

Homo sapiens serologically detmea colon cancer anugcu iu » 

rnRNA — " 

Homo sapiens nucleoporin 88kD (NUJre*), hiking 


NM 006702 
NM_006693 


w«m^ emion* neuronathv target esterase (NTE), rnRNA —— — 

c '; pnc ri^^vfltre and nolvadenvlation specific factor 4, iOkD subunil 
Homo sapiens cleavage <uiu. \j\jiya\^^j iumu f 

(CPSF4), rnRNA — — i—r^ 


NM_006669 

(NM 006533 
NM 006500 


Homo sapiens leukocyte immunoglobulm-like receptor, subfamily B (witti 1M 

and rriM domains), member 1 (LELRB1), rnRNA — 

Homo sapiens melanoma inhibitory activity (MIA), rnRNA _ 

Homo sapiens melanoma adhesion molecule (MCAM), rnRNA 


NM 006610 
NM 006699 
NM_006498 


Hnmn sapiens mannan-binding lectin serine protease 2 (MASP2), rnRNA 

Homo sapiens mannosidase, alpha, class 1 A, member 2 (MAIN1A2), misNA 

Homo sapiens lectin, galactoside-binding, soluble, 2 (galectm Z) (LGALS2), 

tt Tr^TT tt mPN A hindine nrotfin 3 (KOCH), mRNA 


NM 006547 
NM_006611 

NM 006546 
NM 006665 
NM 006497 


Homo sapiens lof-u nuuNA-pmiuug h 1 " 1 ™' ^ . — ti — r , n 

Homo sapiens killer cell lectin-like receptor subtamily A, member 1 (K.LKA1), 

mRNA r-rrr — 

Homo sapiens IGF-H mRNA-binding protein 1 (lMP-1), mRNA_ _ 

Homo sapiens heparanase (HPSE), mRNA 

Homo sapiens hypermethvlated in cancer 1 (H1U1), mRNA 


NM 004667 
NM 006527 
NM 006658 
NM_006496 

NM 006529 


Homo sapiens hect domain ana klu l v rLC - ,vv - z -^ 

Homo sapiens Hairpin binding protein, histone (.HBP), mRNA _ 

Homo sapiens G-substrate (GSBS), mRNA 

Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 

activity polypeptide 3 (GNAI3), mRNA — 

Homo sapiens glycine receotor. alpha 3 (GLRA3), mKNA 


NM 006530 
NM_006581 

NM 006700 
NM 006684 
NM 004113 
NM 006495 


Homo sapiens glioma-amplified sequence-41 (OAS41), mKJNA 

Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransterase; (FUT9), 

mRNA — 

Homo sapiens FLN29 gene product (FLN29), mRNA _ 

Homo sapiens complement factor H-related 4 (FHK-4), mKNA 

Homo sapiens fibroblast growth factor 12B (FGF12B), mRNA 

Homo sapiens ecotronic viral integration site 2B (EVI2B), mRNA 

Homo sapiens ELL gene (1 1-19 lysine-nch leukemia gene) (ELL), mKNA 


NM 006532 
NM 006566 
NM 006639 
NM 006586 
NM 006565 
NM_006574 

NM 006688 
NM 006493 
NM 001750 
NM 006624 
j NM 006698 


Homo sapiens adhesion glycoprotein (DNAM-1), mKMA 

Homo sapiens cysteinyl leukotriene receptor 1 ((JYSLi l), mRNA 

Homo sapiens trinucleotide repeat containing 5 (1NKIS), mKNA 

Homo sapiens CCCTC-bindine factor (zinc finger protein) (lllfj, mKiNA 

Homo sapiens chondroitin sulfate proteoglycan 5 (neurogiycan C) (CSPG5), 

mRNA 

Homo sapiens C 1 q-related factor (CKf ), mKNA .__ 

Homo sapiens ceroid-lipofuscinosis, neuronal b (CLN5), mRNA 

Homo sapiens calpastatin (CAST), mRNA __ . 

Homo sapiens adenovirus 5 El A binding protein (tsboy), mRNA 

Homo sapiens bladder cancer associated protein (BLCAP), mRNA 
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NM 006716 


Homo sapiens activator oi b pnase Kinase ^/\ois^, iiuxin^ 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


NM 006670 


Homo sapiens 5T4 oncofetal tropnoblast glycoprotem niKiN^ 


NM_002069 


Homo sapiens guanine nucleotide binding protein (U protein;, aipna mniomng 
activity polypeptide 1 (ON Ail), mKJNA 


NM 001165 


Homo sapiens baculoviral lAJr repeat-containing 3 {jdika^oj, irusaN/v 


NM_000391 


Homo sapiens ceroid-hpoiuscmosis, neuronal z, late miannie ^jansicy- 
Bielschowsky disease) (OlJNz), mKJNA 


NM 005440 


Homo sapiens Cjlr-Dinamg protein kjio/ ^kjctv^ / j, mi\iN/-v 


NM 005346 


Homo sapiens neat shock /uku protem ir> ^norAio;, ulcvln/a. 


NM 005345 


Homo sapiens neat snocK /ukjlj protem ij\ ^nor/iini, iiuxj.n^v 


NM 003545 


Homo sapiens r\A nistone iaxmiy, memoer j yriHrj )^ uira>rv 


NM 003543 


Homo sapiens rl4 nistone iamny, memoer ri ^riH-rrij, iiuvin^v 


NM_003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


NM 003540 


Homo sapiens H4 nistone iamily, member C (ii4r<^), mKJNA 


NM 003539 


Homo sapiens H4 nistone iamily, member r> ^ti4r±5), misJN/v 


NM 003538 


TT Tt A 1 X^___«1- , . -i -» j-i_4t.-i.1-i. nr A C\ T /I T7 A "\ »TlP\l A 

Homo sapiens H4 nistone iamily, member A (H4r A), mKJNA 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HI FT), mRNA 


NM_003752 


Homo sapiens eukaryotic translation initiation tactor 3, suoumt 5 {i iuki^j 
(EIF3S8), mRNA 


NM 004929 


Homo sapiens calbmdm 1, (2okL)) (CALrJl), mKJNA 


NM 006122 


Homo sapiens mannosidase, alpha, class ZA, member z (jviajlnzazj, hikina 


NMJ)06301 


Homo sapiens mitogen-activated protein Kinase Kinase Kinase iz \NLi\r3is*iz.) > 
mRNA 


NM 006299 


Homo sapiens zinc tmger protein (ZJNr 1^3), mKJNA 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


NM 006385 


Homo sapiens zinc linger protein 211 (ZiNrZl 1 ), mKJNA 


NM 006296 


Homo sapiens vaccinia related kinase Z (VKKzj, mKJNA 


NM 006295 


Homo sapiens valyl-tRNA synthetase Z (VAK^), mKJNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


NM_006294 


Homo sapiens ubiquinol-cytochrome c reductase binaing protein jui^kjsj, 
mRNA 


NM 006293 


Homo sapiens TYRO 3 protem tyrosine kinase (l iKUjj, niKJNA 


NM 006311 


Homo sapiens nuclear receptor co-repressor 1 (NCOR1), mRNA 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAJP2), 
mRNA 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFA1P3), 
mRNA 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THY1), mRNA 


NM_006286 


Homo sapiens transcription factor Dp-2 {E2b dimenzation partner I) ^irJJf L), 
mRNA 


NM_006284 


Homo sapiens TATA box binding protein (TBP)-associatea tactor, KM A 

i _ TT TT O rvl t-\ /T A T?1IT\ ~«T)\T A 

polymerase II, H, 30kD (TAP2H), mRNA 


NM_006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 
mRNA 


NM_006283 


Homo sapiens transforming, acidic coiled-coil contammg protem l (lALtij, 
mi\JN/\ 


NM 006282 


Homo sapiens serine/threonine kinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), mRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLC1), 
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n 


iRNA " 

■ . r, n i^; n rr f-wtrtr /VKVTYV CSPF45), mRNA — 




NM 006450 I 
NM 006422 I 
NM 006446 I 


romo sapiens splicing lactone ki J M or f L)J ,| Ll r^ .nPTT V 

In™ sapiens A kinase (PRKA) anchor protein 3 f AKAP3), mRNA 

Sapiens solute carrier family 21 (organic anion transporter), member 6 
ST.C21 A6\ mRNA — z ' 


L ' ( 

NM_006278 I 


€omo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
.lalytrflTisferase) (SIA141), mKJNA — — 


NM_006378 ] 
< 

i 


t^^ns sema domain, immunoglobulin .domain ft £ J ™£S53» 
domain (TM) and short cytoplasmic domain, (semaphorm) 4D (SEMA4D), 


NM_006379 


H^sapiens sema domain, immunoglobnlin domain (lg), snort basic domain, 
arreted, fsemaphorin) 3C (SEMA3C), mRNA _^ ___ 


Tsjivr 006^74 

IN IV J. UvU^ / "T 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 19 
iSCYA19), mRNA 


NM 006453 
NM 006270 
NM 006269 
NM 006355 


Homo sapiens transducin (beta)-like 3 (Igu^mRHA. 

Wnrnn salens related RAS viral (r-ras) oncogene :homo lojjiM^^ 

Homo sapiens retinitis pigmentosa 1 Autosomal dominant) (RP1), mRNA 

Homo sapiens rine finger protein 15 (RNF15), mRNA 


NM 006315 
NM 006394 
NM_006263 


Homo sapiens ring finger protein 3 (KJNfi), mRNA . . 

Hnrno sapiens regulated m glioma ^vj;, — — 

Homo sapiens proteasome (prosome, macropam) activator suounit i (PA2S 
aloha) (PSME1), mRNA 


NM 006262 
NM_006261 


Homo sapiens peripheral (PRPH), mKNA . „,iinn fi'rtnr 

Homo sapiens prophet of Pitl , paired-like homeodomain transcription factor 


NM_006260 
NM 006259 


HoSf sapiens protein-kinase, interferon-inducible double stranaec kin* 

dependent inhibitor (rKxLKl), rnKiNA . -■ , — =rrrr 

it™ c^ens protein kinase, cGMP-deoendent, type 11 (FKKUZ), rr^NA 

r; ~ , ■ainacpr thrti fPRKCO) mRNA 


NM 006257 
NM 006255 
-\TM 006253 


Homo sapiens protein Kinase v^, xneia ^rx^^uu 

sflp i*ns nrotein kinase C, eta (FKKJJtiJ, ^ _ _ 

■ Homo sapiens protein kinase, AMP-activated, beta 1 non-catalytic subumt 
CPRKAB1), mRNA - ■ 




NM_006252 


" "Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subumt 
(PRKAA2), mRNA ; — : ; - — 




NM_006251 


" Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic summit 




NM 006247 
NM_006246 


Homo sapiens protein phosphatase catalytic subumt (PPP5C), mRNi\ 

- ZZ ^ ^ ^-hocnhatase 2 regulatory subunit B (B56), epsilon 

Homo sapiens protein pnospnaiase z,, rcguiat^ij *w v 




NM_006245 


_ g^^^^V^a regulatory subumt BCBbb), delta isoform 
Homo sapiens protein pnospnaiase z,, rcguiaiuijr v " 




NM_006244 


- ^ PP2R5P )- . ^■^atase 2 reeulatorv subunit B (B56), beta isoform 
Homo sapiens protein pnospnaiase z.,rcguiaiui^ v /> 




NM_006243 


_ (PPP2R5B), mRNA ata<;e 2 regulatory subunit B (B56), alpha isoform 
Homo sapiens protein pnospnaiase z, reguiaiuiy auuuiUl " v- /» r 




NM_006241 


tL™ ^iem nrotein phosphatase 1, regulatory (inhibitor) subunit 2 (PPP1R2), 
xiomo sapiens pit-iLC'in piiv^p**-** 1 ' 1 *"*' *j o ✓ >. 

niFLN A 1 — " 




NM_006240 


~ Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1) 


> 


NM_006238 


Homo sapiens peroxisome proliferative activated receptor, delta (PPARD), 
mRNA ■ ■ 7—. ^ — ; — _ , /ti/^tt/it?^ ^dna 




NM 006237 


• Homo sapiens POU domain, class 4, transcnption lacioi i u — 1 
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MM 006936 

1NJ.VJL \J\J\J£*~J \J 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


MM 00693*5 


Homo sapiens POU domain, class 2, associating factor 1 (POU2AF1), mRNA 


MM 006731 

xNxVJL UUUlj 1 


Homo sapiens polymerase (DNA directed), epsilon (POLE), mRNA 


xnv/f 0063^8 


Homo sapiens solute carrier family 25 (mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 


NM 006226 


Homo sapiens phospholipase C, epsilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCD1), mRNA 


MM 006974 


Homo saniens nhosDhotidvlinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 


i\TK/T OH £7 7^ 
IN xVl__UU OZZ D 


Wrm-ir* csmipn^ nrotein fnentidvl-nrolvl cis/trans isomerase) NJJVLA-mteracting, 4 
(parvulin) (PIN4), mRNA 


XTN/f nn/^777 
IN 1VI_UU 0 ZZ Z 


TTomrfc C5inipn<; nrotein fnentidvl-nrolvl cis/trans isomerase) NJLMA-interacting 1- 
liVp fPTMlT "i mRNA 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 
fPTNU mRNA 


NM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 
fPTK3CA^ mRNA 




Homo sapiens phosphorylase kinase, gamma 1 (muscle) (PHKG1), mRNA 


NM_006305 


Homo sapiens putative human HLA class II associated protein I (PHAP1), 
nYRNA 


NM_006212 


Homo sapiens 6-phosphol^cto-2-ldnase/lTUctose-2,6-biphosphatase 2 
fPFTCFR?^ mRNA 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 


JNJvi_uuozuy 


TTrkTYin ci»nif»nQ prtonnrlpotiHp nvronho^nhatese/nhosDhodiesterase 2 (autotaxin) 
f ThMPP^ mRNA 


MM 00670^ 
IN IVJL UU OZ v J 


Homo <?anien<; nhostvhodiesterase 6H cGMP-snecific, cone, gamma (PDE6H), 
mRNA 


MM 006704 


Homo sapiens phosphodiesterase 6C, cGMP -specific, cone, alpha prime 
(PDE6C), mRNA 


MM 006198 

1 X XVX 


Homo sapiens Purkinje cell protein 4 (PCP4), mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCM1), mRNA 


MM 0061 9S 


Homo sapiens pre-B-cell leukemia transcription factor 3 (PBX3), mRNA 


MM 006193 


Homo sapiens paired box gene 4 (PAX4), mRNA 


MM 006191 


Homo sapiens proliferation-associated 2G4, 38kD (PA2G4), mRNA 


NM 006189 


Homo sapiens olfactory marker protein (OMP), mRNA 


NM 006186 


Homo sapiens nuclear receptor subfamily 4, group A, member 2 (NR4A2), 
mRNA 


NM 006185 


Homo sapiens nuclear mitotic apparatus protein 1 (TSTUMA1), mRNA 


NM 006184 


Homo sapiens nucleobindin 1 (NUCB1), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 006180 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (NTRK2), mRNA 


NM 006372 


Homo sapiens NS1 -associated protein 1 (NSAP1), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper (NRL), mRNA 


NM 006176 

X N JLVA \J\J\J 1 / V 


Homo sapiens neurogranin (protein kinase C substrate, RC3) (NRGN), mRNA 


MM 006174 


Homo sapiens neuropeptide Y receptor Y5 (NPY5R), mRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NMJ)06165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 
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NM 006160 I 
NM 006158 1 
NM 006393 1 
NM 006316 1 
NM 006153 ] 
NM_006424 

NM 006317 


Inm* sapiens neurogenic differentiation 2 (NEUROD2), rnRNA 

4™™ sapiens neurofilament, light polvpentide (68kU) {WitL), mKNA 

Jomo sapiens nebulette (NEBL), mKNA ^ 

tr™ SJ ,™er,s DNA-bindine transcriptional activator (NCYM), rnRNA . 

Homo sapiens NCK adaptor nrotein 1 fNCKl), rnRNA _ _ 

Homo sapiens solute carrier family 34 (sodium phosphate), member 2 

(SLC34A2), rnRNA . — 

Homo sapiens brain acid-soluble protein 1 (BASP1), rnRNA 


NM 006343 
NM_006457 


Homo sapiens c-mer proto-oncogene tyrosine jqh^c yivj.^jvxx^ ? _ _ 

Homo sapiens LIM protein (similar to rat protein kinase C-Dmdmg enigma) 
(UM\ rnRNA 


NM 00614S 
NM_006383 


Homo sapiens LIM and SH3 protein 1 (TASP1), mKJNA _ 

Homo sapiens DNA-dependent protein kinase catalytic subunit-interacnng 
protein 2 (KIP2), rnRNA — — 


NM_006459 

NM 006147 
NM 006332 


Homo sapiens similar to Caenorhabditis elegans protein C42C1.9 (KfcU4), 

rnRNA 

Homo sapiens interferon regulatory tactor b (IRF6), rnRNA 

Homo sapiens interferon, pamma-mducible protein 30 (IFI30), rnRNA 


NM 006337 
NM 006308 
NM_006403 

NM 006143 


Homo sapiens microspherule protein 1 (MCRS1), rnRNA _ . 

Homo saoiens heat shock 27kD protein 3 (HSPB3), rnRNA 

Homo sapiens enhancer of fomentation 1 (cas-hke dockmg; Crk-associated 

substrate related) (HEF1), rnRNA _ — 

Homo sapiens G protein-coupled receptor iy ((jfKl^), mKNA _ 


NM 006302 

JNJVl UUd4/o 

NM_006338 

NM 006360 
NM 006329 
NM 006404 


Homo sapiens elucosidase I (GCS1), rnRNA __ ^ _ 

Hnmn ^ani^ns OAS9.-Telat.ed on chromosome 22 (GAR22), mKJNA 
Homo sapiens glioma amplified on chromosome 1 protein (leucme-nch) 

fGACl), rnRNA 

Homo sapiens dendritic cell protein (GA17), rnRNA 

Homo saoiens fibulin 5 (FBLN5), rnRNA 

Homo sapiens protein C receptor, endothelial (EPCR) (PROCR), rnRNA 


NM 006304 
NM 001355 
NM 006139 
NM 006371 
NM_006136 

TvTTV/T Clfl&AAQ 

iNiVl UU044o 


Homo sapiens Deleted in split-hand/spht-foot 1 region (Dbfci), niKNA 

. ■■ v i 1_ - — a 4-**. «-« a / Till 1 \ TY"! rC f\l J\ 

Homo sapiens D-dopachrome tautomerase (uu i mru.-s^v . 

Homo sapiens CD28 antigen (Tp44) (CD281 rnRNA 

Homo sapiens cartilage associated protein (CRTAP), rnRNA 

Homo sapiens capping protein (actin filament) muscle Z-lme, alpha 2 

(CAPZA2), rnRNA — - 

Homo sanieri« trinucleotide repeat containing 1 (iNRCl), rnRNA 


NM 006333 
NM_006419 

NM 005453 
NM 006324 


Homo sapiens nuclear DNA-bmdmg protein (C1D), mKNA 

Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motif), member 

13 (B-cell chemoattractant) (SCYB13\ rnRNA _ 

Homo sapiens zinc finger protein 297 (ZNF297), rnRNA . 

Homo sapiens craniotaciai development protein i y^ris* ij, XXAXVa 


NM 006375 
NM 004466 
NM 004484 
NM_002856 


Homo sapiens cytosolic ovarian carcinoma antigen 1 (COVA1), mRNA 

Homo sapiens glypican 5 (GPC5), mRNA . 

Homo sapiens glypican 3 (GPC3), mRNA _ . 

Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
(PVRL2) mRNA _ - — - 


NM_001420 

NM 001634 
NM 000483 
NM 001645 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 <riu 

antigen C) (ELAVL3), mRNA — 

Homo sapiens S-adenosylmethionme decarboxylase 1 tAMDl), liilUMA 

Homo sapiens apolipoprotein Oil (APOC2), mRNA _ _ 

Homo sapiens apolipoprotein PI (APOC1), mRNA _ 
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NM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 


Homo sapiens metallothionein 2A (MT2A), mRNA 


NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
(MT3), mRNA 


NM_006007 


Homo sapiens zinc finger protein 216 (ZNF216), mRNA 


NM 006006 


Homo saniens zinc finder nrotein 1 45 fKrunoel-like exnressed in nromvelocvtic 
leukemia) (ZNF145), mRNA 


NM 006004 


Homo sapiens ubiquinol-cytochrome c reductase hinge protein (UQCRH), 
mRNA 


NM 006003 


Homo sapiens ubiquinol-cytochrome c reducta.se, Rieske iron-sulfur polypeptide 
1 (UQCRFS1), nuclear gene encoding mitochondrial protein, rnRNA 


NM 006088 


Homo sapiens tubulin, beta, 2 (TUBB2), mRNA 


NM 005999 


Homo sapiens translin-associated factor X (TSNAX), mRNA 


NM_006022 1 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
(TSC22), mRNA 


NM 005998 


Homo sapiens chaperonin containing TCP1, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo saniens triadin fTRDNi mRNA 


NM 005997 

J- 1 ayx vVv/yy / 


Homo saniens transcrintion factor-like 1 TXCFLl^ mRNA 


NM 006116 

J. > X VX \J \J \J i X w 


Homo saniens transforming erowth factor beta-activated kinase-bindine nrotein 
1 (TAB 1), mRNA 


NM 005989 


Homo saniens aldo-keto reductase familv 1 member Dl (delta 4-3-ketosteroid- 
5-beta-reductase) (AKR1D1), mRNA 


NM 005988 


Homo saniens small nroline-rich nrotein 2 A (SPRR2A^ mRNA 

llV/XllV OU-UlvlJlU OX X 1(1 X 1 1/1 vlillVV llVH L/l vrlvill X \ X XX 1 X .r if X ll» AA11V1 » X X 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOX1), mRNA 


NM 006049 


T-Trvmn Qfmif*n^ <5ma11 nnplpar T?7SF A aptivatinty pnmnlpy "no! vnpntirlp S 1 QkO 

xiuiiiu jsajjiciio oil i cxi i iiuui&ai xvi^rv civil vaLiiig v/Wiiij^/iv-^Vj jjvyijr ^/v^ L7Livj.v-/ , x ^xvx-' 

CSNAPC51 mRNA 

^Ui lilX VmSx* y, JIXJXXX 


NM 006080 

X ™ XTX V/ V/ W »J V 


Homo saniens sema domain immuno globulin domain (lo) short basic domain. 

IIV/IIIV/ UUUlVllU JVIUU UV/lllUlll^ UlUllLlliV&lV/l/Ullll VJlWlllU.ll X 1 X C > I j UllVl t l/UiJIV UVA14UAllj 

secreted, (semaphorin) 3 A (SEMA3 A), mRNA 


NM 006072 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 26 
(SCYA26), mRNA 


NM 0059S1 


Homo sapiens sarcoma amplified sequence (SAS), mRNA 


NM 006054 


Homo sapiens reticulon 3 (RTN3), mRNA 


NM 005977 


Homo sapiens ring finger protein (C3H2C3 type) 6 (RNF6), mRNA 


NM 005975 


Homo sapiens PTK6 protein tyrosine kinase 6 (PTK6), rnRNA 


NM 005972 


Homo sapiens pancreatic polypeptide receptor 1 (PPYR1), mRNA 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPLE), mRNA 


NM 006107 


Homo sapiens acid-inducible phosphoprotein (OA48-18), mRNA 


NM 006067 


Homo sapiens neighbor of COX4 (NOC4), mRNA 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo sapiens Nef-associated factor 1 (NAF1), mRNA 


NM 006097 


Homo sapiens myosin regulatory light chain 2, smooth muscle isoform 
(MYRL2), mRNA 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTF1), mRNA 


NM 005932 


Homo saniens mitochondrial intermediate nentidase flVUPEP^ nuclear eene 

llvlllv UUL/lvllu 1111 Lv vllV/AlVU 1141 IX X V W*l X & v* & la* wv i^/ IrluUtJ V ylTHJ. X— /X J y llUVlvUl fivllv 

encoding mitochondrial protein, mRNA 


NM 005931 


Homo sapiens MHC class I polypeptide-related sequence B (MICB), mRNA 


NM 006081 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 00592S 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAP1), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEP1B), mRNA 
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NM 005924 



MM_005920 



NM_005919 



NM_005918 



NM 005917 



NM 005913 



Homo sapiens mesenchyme homeo box 2 (growth arrest-specific homeo box) 

(MEO X2), mRNA . _ 

Ho^o~sapiens MADS box transcription enhancer factor 2, polypeptide D 
(myocyte enhancer factor 2D) (MEF2D) A mRNA 



rmvnr.vte ennancer iactor z.vj) ^ua^;, . . 

Homo sapiens MADS box transcription enhancer factor 2, polypeptide B 
(myocyte en hancer factor 2B) (MEF2B), mRNA 

— — - T~, , 1 "M AT^l /"mil 



(myocyte enhancer iactor zpj uvtp r^o). , . „ n ,^ TT ~ N : 

Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) (MDH2), nuclear 
eene encoding mitoc hondrial protein, mRNA 

^ : , , j , _.j ' „«. 1 "M An 



NM 005912 



NM 005911 



NM 005908 



NM 005907 



eene encoding muocnunmiai ^iw&m, *■ . 

Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDH1), mRNA. 

Homo sapiens mel anocortin 5 receptor (M C5R), mRNA 
— ^ ~, .•_ a r\xnAV\ mRNA 



nUlllU aa|Jlt.m lllVimm^"""- 1 ^ r; — — 

Homo s apiens melanocortin 4 rec eptor (MC4R), mRNA — 

Hnmn anie ns methionine adenosvltransferase H, alpha (MA T2A), mRNA 

— c ■ rz ~i ! I i i / r \>rA"KTDA"\ y-*VPXTA 



riomu sapiens m^u-iimm"-* — _l — a ^— - — 

Homo «ini« ns mannosidase. beta A, lysosomal (MANBA), mRNA 

TT i _1 1 A t^om^pr 1 fIV/f A"KT1 A 1 



NM 005898 



NM 006060 



NM 006059 



NM 006038 



NM_006084 



NM 005897 



NM 005896 



NM 006028 



NM_006120 



NM 006026 



NM 006051 



h omo sapiens marmuMua^, ~> v — y— - ; 

TTnmn a miens mannosidase, alpha, class 1 A, member 1 (MAN 1 A 1), mRNA 
— • \ n>»rom ncnm p. 1 1 _ surface marker 1 



riomo sapiens incuuivjoiuao^ z ^— — =: r" 

Homo sapiens membrane component, chromosome 11, surface marker 1 
GMllSn,mRNA 



Homo sapiens zinc finger protein, su b family 1A, 1 (Ikaros) (ZNFN1A1), mRNA 

Homo sapiens la minin, gamma 3 (LAM C3), mRNA — _ 
— . " ; • -~<-^a Dm (mm 



nomo SUpiCilfa minium, ^ — — — 

Mnmn aniens s permatogenesis associated PD1 (KIAA0757) , mRNA 



Homo sapiens spcnuaiu^^oi o do^* — ~ v ; — ^ . ^ 

Homo sapiens interferon-stimulated transcription factor 3, gamma (4bkD) 
(ISGF3G), mRNA 



Homo sapiens intracisternal A particle-prom oted polypeptide (IPP), mRNg 
— . : 1 rNT A np+\ cnliihle TIDH1\ mRNi 



nomo sa piens intiaui&^nia i ^ k r T r . . . — /tt%ttVn ^ma 

Homo sapiens isolate dehydrogenas e 1 fNADP+). ^ te ffg^f****- 
Homo sapiens 5-hydroxytryptamine (serotonin) receptor 3B (HTR3B) mKNA 
Homo sapiens major histocompatibility complex, class II, DM alpha (HLA- 
DMA), mRNA 



ISLVxr-^j, liu.^^ ». ^ . 

Homo sapie ns HI histone family, member X (H1FX), mRNA 



NM 006079 



NM_005894 



NM 006016 



IVJiAlV-/ -*- — — — — -* ' 

Homo sa piens FE65-LIKE 2 (FE65L2), mRNA 

Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-nch carboxy- 
terminal domain, 2 (CITED2), mRNA 



t erminal uuuuuu, - y^itu ^y, x.*^~~~ — _ . . — __ 

Homo sapiens CD5 antigen-like (scavenger receptor cysteme rich family) 
(CD5L), mRNA 



NM_006078 



NM_006030 



NM 006085 



NM_006015 



NM 006066 



NM 005891 



NM 006020 



NM 004056 



NM 005664 



NM 005662 



NM 005836 



NM 005660 



NM 005659 



Homo sa piens CD 164 antigen, sialomucin (C D 164), mRNA 

. i a u J notntrt't e 



Homo sapicua y^u nn aimKV"! — > " — r- — - 

Homo sapiens calcium channel, voltage-dependent, gamma subunit 1 
(CACNG2), mRNA 



Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 2 
(CACNA2D2), mRNA 



Ho mo sapiens 3'(2'), 5 '-bisphosphate nuc leotidase 1 (BPNT1), mRNA _ 

Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chrom atin, subfamily f, member 1 (SMARCF 1), mRNA — 

Ho"mo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 
( AKR.1A1), mRNA 



(AJS- KiAi ), miuNA . — — 

Homo sapiens acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl Coenzyme A 

thiolase) (ACAT2), mRNA 



LlllUiCl.o^ ) y/ ± x nim, — — 

Homo sapiens alkylation repair; alkB h omolog (ABH), mRNA 



Homo sapiens carbonic anhydrase VIII (C A8), mRNA 



XIVjAAlw aapiviio vaiuvjiiiv \*i±**-j — - v- .^l ~ — — 

Homo sapi ens m a korin, ring finger protein, 3 (MKRN3), mRN A 



riuiliu aajjiwxio mqi\x/AJ.xx, — e. ' r 

Homo sapiens voltage-dependent anion channel 3 (VDAC3), mRNA 
Homo s apiens translational inhibitor protein p!4.5 (UK114), mRNA 

: : : 7. -i o c rx tt~\T) n »1a^fnoA -1-fQ-n cnrkrtf*r^ • 



nomu aapicxia umiaiaumiai »^'^ lw t ^ ^ x r~ 

Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 



Homo sapiens ubiquitin fusion degradati on 1-like (UFD1L), mRNA 
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NM 005706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 

J.VJL \/\J*J 1 +~ -J 


Homo sapiens tetraspan 5 (TSPAN-5), mRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAF1), mRNA 


NM 00580^ 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mRNA 


NM 005749 


Homo sapiens transducer of ERBB2, 1 (TOB1), mRNA 


NM 005655 

IN AVX \J\J +j\j<J *J 


Homo sapiens TGFB inducible early growth response (TEEG), mRNA 


NM 005653 

1N1VX \J\J J u 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM 005654 


Homo sapiens nuclear receptor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TJsRF2) s mRNA 


NM 005SR5 

1N1VX uUJOOJ 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), mRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 


IN 1V1 UvJ 


PTomo ^aniens transcription factor 17 (TCF17), mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBL1), mRNA 


JN1VI__UU J 0*40 


WfYmn <?ar»ien«; TATA box bindine protein (TBPVassociated factor, RNA 
polymerase II, K, 18kD (TAF2K), mRNA 


IN 1VI_U UjO^j 


Wrvmn caniens TATA box bindine orotein fTBPVassociated factor, RNA 
polymerase H, I, 28kD (TAF2I), mRNA 


IN 1V1_U U 3 O^t I 


Hnmri <;anien<? TATA box bindine orotein fTBPVassociated factor, RNA 
nnlvmerase IT E 70/85kD (TAF2E), mRNA 


IN 1V1_VJU D o / y 


TTnmo ^aniens TATA box binding protein (TBPVassociated factor, RNA 
oolvmerase I C, HOkD (TAF1C), mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase I, A, 48kD (TAFIA), mRNA 


"MM 005639 


Homo sapiens synaptotagmin 1 (SYT1), mRNA 


NM 005638 I 


Homo sapiens synaptobrevin-like 1 (SYBL1), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSX1), mRNA 


NM 00SR71 


Homo sapiens splicing factor 30, survival of motor neuron-related (SPF30), 
mRNA 


NM 00^6^4 


Homo ^aniens SRY ( sex determining region YVbox 3 (SOX3), mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX 13), mRNA 


"mm" nn^£9Q 

iNlVt_UU J OZy 


TTnmo cnnien<; solute carrier familv 6 ( neurotransmitter transporter, creatine), 
member 8 CSLC6A8), mRNA 


NM 005630 


Homo sapiens solute carrier family 21 (prostaglandin transporter), member 2 
(SLC21A2), mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 
(SLC1A5) mRNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


NM 00SR77 


Homo sapiens splicing factor 3a, subunit 1, 120kD (SF3A1), mRNA 




TJfvmn «;flnien<5 wndecan binding protein ( svntenin) (SDCBP), mRNA 


NM 005693 

X>J.VX \J\J~J \J X-i*J 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 8 
(monocyte chemotactic protein 2) (SCYA8), mRNA 


NM 005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma-like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 I 
NM_0057S9 I 
2 

NM 005672 I 
NM 005865 I 
NM 005729 1 


lomo sapiens PTK2 piotcin tyrosine tan^r V r — jj_ — 

lomo sapiens proteasome (prosome, macropam) activator subunit 1 ^A28 

!a mma; Ki) (PSME3\ mRNA 

Jomo sapiens prostate stem cell antigen (PSCA), mRNA _ 

iTon^mien^^ 

? F - K — : i-nmfTW F (Wr.lophilin F^ (PPIF), mRNA 

Jomo sapiens peptidylprolyl isomerase r pM"P"»" " * ~v j » 


NM 005604 1 
NM 005709 ] 
NM 005767 1 
NM_005835 


lomo sapiens POTT domain, class 3, transcription factor 2 POU3F2), mRNA 

Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA 

« ar i«n« purinereic receptor (family A group d , (P2Y5), mRNA 

H ■ .aniens solute carrier family 17 (sodium phosphate;, member 2 


NM_005793 j 

NM 005600 
IsTM 005599 


^^gf^eoside diphosphate kmaiely?e 6 (inhibitor of P 53-induced 

apoptosis-alpna^ iNM23-H6\ mRNA . 

Homo sapiens mtrilase 1 (NTT1), mRNA _ — 

Homo sapiens nescient helix loop helix 2 (NHLH2), mKWA 


NM 005598 
NM 005596 
NM 005665 
NM_005594 


Homo sapiens nescient helix loop helix i tNnLHl mKWA 

tt. „ „„^;^c r,ii^1pnr fnr.tnr T/B rNFTB"), mRNA _ 

riomo sapiens nut/ie«u ""v £> .■ » . 

w„™ sapiens ecotropic viral integration site a (EVI5), mRNA 

— : i 1 .*.;,4 Q oocnnititpH rrvmnlex alpha polypeptide 

Homo sapiens nascent-polypeptide-associatea complex <upu* f 

(NACA), mRNA . ■ 


JNiYL UUZ>3!7J 

NM 005592 


Homo sapiens myogenic factor 5 (M Y F5), mRNA 

sanies muscle, skeletal, receptor tyrosine kinase (MUE>K), mRNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-iamily C (CF1K/MRP), member 4 


NM_005874 


H^mo sapiens leukocyte immunoglobulm-like receptor, subfamily B (with 1M 

anfl TTTM HnmamsV member 2 (LILRB2V mRNA . 

InlosapienTmeprinA alpha (PABA peptide hydrolaseJJM^AAm^ 


NM 005588 
NM_005587 


Homo sapiens MADS box transcription enhancer tactor z, polypeptide A 
r^vorvte enhancer factor 2A) (MEF2A), mRNA _ Trr ,: 


NM_005810 


Homo sapiens killer cell lectm-like receptor subfamily Ci, memoer i yvLkwl), 


NM 005581 
NM_005578 

NM 005577 
NM 005576 
NM 005573 
NM 005572 


" " w sapiens T .utheran blood group (Auberger b antigen included) (LU), mRNA 

" Homo sapiens LTM domain-containing preferred translocation partner in lipoma 

(LPP), mRNA 

Homo sapiens lipoprotein, Lp(a) (LPA), mKJN A . 

Homo sapiens lysyl oxidase-like 1 (LOXL1), mRNA 

Homo sapiens lamin Bl (1 MNB D. mRNA 

Homo sapiens lamin A/C (LMNA), mRNA _ 

Homo sapiens LEVI homeobox protein 1 (LHX1), mRNA 


NM 005568 
NM 005780 
NM 005566 
NM 005564 
NM 005558 
NM 005556 
NM_005557 

"NTM 005553 
NM 005552 


" Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 

Homo sapiens lactate dehydrogenase A (LDHA), mRNA 

" H ftmn sapiens linocalin 2 (oncogene 24p3) (LCN2), mKJNA 

Homo sapiens ladmm 1 (LADl ). mRNA 

Homo sapiens keratin 7 (KRT7), mK^A 

- Homo sapiens keratin 16 (focal non-epidermolytic palmoplanar keratoderma) 

(KRT16), mRNA 

Homo sapiens keratin, cuticle, ultrahigh sulphur 1 (KRN1), mRNA __ 

Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 
NM 005550 
NM_005832 


Homo sapiens kallikrein 2. prostatic (KLK2J, mRNA . . 

Homo sapiens kinesin fium W member C3 (KIFC3), mRNA 

Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (TCCNMB2), mRNA 
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"RTTV Jf AACi/lfl 

NM_U0;>34y 


u ATYir . conipnc nntaQciiiTYi vAltaae-crated channel, shaker-related subfamily, 
mpmher 10 HCCNA10) mRNA 




Wattia saniens lvsvl-tRNA svnthetase fKARS). mRNA J 


XN1YL UUjjh/ 


Unmn earn en ^ involucrin fTVT ?\ mRNA 




FT Am a saniens immunoglobulin superfamily containing leucine-rich repeat 
flSLR) mRNA 


IN 1V1 UV/JOJJ 


Unmn saniens iroauois-class homeodomain protein (IRX-2A), mRNA 




TTattia saniens insulin recentor substrate 1 (IRS IV mRNA 


lsnvt nns^zn 

1N1V1 UUjJHj 


PTAmo saniens insulin-like 3 (Levdig cell) (TNSL3), mRNA 


IN 1V1 uuJJH^ 


"Watha saniens insulin induced gene 1 (INSIG1), mRNA 


IN1VX uuJJtl 


Hatha sunims inositol nolvnhosnhate-5 -phosphatase, 145kD (INPP5D), mRNA 


IN 1V1 VUJJJ7 


Hattia saniens inositol nolvnhosphate-5 -phosphatase, 40kD (INPP5A), mRNA 


1NIV1 vuJJJ / 


Hatha saniens inhibitor of growth 1 family, member 1 (DSTG1), mRNA 


XN1VX 


Homo saniens interleukin 12 receptor, beta 1 (TL12RB1). mRNA 




Wattia saniens interferon, alnha-inducible protein 27 (11*127). mRNA 


1N1V1 UUJJJ I 


Homo saniens interferon eamma-inducible protein 16 (Ub'116), mRNA 


INIVI \J\JDDD\J 


u nmn caniens isocitrate dehydrogenase 3 (NAD+) alpha (IDH3A). mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


JNM UUZOZo 


TTr»Tv>r» canipnc V»R«t qViapV 4-OlcD nrotein 2 CHSPF2) mRNA 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSF1), mRNA 


•xnvyf A AC CO < 


UrvmA conipnc InA^HrrkwctprAiH (\ 1 -bpta^ dehvdroffenase 1 fHSDHBl). mRNA 


JNJVL UUCO/Z 


UrvmA cam'pnc Vir\r»i*»rfc KriY A1 /T-TO^TAI^ TTlRN^A 


TvTTV/f AACCO 1 
JNM_UUO J J. 1 


TTr»mrt conipnc VinmpA Kn\ 1 1 fT-cell lvmnhoma 3 -associated breakpoint) 

^nUAl 1 ), Hl-iv-i>-rV — — . 


xta/t nn^iR 

INiVl UUjDIO 


TTrvmA ^aniens ^-hvdroxv-3-methvlelutarvl-Coenzvme A synthase 2 
(mitochondriaD (HMGCS2), mRNA 


xttv/t nnc.ci ^ 


Hnmn canif>n<! homeo box HB9 fHLXB9") mRNA 


JNJVI UUOD JLO 


T4r»mA carnens maior hi «?t ocomnatibilitv complex, class I, E (HLA-E), mRNA 


INlVL UUj / 


TTomo saniens HERV-H LTR-associating 1 (HHLA1), mRNA 


INlVL UUjo^ 


u nmn carjiens PFRR1 1 familv member in MHC class I region (HCGDC), mRNA 


NM_005513 


Homo sapiens general transcription factor IIE, polypeptide 1 (alpha subunit, 
S^VTft <TtTF2F1^ mRNA 


TSJTVA On^^R^ 
1N1V1 \j\jj\jqD 


Hattia saniens Cr nrotein-counled receptor 55 (GPR55), mRNA 


xnv/f nns/^Rd 

J.N1Y1 UUJOOt 


Hattia ^aniens Ct nrotein-counled receptor 52 f GPRS 2), mRNA 


IN 1V1 \J\JnJ ji^ 


TTattia saniens elvconrotein A repetitions predominant (GARP), mRNA 


1N1V1 WjOjI 


Nattia ^aniens tumor sunnressor deleted in oral cancer-related 1 (DOC-1R), 
mRNA 


iNlVL \J\JD /HU 


TTattia ^aniens dvnein axonemal lieht polypeptide 4 (TDNAL4), mRNA 


1N1VI UUjo 


u fttT1 A c aniens breast narrinoma amnlified seauence 2 (BCAS2), mRNA 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


xnvyr AACQAA 


T-Ir\rvin con! pn«: nicrViH/ r*Vi5»rcrpH Arotein rD13S106EV mlxNA 


JNIVj_UUZ> / jZ 


Ti ATri A cflniens C-rvnp /'rnlriiim denendent carbohvdrate-recocnition domain) 
1pr»tin ci merfamilv member 1 rcartilaee-derived) (CLECSF1), mRNA 


INIVI \J\JDD\J / 


Unmn caniens cofilin 1 fnon-muscle) (CFL1), mRNA 


KiK/i nnsR9^ 


HomA saniens RAS mianvl releasing protein 2 (calcium and DAG-regulated) 1 
(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCAT1), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM 005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 1 
i 

NM 005883 1 


3omo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (ARPC3), 

nRNA ~ 

Homo sapiens adenomatous polyposis cob like (APCL), mRNA . 


NM 005858 ] 
NM 002023 
NM_000108 

NM 001621 


HVvmo sapiens A kinase (PRKA) anchor protein 8 (AKAP8), mKNA 

Homo sapiens fibromodulin (FMOD), mRNA 

Homo sapiens dihydrolipoamide dehydrogenase (E3 component ot pyruvate 
dehydrogenase complex, 2-oxo-glutarate complex, branched chain keto acid 

dehydrogenase complex') (DLD), mRNA 

Homo sapiens aryl hydrocarbon receptor (AHR), mRNA _ 


NM 001101 
NM 001100 
NM 000054 


Homo sapiens actin, beta (ACTB), mRNA . 

Homo sapiens actin, alpha 1, skeletal muscle (ACTA1), mRNA 

Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes insipidus) 
(AVPR2), mRNA 


NM 005455 
NM_005433 

NM 005429 


Homo sapiens zinc finger protein 265 (ZNF265), mRNA 

Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YUM), 

mRNA 

Homo sapiens vascular endothelial growth factor C (VEGFC), mRNA 


NM 005499 
NM 005427 
NM_005425 


Homo sapiens SUMO-1 activating enzyme subunit 2 0JBA2), mRNA 

Homo sapiens tumor protein p73 (TP73), mRNA 

Homo sapiens transition protein 2 (during histone to protamine replacement) 
(TNP2), mRNA — — 


NM_005424 

NM 005423 
NM 005422 
NM 005421 
NM 005420 


Homo sapiens tyrosine kinase with immunoglobulin ana epiaermai growm w^^i 

homology domains (TIE), mRNA 

Homo sapiens trefoil factor 2 (spasmolvtic protein 1) (TFF2), mRNA 

Homo sapiens tectorin alpha (TECTA), mRNA 

Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 

Homo sapiens sulfotransferase, estrogen-preferring (STE), mRNA 


NM 005418 
NM 005470 
NM 005416 
NM 005460 
NM_005412 


Homo sapiens suppression ot tumorigemcuy j ij'jj. — — 

Homo sapiens spectrin SH3 domain binding protein 1 (SSH3BP1), mKMA 

Homo sapiens small proline-ncn protein 5 [prvjf^>), v^rsty . 

Homo sapiens synuclein, alpha interacting protein (synphilm) (SNCA1F), mKJN a 
Homo sapiens serine hydroxymethyltransferase 2 (mitochondrial) (SUM 14, 
mRNA — 


NM_005408 


Homo sapiens small inducible cytoKine suoiamiiy t\ 1A1 ^ AAiiy 
(SCYA13),mRNA — 


NM_005402 

NM 005397 
NM 005395 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 

(RALA), mRNA 

Homo sapiens podocalyxin-like (PODXL), mRNA 

Homo sapiens postmeiotic segregation increased 2-like 9 (PMS2L9), mKJN A 


NM 005394 

JNIVI UUJJ7U 

NM_005389 

NM 005450 
NM 005386 
NM 005384 


Homo sapiens postmeiotic segregation increased 2-hke 8 (PMS2L8), mRNA 
Womn <!aniens ovruvate dehydrogenase (hpoamide) alpha 2 (PDHA2), mRNA 
Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransferase 

(PCMT1), mRNA 

Homo sapiens nogein (NOG), mRNA 

Homo sapiens neuronatin (NNAT), mRNA 

Homo sapiens nuclear factor, interleukin 3 regulated (NFIL3), mRNA . 


NM 005383 
NM 005382 
NM 005381 
NM 005380 
NM_005468 


Homo sapiens sialidase 2 (cytosohc sialidase) (NEU2), mRNA 

Homo sapiens neurofilament 3 (150kD medium) (NEF3), mRNA 

Homo sapiens nucleolin (NCL), mRNA _ 

Homo sapiens neuroblastoma, suppression of tumongemcitv 1 (NBL1), mRNA 
Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like; ILEAL 
D3PEPTIDYLPEPTIDASE (N AALAD ASEL) , mRNA 
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NJVL__UUj3 /h 


Wr>mo cam en 9 membrane nrotein nalmitovlated 2 (MAGUK p55 subfamily 
mpmKpr 2^ fiVTPP2Y mRNA 


LNIVL UUjj/j 


proTnn ^aniens mvelonroliferative leukemia virus oncogene (MPL), rnRNA 




Hatha ^aniens v-mos Moloney murine sarcoma viral oncogene homolog (MOS), 
mRNA 




Homo sapiens myeloid leukemia factor 2 (MLF2), mRNA 


iNlVl UUJJU7 


Homo sapiens MCF.2 cell line derived transforming sequence (MCF2), mRNA 




IT Am a <;aniens rnvofflobin rMB). mRNA 


J/N1V1 UUJJUJ 


Homo saniens melanoma antigen, family A, 6 (MAGEA6), mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 


lNxVl UvjjUI 


14 nm n <5anien<; melanoma antieen. family A, 2 (MAGEA2), mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


XN1VI KjUODJ I 


TTnmn Q5ir>ipn<; linage hormone-sensitive (JL1PE). mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


NM_Uuj4/Z 


Tj/vmn cQnipnc nrwtnQQiiim vAltacrp-o-ated channel Isk-related family, member 3 
(KCNE3), mRNA 


XTA A A A C /I A < 


u nTrin oonipnc coliitf* rarrifr familv 1 7 f sodium nhosDhate). member 4 
(SLC17A4), mRNA 


InM_0054jo 


Tirtrt-iA ror>i pnc mi tr» ctp>ti f»ti\/?» fpH TYrAtf*in Icitiase 8 i fi t £TaC tl t~l 2 nrotein 1 

Jriomo sapiens iiiiix)gcu-dv^iivdicxx jjhj 1x^1x1 ivuiaot o xxxlv-ao-wi-xxa^ k^xvy^xi,* * 

^xVXAJr JvOlr 1 ) 9 lliAXJ.N.rv , - — 




TTr*mr* conipnc v-TTa-ra<5 TTarvev rat sarcoma viral oncogene homolofi (HRAIS), 
mRNA 


IN xVL__U Ujj 4Z 


tr ATnn oor»ipnc Vii aTi-TTi Ahilitv ffroun ^nonhistone chromosoman protein 4 
muo^ mRNA 


iNlVl UUJJHI 


ti ATTin canien«i OT T-Krunnel familv member HKR3 (HKR3), mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEM1), mRNA 


JNM__UU D4 / / 


TT rtrY , A conipnc \\^rr\f*rr\n\aT\'7i*ti An anfivated cvclic nucleotide- sated potassium 
ppo^pi 4 n4PN4^ mRNA 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA 


XTA/f fifW*'*/! 
JNiVl UUDjj^ 


T4nmn caniptm bA^t cell factor CI C\TP 1 6-accessorv protein) (HCFC1), mRNA 


IN xVJL__UUD jj j 


Wrtmn cnnienq HaI nrvtnrhrome c svnthase fc vto chr ome c heme -lyase) (HCCS), 

mRNA 




Wattia ^aniens? hvaluronan svnthase 2 (HAS2), mRNA 


NM oo<n?7 

x>lxVJL \J\J J J £* 1 


Homo sapiens L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 
(HADHSC), mRNA 


NM 005324 


Homo sapiens H3 histone, family 3B (H3.3B) (H3F3B), mRNA 


NM 005171 


Homo sapiens HI histone family, member 4 (H1F4), mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 




Haitio saniens HI histone familv. member 2 (H1F2), mRNA ! 


1N1VJL wJJ^J 


Uomo ^aniens HI histone familv member 1 fHlFl), mRNA 


NM 00511 R 

X^xVa UUJJ X o 


Homo sapiens HI histone family, member 0 (H1F0), mRNA 


NM 0OS459 


Homo sapiens guanylate cyclase activator 1C (GUCA1C), mRNA 


NM_005316 


Homo sapiens general transcription factor HH, polypeptide 1 (62kD subunit) 
iTtTF^HI) mRNA 


NM 00S11 5 


Homo saniens eoosecoid-like fGSCL), mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRB10), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
(GPT), mRNA 
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NM 005308 1 
NM 005286 1 
NM 005285 1 
NM 005284 ] 
NM 005458 1 
NM 005282 
NM 005306 
NM 005305 
NM 005304 
NM 005303 
NM 005281 
NM_005302 


lomo sapiens G protein-coupled receptor kinase 5 (GPRKS), mRNA . 

lomo sapiens G protein-coupled receptor 8 (GPR8), mRNA _ 

Homo sapiens G protein-coupled receptor 7 (GPR7), mRNA _ 

ffomo saniens G protein-coupled receptor 6 (GPR6), mRNA . 

Homo sapiens G protein-coupled receptor 5 1 (GPR5 1 ), mRNA . 

Homo sapiens G protein-coupled receptor 4 (GPR4), mRNA . 

Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 

Homo sapiens Lt protein-coupiea rcucpiui *tz, vvji. xv-r^; ? n — 

Homo sapiens G protein-coupled receptor 41 (GPR41), mRNA 

Homo sapiens G protein-coupled receptor 40 (GPR40), mRNA 

Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA _ 

Homo sapiens G protein-coupled receptor 5 J <endothelin receptor xype r> hkc; 
CGPR37), mRNA . 


NM 005301 
NM 005300 
NM 005299 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 

Homo sapiens G protein-coupled receptor 34 (GPR34), mRNA ___ 

Homo sapiens G protein-coupled receptor 31 (GPR31), mRNA 

Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005298 
NM 005297 
rsivi UUJZ70 
NM 005295 
NM 005294 
NM 005293 
NM 005279 
NM 005291 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 

Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 

Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA — 

Homo sapiens G protein-coupled receptor 21 (GPR21), mRNA 

Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA _ 

Homo sapiens G protein-coupled receptor 1 (GPR1), mRNA _ 

Homo sapiens G protein-coupled receptor 17 (GPR17), mRNA . — 


NM 005290 
NM 005288 
NM 005276 
NM 005275 
NM_005274 


Homo sapiens (j protein-coupiea reccpiui u vvja ^ i - j /> m«.va^ _ _ 

Homo sapiens G protein-coupled receptor 12 (GPR12), mRNA — 

Homo sapiens glycerol-3-phosphate dehydrogenase 1 (soluble) (GPD1), mKlsiA 
Homo sapiens guanine nucleotide binding protein-like 1 (GNL1), mKJNA 
Homo sapiens guanine nucleotide binding protein (G protem), gamma 5 
«3NG5). mRNA —— 


NM_005273 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide Z 
(GNB2), mRNA - 


NM 005271 
NM_005269 

NM 005264 
NM 005263 


Homo sapiens glutamate dehydrogenase 1 (GLUD1), mRNA 

Homo sapiens glioma-associated oncogene homolog (zmc finger protein) (GLI), 

mRNA 

Homo sapiens GDNF family receptor alpha 1 (GFRA1), mRNA 

Homo sapiens growth factor independent 1 fGFIl), mRNA _ 

tt • _ rw< _,- rr +"u orrAC t cnPr i f"i r* o ( o A mRNA 


NM 005256 
NM 005255 
NM 005253 
NM 005249 
NM_005251 


Homo sapiens growxn arresx-specmo ^ ^vj^o^, x 

Homo sapiens cyclin G associated kinase (GAK), mRNA 

Homo sapiens rUo-iiKe antigen z jrv-^oi-^, iiuxj.^^ 

Homo sapiens forkhead box GIB (FOXG1B), mRNA 

-r-r (..lrUao/i i. AT Co /T^/TBH. i mpcpnphvmp forkhead 1) (FOXC2), 
Homo sapiens lorkneaa box t_z yvLrri-i, meseni,nymc imwiwiu •.) v * w /, 

mRNA — - ; 


NM_005248 


" Homo sapiens Gardner-Rasheed feline sarcoma viral (v-igr) oncogene nomoiog 
(FGR), mRNA 


NM_005246 


Homo sapiens fer (fps/fes related) tyrosine kinase (phosphoprotem NCP94) 
(FER) mRNA — 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA - 


NM 005233 
NM_005231 


Homo sapiens EphA3 (EPHA3), mRNA 

Homo sapiens emsl sequence (mammary tumor and squamous cell carcinoma- 
associated (pS0/85 sre substrate) (EMS 1), mRNA 
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IN1VL UUOZZ / 


Watvia <?anipn<; pnVirin- A4 f FFN A4^ lTiRNA 


IN1V1 


Unmn canipnc HpAYvrirvvmi pipage T flDNASEl 1. mRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), mRNA 


INiYl UUjZZU 


T-T/"vt-»-» /~v conipnc r\\ otol _1 f>cc V»rfvm<=»r\ ViAY "\ tTDT.X 1 1 mRNA 
ilOulO SaplCIlo Uiblal-lCob I1UII1CU UUa j i^i/wvj;, iixxvx^.f-x 


XTA K AAOI/C 

NM_UU3Zlo 


Tj/Mvirt conionc ri r»i i* r»Vi\/l /liriV»/ , »cr*'hrkr>1i oA^appharifip-TYrotftiii plvcosvltransfera.se 
xiomo sapiens QOiicnyi-aipnuspnuuiigu&avv^iiaiiu.t/ piuL^in gijvuoj' m unoiv^uov 


AJAvT AA^O 1 ^ 
lNiVl UIOZ13 


TT Atnn cartipnc r\f*1e>te*r{ in PAlArpptal parcinOTTia tTDCCl mRNA 


XTA IK AAC/jO/: 

JNM_UU04jo 


UrktviA c-o-r-\i one tyma cprrmpnt citictIp rnnv rvrnVip t*»T-T4 fiTansforniins seouence. 
xiomo sapiens i_-tn.tv ocgmcni, Miigic \s\j\jy 3 ^jivjuo put ^uanoxuiiumg j^vjuwuww, 

thyroid-l, (D10S170), mRNA 


JN1VI UUDZIh 


TT^Tnrk conipnc rvtntnyip T-lvmnVinrvte-associated nrotein 4 (CTLA41, mRNA 

XlvinU bcipiCIlo vy l(JLvJA.lLr L iy Illy Ll\J^ y lv_< aoouuiukvu pj.vi.vui ■ \ ' *■ *./s ^ 


NM 005213 


Homo sapiens cystatin A (stefm A) (CSTA), mRNA 


JNM UlD4y/ 


TTattia coniAnc r»\7ot?i tin £ /V^/otQ tin-rpl a tpH paiH iHvTnal ^■nfiCifiCi (CSTS). lTxIvNA. 
XxOmo sapiens cysidiiTi o ^cyoidiiii. icidttu. t»jjiu.iu_yiiicii opw^uiwy ^ /> -nxxv-*. *■ 


XTA/T AA^OI O 

JNM KjvdZIJ. 


xiomo sapiens casein, Kappa ^v^oini\j», niivLN-rv 


NMJ)05211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma viral ^v-imsj oncogene nomuiog v^^ 1 ^ iiu - x - L,|n - 


NMJ)05204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 
rnKJNA 


JNM UUDZUU 


xiomo sapiens cen mairix aanesion rcguiaiui ^v^ivx-rxiv^, iiuxj.>rx t 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mrsJN/v 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 
nixvLN/\ 


XTAjT AA^ 1 Ql 


TJ/\tvirk ronionc r»oiir1o1 t\rr»^ Vir*m<»r* V\/^y trdncf*rrnf*i ATI TaptAT 4 1 1 TTTI IX IN A. 

xiomo sapiens cauadi type nomcu uua u<iii&oh|jliuii lox^ikji *t ^v^j-z^v-t^, uuvlii». 


XTA K AAC 1 A1 

NM_uuDiyi 


xiomo sapiens l-UoU anngen \\^uzo anngen iiganu i, J3/-1 aiiiig^ny ^i/ov;, 
mRNA 


ATA X AAC1 CO 

NM_005 1 £>b 


xiomo sapiens v^as-or-ivi ^munney ecoLropic icuoviicti uaiioxuiiiiiiig o^^ix^nv/^ 

/T^TIT \ -nVPXTA 
\\,&L,), nirviN/\ 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


XTA A AAC1 QA 


xiomo sapiens caimouunn d ^pnospnoryid-ac hxiia^c, ucua^ ^v^iAj_.ivx^ > / } 


XTA K A A C/1C7 


IJrvTvirw oorti'onc />Tir/\mo tin O CCPmVvK/ •fcir'tnt* 1 CnVlllTllt A (Til SO) 1 (!n A F 1 A I 

xiomo sapiens cnronidiin dbbcmuiy lat-ixu i, duuuuiL a. \pijv^ ^vuru i-rxy, 
mivLN^v 


AJA/f 00^441 
IN XVI UvOH-H-l 


u nmn carnpriQ rrirAmatin ac:cpmrilv factor 1 SUDUnit B Td60 I fCHAFlBX mRNA 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 
fPAPTsTAI mRNA 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


ata 4" aac/1/ir 


TTrvmr\ c^nipnc Knnp rnr\rnnoaPTiPtlP nr At PITT 1 S rRTVTPI TTlRN^A 


xTA/f AA^ 1 7Q 
IN JV1 UIO I/o 


TJnmrk ccinipnc R_pp11 PT T /IvnmVlATVia ^ fRCT % i mRNA 

xiomo sapiens d-ucii v^l^jl-/ lyiiipiiuiiici j ^xjv^xw-j^, iiix\j.>irx 


XTA A AA<1 *77 
JNJVx_UIO III 


!Tr»mA com *=>t-» c AT^Pcioia XJ4- trQncr^ATTT'n cr IvQAQAmal TvapiiAlar nroton niiiriDi non- 

XlOmO Sapiens AirdoC, Xl~ UdllapUI Llllg, iyauisUJlila.i ^vauuumi piuiwn ptAiiiy^ 

ratalvtic arce^«;orv nrotein 1 A (\ 10/1 16kEA CATP6N1 A) mRNA 


xnv/T nn^ 174 


TTattia Qanipnc ATP ^vntha<;p W+ traTisnortinff mitochondrial Fl complex* 
gamma nolvnentide 1 rATP5Cl^ rnRNA 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


iNlVl WD 1 / X 


Urimn QaAiPAQ apfivatmo trandrrirition factor 1 fAlFH rnRNA 


xTA/r nn^ 1^7 

iNlVl \)\JD ID/ 


T4attia cqaipa c rac nnmnl act apnp familv memher C! ^ ARHC^ rnRNA 


INlVl UUDIOO 


TTnmA canipnc dm^lrkiH Kpta ( A4"t nrppiir^or-lilcp "nrotpin 1 ( APT -PI i mRNA 


XTA /I* AAC16S 


Unrtin ccir»i#»nc dlHrvlacR P frnrtA«:p-hi «5T)hosr>hate ( AT T^OCTi mRNA 


NM 005163 


Homo sapiens v-akt murine thymoma viral oncogene homolog 1 (AKT1), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRL1), mRNA 


NM 005095 


Homo sapiens zinc fmger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (ZNF261), rnRNA 


NM 005081 


Homo sapiens zinc fmger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005121 
NM 005079 


Homo sapiens thyroid hormone receptor-associatea proiem, ztu r^ja. suuium 

fTRAP240), mRNA _ 

Homo sapiens tumor protein D52 (TPD52), hiktma 


NM 005091 
NM_005092 


Homo sapiens peptidoglycan recognition protein (PGLYRP), mKNA J 

Homo sapiens tumor necrosis factor (hgand) superfamily, member 1 8 

(TNFSF1 8), mRNA 


NM_005118 


Homo sapiens tumor necrosis factor (ligana) supenamiiy, memoer u 

(TNFSF 1 5), mRNA =— =r. 1 


NM 005147 


Homo sapiens tumorous imaginal discs (Drosopmla) nomoiog (iiui), mr±ru\ 


NM 005076 
NM_005116 


Homo sapiens contactin 2 (axonal) (CNTN2), mRNA 

Homo sapiens solute carrier family 23 (nucleobase transporters.?, memoer i | 
(SLC23A1), mRNA 


NM_005070 


Homo sapiens solute carrier tamily 4, anion excnanger, memoer j ^o^aj;, 
mRNA 


NM_005074 


Homo sapiens solute carrier family 1 7 (sodium phosphate), member 1 j 
(SLC17A1). mRNA 


NM_005073 


Homo sapiens solute carrier family 1 5 (oligopeptide transporter), member 1 
(SLC15A1), mRNA 


NM_005072 
NM 005063 


Homo sapiens solute carrier family 12 (potassium/chloride transporters), member | 

4 (SLC 1 2 A4), mRNA 

Homo sapiens stearoyl-CoA desaturase (aena-y-aesaturase; \z>ksvj), 


NM 005060 
NM 005059 


Homo sapiens RAR-related orphan receptor C (RORC), mRNA — 

Homo sapiens relaxin 2 (H2) (RLN2), mRNA 1 

tt • /l>"CT 'KFv -»-v-»T? "NT A 1 


NM 005045 
NM_005058 


Homo sapiens reelm (KblJN h mtuNA — __j 

Homo sapiens RNA binding motif protein, Y chromosome, tamily 1, member Ai 
(RBMY1A1), mRNA 


NM_005052 
NM 005051 


Homo sapiens ras-related C3 botulinum toxm substrate 3 (rho family, small GTP 

binding protein Rac3) (RAC3), mRNA 

Homo sapiens glutammy 1-tKJN A syntneiase tvj/\ivo;, jiusjm^ — 


NM 005048 
NM 005044 


Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 

Homo sapiens protein kinase, X-linked (PRKX), mRNA 


NM 005043 
NM 005042 
NM 005041 


Homo sapiens mitogen-activated protem kinase kinase 7 (MAP2K7), mRNA 

Homo sapiens proline-rich protein HaelH subfamily 2 (PRH2), mRNA 

Homo sapiens perforin 1 (preforming protein) (PRF1), mRNA J 


NM 005040 
NM 005039 
NM 005038 


Homo sapiens prolylcarboxypeptidase (angiotensmase {rrv^r), ^^^^ 

Homo sapiens proline-rich protein BstNI subfamily 1 (PRB 1), mRNA 

Homo sapiens peptidylprolyl isomerase u (cyciopninn u) iiuvin^. j 

Homo sapiens paired-like homeodomain transcription factor 3 (PITX3), mRNA 1 


NM 005029 
NM_005027 


Homo sapiens phosphoinositide-3 -kinase, regulatory suounix, polypeptide ^ \poj 
beta) (PIK3R2), mRNA . 


NM_005026 


Homo sapiens phosphoinositide-3 -Kinase, catalytic, aeua poiypcpuuc yru^j^i-'j, 
mRNA — — 


NM_005021 


Homo sapiens ectonucleotiae pyropnospnaLase/pnu&puuuic&«y.aat j v-^^^^- a 
mRNA 


NM 005019 


Homo sapiens phosphodiesterase 1A, caimoauim-acpcnucni ^jri^ci^^, iiirvi^f^: 


NM 005018 


Homo sapiens programmed cell deatn i (ru^uL), m^>^ 


lNivi yjyjj v i J 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


NM 005085 


Homo sapiens nucleoporin 214kD (CAIN) (NUP214), mRNA 


NM 005124 


Homo sapiens nucleoporin 153kD (NUP153), mRNA 


NM 005013 


Homo sapiens nucleobindin 2 (NUCB2), mRNA 


NM 005012 


Homo sapiens receptor tyrosine kinase-hke orphan receptor 1 (ROR1), mRJNA 


NM 005011 


Homo sapiens nuclear respiratory factor 1 (NRF1), mRNA 
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Hnmn cnnipris neuronal cell adhesion molecule (NRCAM), mRNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protein expressed in (NME4), mRNA 


JNJVl_uU!>UU / 


TTrtmo c^niVnQ nnrlear factor of kanoa lieht polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBIL1), mRNA 


\r\ it aA"AA/4 


ii Atnri cQ^pnc xrAF)T4" H^Vivdrocrenase (ubiauinone) 1 beta subcomplex. 8 (19kJD, 

XIOIIIO odUICIlb 1N_juL/AA. _t-iljr —HUgtlitio— ■ \ ^ M 7 r ' \ ' 
-TVoXJ.1 J yiyLJVJl/ ±J<J J) llxlVl^-TV — 


1N1V1_UU jW 1 


Hnmn canipn<s NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 7 
(14.5kD, B14.5a) (NDUFAV), mRNA 


TvTTv/T nOZlQRR 
IN 1V__U U*+ 7O0 


TTrmio ^aniens melanoma antieen family A, 1 (directs expression ot antigen 
MZ2-E) (MAGEA1), mRNA 


JNiVl UUDUy / 


Wattia cnnipn*; ien<vine-rich fflioma inactivated 1 (LGI1), mRNA 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5A), mRNA 




w-i-mr* cariipnc r»A+a«5c:inrn iriwardlv-rectifvinfi: channel, subfamily J, member 9 
(KCNJ9), mRNA 


XTTVyf AA/1QOO 

jNM_Uu4yoZ 


Tj ATYir . can i Pnc nntflQcinm inwardlv-rectifvincr channel, subfamily J, member 8 
(KCNJS), mRNA 


TvTA>T AAA CQn 


Wr\mr* c^-menc r*AtflQQ"him inwardlv-rectifvin_ channel, subfamily J, member 5 
(KCNJ5), mRNA 


"NJTV/T HAAQfil 
lNi\l_UU4y6 1 


Tj nTY1A conipriQ -nAtnQ«;mm inwardlv-rectifvinti channel, subfamily J, member 4 

QUIIlU odLllCllO UVJ IdO 0 1 LI 111 111VVC11— Hjf lt'VUJ.J' X11 D wimiuiwij ./ 3 

(KCNJ4), mRNA 


XTA/f AA^I^A 
JN 1V1__UU Z> 1 D O 


WnmA cq-ienQ nnta^ium vnltaae-eated channel, Isk-related family, member 2 
(KCNE2), mRNA 


"KTTVyf AA/1GQA 

NJVl_UU4yoU 


tT Arnn ooniprc nAtnQQium vAlta cre~aated channel Shal-related subfamily, member 
3 (KCND3), mRNA 


XTTV/T AA/IC70 


u nrnA CQn1 ' P nc nAtpQQinm voltacre-aated channel Shal-related family, member 1 
(KCND1), mRNA 


XTA/f AA/IQ'70 

JN JYL_UU4y / o 


uvvm-* canipTic ■nAt^QQinm vaI ta cre-erated channel Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


XTA/f AA/1Q77 
JNlYl_UU4y / / 


Wr\i-nr^ c?>T»i<=»nQ r»Ata<3<^iiim vAltape-ffated channel Shaw-related subfamily, 

member ^ CKCNCS'i niRNA 


MTV/T 00407^ 
INlvl / O 


Waitia Q?mipn<5 nAtassium voltaee-eated channel, Shaw-related subfamily, 
member 1 (KCNC1), mRNA 


xnv/f fifiZiQ.7^ 

iNlYl_UU'f y / D 


Mrtmn cnnipni nnta«!<;iiim voltaee-eated channel. Shab-related subfamily, member 
1 n^P.XTRU mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (IDE), mRNA 


iNlvl UUj j 


TTotyia cnnipTT? hfmtAfrlobin (HP^ ITlRNA 


JLN 1V1_ U 7UJ 


u nrnn Qanien«; hiffh-mobilitv srouD (nonhistone chromosomal) protein 14 

11011 L\J odL/lt/llo iiigii 1 1 IV? uiii isjr ^iuwj/ v^^^*-- 1 -* ^ y it 

rTnVf014^ mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protein (HBP 17), mRNA 


MM 004Qfi^ 

INlvl L/\J*-r J7 L> J 


Unmo Qaniens ffuanvlate cyclase 2C (heat stable enterotoxin receptor) 
(GUCY^C) mRNA 


MM 005100 


WrnnA c^niens A kinase (PRKA^ anchor protein (eravin) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


INlvl \J\JD ItJ 


TJnmA c«r»ien<; an an in e nucleotide binding nrotein (G protein), gamma 7 1 
CGNG7), mRNA 


lNlYl UUJl'tZ 


u„ mn conimc crnctric intrinsic factor fvitamin B synthesis) (CilF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) malignant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 


Homo sapiens ets variant gene 1 (ETV1), mRNA 


NM_004955 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 

(SLC29A1), mRNA ______ 

tt • _ j.-„ rt ia„ no n i ^ThX! \ lOOT .1 ^ mRNA 


NM 005107 
NM_004953 


Hnmn samens endonuc lease Lr-liKe i ^xhni-^^vj^ j. /? 

Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (ELb4Ul), 
mRNA — 


NM 004952 
NM 004944 


xiomo sapiens epnrnw\_> \x^rrix\Dj, iux\_.>--_ _ 

Homo sapiens aeoxyribonuciease l-iiKe d {UL^u^ac il^d j, __ixvj.n_-_ _ 


NM 004938 


Homo sapiens death-associateo proxem Kindle _ ^j-Af-rxvij, 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, supertamily member z (activation-inuuccu; yv-^x-^ox ~/> nii-vj.^ ^ 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CD8 antigen, beta polypeptide l [pi /) ^l^otsij, mr-N^ 


NM 005125 


Homo sapiens copper chaperone tor superoxide dismutase v <_a_._ miviN^v 


NM_005093 


Homo sapiens core -binding lactor, runt domain, aipna suounn _, utuibiuuaLtu. iu, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein (^actin iiiamenij mubtic mic, ucw \v_.--__ 

mRNA - 


NM 005139 


Homo sapiens annexm A J (Ajna/vjj, iilivlna 


NM 000664 


Homo sapiens acetyl-coenzyme j\ carDOAyict_»c aipua i jr^\^r^\^r^j , a ^ ^ 


NM 002108 


Homo sapiens nistidme ammonia-iyase \rij\±^)^ iiuvlvtv — 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexm Ad (AJNAAd), mKJN/v 


NM 001153 


Homo sapiens annexm A4 ^AlNAA^+j, mKiN/\ 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TJP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retrovirus receptor ^atjmj, uuvi^n. 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan rich basic protem (wkdj, nuuN/v 


NM_004183 


Homo sapiens vitellnorm macular dystropny ^rsest aisease, ocbixopiiui^ v v ivxl/^^, 
mRNA 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax interaction protein 33 (VELI1), 
mRNA 


NM 004679 


Homo sapiens variable cnarge, x cnromobome iv^i;, iiuvi^-rv 


NM 004182 


Homo sapiens ubiquitously-expressed nranscnpx ^ujvi j, miviN/^ 


NM 004651 


Homo sapiens ubiquitm specilic protease 1 1 ^uori ij, mru.N^v 


NMJ304181 


tt~ ^ nT-v-i nui+iti r»or-Kr\-vAfi t^rmi-njil f*Qtpra^p T 1 fiibiouitin thiolesterase) 

jiomo sapiens uuiqumn carooxy i - tei uiiiid.1 ca»Lcias>c 1^1 ^ lauav i ixii ' iaa / 

/T T/^TTT 1 \ „_T> XT A 

(UCHL1), mKJSIA 


NM 004223 


jtiomo sapiens uDiquinn-conjugating ciiz«yuic u ^uluj^u;, iiuv,i 


NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 (TTC4), mRNA 


NM 004622 


Homo sapiens translin ( l olN j, mKJN/v 


NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 


NM 004909 


Homo sapiens taxol resistance associated gene ^ iru^iN/^ 


NM 004295 


Homo sapiens TNF receptor-associated tactor ^ (lKAt 4 ^, rixtuNA 


NMJ)04179 


Homo sapiens tryptophan hydroxylase jrrypiopnan D-monooxygendbc^ yu:ii.j 9 

__t> XT A 

mKJNA 


KTM 0041 95 


Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18), mRNA 


NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 


NM 004616 


Homo sapiens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 


NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPL1), mRNA 
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JNJVL_UU4o 1 d 


PTnmn <sanien«s transglutaminase 2 (C polypeptide, protein-glutamine-gamma- 
alntamvltransferase) (TGM2) mRNA 




Wnmn ^aniens transformine erowth factor, beta receptor I (activin A receptor 
type II-like kinase, 53kD) (TGFBR1), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 


IN1V1 1 O 


Homo sapiens T-cell leukemia/lymphoma IB (TCL1B), mRNA 


xr\/f nnA^no 

INIYI UU*+OUy 


Homo sapiens transcription factor 15 (basic helix-loop-helix) (TCF15), mRNA 


TsJlVf 0047R0 


Homo sapiens transcription elongation factor A (SII)-like 1 (TCEAL1), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 


IN 1V1_U U^f O U O 


TTn-mn <??inien<5 TATA box bindine protein (TBP)-associated factor, RNA 
nolvmerase IT A 250kD (TAF2A), mRNA 


JN1VJ. UlKf/lU 


TJrvmn Qanipir; cvn anto Pvrin 2 (SYNGR2). mRNA 


IN1VL UU^f /ll 


tj nrnf i cnnipno. Qvnantoc r vrin 1 (SYNGR1V mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 

rnPKT A 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


JN1V1 UU^OUJ 


u mri n cQ-r»i<=»r»c cvntavin 1 A flrrain^ fSlT^Cl PC\ mRNA 


NM_004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 




"Wri-mr* c^nipnc ctp-rr^l reanlatnrv element binding transcription factor 2 (SREBF2), 

miviN/\. 


INIVI_UUh I/O 


u Amrj ccmif*nQ cternl recriilatnrv element binding transcription factor 1 (SREBF1), 

IIlXviN^V 


IN 1V1_UU \JDoZ 


u nm A coriien? ferreted nbosnhonrotein 1 ^osteonontin, bone sialoprotein I, early 
T-lymphocyte activation 1) (SPP1), mRNA 


IN IVL UU4 lo7 


Momn qanienc: SRY Tsex determining reeion Y)-box 14 (SOX14), mRNA 


NM 004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


INIYI Uuh- / OZ 


Wr»mrk Q«m>nQ cvn a ntn^fimal -associated protein 29kD ( SNAP29), mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 


JN M_UU4 0 y 


Urtmrt comVnc cnlnte rarrier familv 0 fsodium/hvdroffen exchanserV isoform 5 
(SLC9A5), mRNA 


"MTVyf AH/1 1 71 

JNJVl_UUH'1 /j 


Unmrt coTMpnc cnlnte rnrrier familv 7 feationic amino acid transporter, V"^~ 
system), member 4 (SLC7A4), mRNA 


JNJYL__UU4z 1 1 


u nnift caru<»nc cnlnte rarrier familv 6 ^neurotransmitter transporter, glycine), 
member 5 (SLC6A5), mRNA 


INJVl_UU4o-) o 


u Arnn canipnc cnlnte* carrier familv 4 sodium bicarbonate cotxansporter. member 
8 (SLC4A8), mRNA 


xnv/f c\c\An^n 

1N1V1_UIH- 1 A 1 


TJ/vrv.r» cnnipnc Qnlute mrrier familv ?4 rsodium/ootassium/calcium exchanger), 
member 1 (SLC24A1), mRNA 


lNlVl_UU^fl /Z 


"HY\mr* corti^nQ cnlnte rarrier familv 1 f alial hie:h affinity glutamate transporter), 
member 3 (SLC1 A3), nuclear gene encoding mitochondrial protein, mRNA 


lNlVl__UU^t 1/1 


TTnmr* coni^nQ cnlnte carrier familv 1 filial hie:h affinity glutamate transporter), 
member 2 (SLC1 A2), nuclear gene encoding mitochondrial protein, mRNA 


JNivl_uU4 / d 1 


Ur\r»-iA oonipnc cnlnte r»orT-i*»r familv if* ('mnnoparboxvlic acid transporters). 
XiOUlO sapienb ol>iliic carrier Laiiixiy iv ^iiiviiivwoiw^-jrx**-' c*v/*v* uuiwyuiwio;, 

memoer / ^ui/v^iu/\/ iiuvi^x^. 


TSTN/f OA/IACK 

IN ivi__u u^o y D 


TTnmn cani en q cnlnte rarrier familv 1 f% (monocarboxvlic acid transporters), 
member 5 (SLC 1 6A5), mRNA 


NM_004207 


Homo sapiens solute carrier family 16 (monocarboxyhc acid transporters), 
member 3 (SLC 16 A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDU1), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRS1 1), mRNA 


NM 004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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NM 004753 


Homo sapiens short-chain dehydrogenase/reductase 1 (SDR1), mRNA 


NM_004168 


Homo sapiens succinate dehydrogenase complex, subunit A, flavoprotem (Fp) 
(SDHA), nuclear gene encoding mitochondrial protein, mRNA 


NM 004713 


Homo sapiens serologically defined colon cancer antigen 1 (SDCCAG1), mRNA 


NM_004591 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 20 
(SCYA20), mRNA 


NM_004590 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 16 
(SCYA16),mRNA 


NM_004588 


Homo sapiens sodium channel, voltage-gated, type EE, beta polypeptide 
(SCN2B), mRNA 


NM 004165 


Homo sapiens Ras-related associated with diabetes (RRAD), mRNA 


NM_004755 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 
mRNA 


NM_004586 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 3 (RPS6KA3), 
mRNA 


NM_004790 


Homo sapiens solute carrier family 22 (organic anion transporter), member 6 
(SLC22A6), mRNA 


NM 004259 


Homo sapiens RecQ protein-like 5 (RECQL5), mRNA 


NM 004260 


Homo sapiens RecQ protein-like 4 (RECQL4), mRNA 


NM 004583 


Homo sapiens RAB5C, member RAS oncogene family (RAB5Q, mRNA 


NM 004582 


Homo sapiens Rab geranylgeranyltransferase, beta subunit (RABGGTB), mRNA 


NM_004581 


Homo sapiens Rab geranylgeranyltransferase, alpha subunit (RABGGTA), 
mRNA 


NM 004251 


Homo sapiens RAB9, member RAS oncogene family (RAB9), mRNA 


NM 004162 


Homo sapiens RAB5A, member RAS oncogene family (RAB5A), mRNA 


NM 004578 


Homo sapiens RAB4, member RAS oncogene family (RAB4), mRNA 


NM 004914 


Homo sapiens RAB36, member RAS oncogene family (RAB36), mRNA 


NM 004580 


Homo sapiens RAB27A, member RAS oncogene family (RAB27A), mRNA 


NM 004663 


Homo sapiens RAB1 1 A. member RAS oncogene family (RAB 11 A), mRNA 


NM 004160 


Homo sapiens peptide YY (PYY), mRNA 


NM 004103 


Homo sapiens protein tyrosine kinase 2 beta (PTK2B), mRNA 


NM 004158 


Homo sapiens persephin (PSPN), mRNA 


NM 004577 


Homo sapiens phosphoserine phosphatase (PSPH), mRNA 


NM_004159 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 8 (large 
multifunctional protease 7) (PSMB8), mRNA 


NM 004917 


Homo sapiens kallikrein 4 (prostase, enamel matrix, prostate) (KLK4), mRNA 


NM_004157 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type II, alpha 
(PRJKAR2A), mRNA 


NM_004758 


Homo sapiens peripheral benzodiazepine receptor-associated protein 1 (PRAX- 
1), mRNA 


NM_004576 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), beta isoform (PPP2R2B), mRNA 


NM_004156 


Homo sapiens protein phosphatase 2 (formerly 2A), catalytic subunit, beta 
isoform (PPP2CB), mRNA 


NM 000942 


Homo sapiens peptidylprolyl isomerase B (cyclophilin B) (PPIB), mRNA 


NM 004575 


Homo sapiens POU domain, class 4, transcription factor 2 (POU4F2), mRNA 


NM 004573 


Homo sapiens phospholipase C, beta 2 (PLCB2), mRNA 


NM 004572 


Homo sapiens plakophilin 2 (PKP2), mRNA 


NM 004571 


Homo sapiens PBX/knotted 1 hoemobox 1 (PKNOX1), mRNA 


NM_004203 


Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 
inhibitory kinase (PKMYT1), mRNA 


NM 004910 


Homo sapiens phosphatidylinositol transfer protein, membrane-associated 
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fPITPNM"). mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), mRNA 


Miu 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


"NTM 00486"? 

1>(xVX UUtOUi- 


Homo saDiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


"NTM 004*567 


Hnmn «;aniens 6-nhosnhofructo-2-ldnase/iiTictose-2,6-biphosphatase 4 
fPFKFB4^ mRNA 


NM_004566 


Homo sapiens 6-phosphofixicto-2-kinase/fructose-2 5 6-biphosphatase 3 
rPFKFB3^ mRNA 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase .3 
fETF2AK3^ mRNA 

^X-fXX ^Jl-lr^—s J} A1U-V1 ~ xv 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


TsJIV/f 000417 
xNJYL yJKJKJHD / 


Hrvmn Qamipn<i nlatelet-activatine factor acetvlhvdrolase 2 (40kD) (PAFAH2), 
mRNA 




Unmn ca-mViiQ r»m mil a aen-nrnline 2-oxoelutarate 4-dioxvsenase (proline 4- 
hvHrnvvIa^^ alnha nolvnentide IT (P4HA2^ mRNA 


"NTM 0041 


Homo <*anien<; nwimidinereic recentor P2Y G-protein coupled, 6 (P2RY6), 
mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEF1E1), 
mRNA 


NM 004741 


Homo <;ar>iens nucleolar nhosnhonrotein t)130 (P130\ mRNA 


"NM 004802 


Homo saniens otoferlin ( OTOF). mRNA 


NM 004852 


Homo sapiens one cut domain, family member 2 (ONECUT2), mRNA 


NM 004^54 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22AS), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo sapiens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTN1), mRNA 


NM 004796 


Homo sapiens neurexin 3 (NRXN3), mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 1 


NM 004688 


Homo saniens N-mvc fand STAT) interactor (x^TVLI), mRNA 


NM 004148 


Homo sapiens ninjurin 1 (NINJ1), mRNA 


NM 004SS? 

IN IVJL vU'tJ J ~ 


Hnmo saniens NADH dehvdroeenase ^ubiauinone) Fe~S protein 5 ( 15kD) 
(NADH-coenzyme Q reductase) (NDUFS5), mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
flSTADH-coenzvme O reductase) nsnDUFS3), mRNA 


NM 004550 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 2 (49kD) 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAP1L3), mRNA 


NM 004145 

X ^ X> X W~ XT^«^ 


Homo sapiens myosin DCB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRF1), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTL5), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/ Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM_004225 


Homo sapiens MFH-amplified sequences with leucine-rich tandem repeats 1 
(MASL1), mRNA 


NM 002372 


Homo sapiens mannosidase, alpha, class 2A, member 1 (MAN2A1), mKJNA 


NM_004721 


Homo sapiens irntogen-activated protein kinase kinase Kinase 13 (MAriKli), 
mRNA 


NM__002332 


Homo sapiens low density lipoprotein-related protein 1 (alpha-2-macroglobulin 

a \ i*T TT* T» 'I X TT* "VTA 

receptor) (LRP1), mRNA 


NM 004793 


tt a -t c mn P O 1 f \ TT XT A 

Homo sapiens protease, senne, 15 (PRSS15), mRNA 


NM 004789 


tt t TTk i- i 1 , /-» (f TTVT\ TT XT A 

Homo sapiens LIM homeobox protein 2 (LHX2), mRNA 


MM_004863 


Homo sapiens serine palmitoyltransferase, long chain base subumt I (br 1 LCz), 

t» Tv T A 

mRNA 


NM 004737 


Homo sapiens like-glycosyltransferase (LARGE), mRNA 


NM 004795 


TT * 1 1 _i1 _ rXT" T \ TT "X T A 

Homo sapiens klotho (KL), mRNA 


NM 004521 


Homo sapiens kinesin family member 5B (KIF5B), mRNA 


NM 004520 


~r t i • • f i- i r\ /T/ TPT\ _TT T\.T A 

Homo sapiens kinesin heavy cham member 2 (Kir 2), mRNA 


NM_004920 


Homo sapiens apoptosis-associated tyrosine kinase (AATK), mRNA 


NM_004700 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 4 
(KCNQ4), mRNA 


NM_004519 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 3 
(KCNQ3), mRNA 


NM_004518 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 2 
(KCNQ2), mRNA 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 1 (KCNMB1), mRNA 


NM_004732 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 
member 3 (KCNAB3), mRNA 


NM 004693 


tt . 1 j* » tt /tt- /-tttjX _TJXT A 

Homo sapiens cytokeratm type II (K6HF), mRNA 


NM_004791 


Homo sapiens mtegnn, beta-like 1 (with EGF-hke repeat domains) (1TGBL1), 

TTTvT A 

mRNA 


"VTTV /T /\/T /I f 1 n 

NM 004517 


Homo sapiens mtegrm-linked kinase (ULK), mKNA 


NM 004514 


Homo sapiens interleukin enhancer binding factor 1 (ILF1), mRNA 


NM 004633 


Homo sapiens interleukin 1 receptor, type II (IL1R2), mRNA 


NM 004513 


Homo sapiens interleukin 16 (lymphocyte chemoattractant factor) (EL 16), mRNA 


NM 004512 


Homo sapiens interleukin 1 1 receptor, alpha (ELI IRA), mRNA 


TvTTV /T AAynrO 

NM 004258 


Homo sapiens immunoglobulin superfamily, member 2 (IGSF2), mRNA 


"K TTV ft AA/I 1 TC 

NM 004135 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), mRNA 


TV TTV A7 f\C\ A 1 1 A 

NM 004134 


Homo sapiens neat shock 7UkJJ protein yB (mortalm-zj (HorAyi)), mKJN A 


-v TTV /T t~\f\ A f\'~l 

NM 004697 


Homo sapiens PRr4/S IK/WD splicing iactor (HrRr4r), mKJN A 


NM 004698 


Homo sapiens U4/U6-associated RNA splicing factor (HPRP3P), mRNA 


NM 004503 


Homo sapiens homeo box C6 (HOXC6), mRNA 


NM 004502 


Homo sapiens homeo box B7 (HOXB7), mRNA 


MM 004497 


Homo sapiens hepatocyte nuclear factor 3, gamma (HNF3G), mRNA 


NM 004496 


Homo sapiens hepatocyte nuclear factor 3, alpha (HNF3A), mRNA 


NM_004712 


Homo sapiens hepatocyte growth factor-regulated tyrosine kinase substrate 
(HGS), mRNA \ 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 4 

r\\ K A TT /IT/" A\ TTTvT A 

(MAP4K4), mKJN A 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobility group protein 1- 
like) (HDGF), mRNA 


NM 004876 


Homo sapiens zinc finger protein 254 (ZNF254), mRNA 


NM_004493 


Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type II (HADH2), 
mRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 
m f}R165T.15 11 ttVRNA 


JNJVl UU4oyj 


TTnmn saniens H2 A histone familv member Y (H2AFY), mRNA 


XTTV/T 004 O 

JNJV1 vum^yj 


Hnmn cftnipnQ O r 1vcop'enin fGYG^ mRNA 


"KTN/T AO AO R£ 
iNJVl UU4ZoO 


Wnmn saniens GTP binding nrotein 1 (GTPBP1), mRNA 




u nmn ^aniens general transcriDtion factor liP, polypeptide 2 (30kD subumt) 
rOTF?F9^ mRNA 


TsTTVT 0044Q1 


TTnmn saniens txlucocorticoid receotor DNA binding factor 1 (GRLF1), mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 


JNJVl UU44:7U 


u^ mft ppniVno crrnwth factor recentor-bound protein 14 (GRB14), mRNA 


XTN/f 004R10 
JNiVl UU^OlU 


TTnmn saniens GRR2-related adantor protein 2 (GRAP2), mRNA 


NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


JNJVl UU4o / 1 


u Amn cor*ip'nc cm\ cri ^tntap recentor conrolex member 1 fGOSRl), mRNA 


JNlVL_uU44o / 


Wr\TYir» cnrtipnQ anlcH antoantipen ffolffin subfamilv b« macrogolgin (with 

tr^ncmpmhranp sicrnal^ 1 (GOLGB1). mRNA 


XTN/T 00417/^ 


u nTnn ccmiens en i an in e nucleotide bindine nrotein 1 1 (GNG1 1), mRNA 


XTN/T 0049 Q7 


PTr^mo saniens onanine nucleotide bindine protein (G protein), alpha 14 
(GNA14), mRNA 


XTN/T 00474A 
JNJVl UU4Z*+0 


ij orTin cqnipnc crinra cmn-lilce nentide 2 receotor rGLP2R\ mRNA 


XT\yf 0041 01 


"WrkTY-in cc»r»i^nc cr?i«:trip inllinitcirv nolvneotlde (GIP\ mRNA 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLA1), mRNA 


JNM UU4o3 / 


tj rtrnri conipnc rrf*ran\A cre*rm~\\r\ r\ i rvV» n QrVh a tp <?vnthase 1 fGGPSl^ mRNA 
JrJLomo sapiens gerd.iiyigcxaiiyi uijjiivJopiia-iv> ayin,ii.a.&<s a v^ ,VJA v -' A /? 1,1 *^ 


JNM_UU41oo 


TTrkmn conipnc rrrow+Vi fnrtnr inHpnpndpnt 1R Tnotential reffulator of CDKN1A, 
xionio sapieno growm lav lui iiiucj^^iivic^iii. ijj ^^w/i.wiitAt*!. iv^wtuwi vx wx-^*.»^j.-ix.x 

tTanc1rknati=»rl in PMT ^ TGFTIR^ mRNA 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


TvTA/f Art/1 HCL 1 

NM_UU4/j 1 


UrtrriA nonipn c rrli lrTicnTYiinvl nsJ-acf^tvl^ transferase 3 mucin tvoe (GCNT3 K 

HOIIIO sapiens glUC-OocllIllIiyi yL^faXf^ty i j Li anoiui flo^ -j 3 muv iii ^j^rvy v ^ A 
mPXTA 


JNiVl UU4i^^ 


u nmn cnniPTi s anlcri-snecific brefeldin A resistance factor 1 (GBFO, mRNA 


JNIVL UUZUOU 


u nrnn canipnc fnrmvl nentide recen tor-like 2 rFPRJL2\ mRNA 


XTA/T 00447^ 


TTnTrtn saniens fnlate hvdrolase rnrostate-snecific membrane antigen) 1 (FOLH1), 
mRNA 


NM 004119 


Homo sapiens ftns-related tyrosine kinase 3 (FLT3), mRNA 


MlV/f 00447 S 


TTnmo saniens flotillin 2 (TLOT2) mRNA 


Tvnv/T HO A/17? 


Homo saniens forkheadbox Dl fFOXDl), mRNA 


iNlVJL vWt*t / I 


Homo saniens forkhead box Gl A (FOXG1 A), mRNA 


KT\A 004474 


Homo saniens forkhead box D2 (FOXD2), mRNA 


"MTv/f 00446Q 


Homo sapiens c-fos induced growth factor (vascular endothelial growth factor D) 

rFTGF^ mRNA 


1NJLVJL WttUO 


Homo saniens four and a half L1M domains 3 (FHL3), mRNA 


"MM 004462 


Homo saniens farnesvl-dinhosnhate farnesyltransferase 1 (FDFT1), mRNA 


KT\A 004 1 07 


Homo saniens Fc fragment of IeG. receptor, transporter, alpha (FCGRT). mRNA 


"MM 004 1 04 


Homo saniens fattv acid svnthase fFASN), mRNA 


NM 004461 


Homo sapiens phenylalanine-tRNA synthetase-like (FARSL), mRNA 


"MlV/f 004 101 


Knmo saniens roapiilation factor II ( thrombin) recentor-like 2 (F2RL2), mRNA 


XTTV/T 0049 ^ S 
JNJVl UU*+Z.3~> 


Hnmn saniens TCninnel-like factor 4 feut) (KLF4), mRNA 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTL1), mRNA 


NM 004454 


Homo sapiens ets variant gene 5 (ets-related molecule) (ETV5), mRNA 


NM_004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, rnRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_004447 ] 

i 

NM 004446 


rT - _ onirtprmcii rrrr\Ax/t>j f?.ptnr receDtor pathway substrate 8 (HFS8), 

:iomo sapiens epiaermai gro w lii icu/lui it^ypwi. ^u.^** j ^« v 

mRNA 

rT _ • rrin+c-n-ix/i TvmK/1 .t^NA cvnthetase (EPRS), mRNA 

Homo sapiens giuxaniyi~proiyi~iJLSj.N^ syuiu^wo^ v-^ — n 


NM 004431 
NMJ304099 


Homo sapiens EphA2 (EPHA2), mRNA . _ — 

tt • , H-"U-»-^./-»-t rf-<=> -r>-i pmKron p> -nrntPITl Hand 7.2 ( StOlTlcLtin ) (lil^iS /2), 

Eiomo sapiens erytnrocyie memuraric piuicui L'anu /■ v /3 
mRNA — . - tvFt 


NM__004437 


Homo sapiens erythrocyte memDrane proiem uauu. ^ ui f lv/v j 5 
linked) (EPB41), mRNA . — - 


NM_004435 


TT • ^^a^hMpqop r; rprNTFiOfTi nuclear eene encoding mitochondrial 

Homo sapiens enaonuciease vj ^iiiNUwtjrj, iiulicoi &^ Aiv> ^ AA ^^^ & 

protein, mRNA 


NM_004434 


tt ~ ^, _ «^,"u;^^/j^v^y-i r«ir»rr\tiiKn1p-n«;<sOciated Drotein-like (Jb.JVlAJt'JL/h 
Homo sapiens ecnmouerm rnicroiuuuic-<i&au^xa-t&« f vivui v /5 

mRNA = r^r-; 


NM_004433 


Homo sapiens E74-like factor 3 (ets domain transcnption lactor, epitnenai- 
SDecific ) (ELF3), mRNA — 


NM_004096 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 2 
(EIF4EBP2), mRNA 


NM_004095 

NM 004430 
NM 004093 
NM 004429 


Homo sapiens eukaryotic translation initiation factor 4E binding protein 1 j 

(EIF4EBP1), mRNA 

Homo sapiens early growth response 3 (EGR3), mRNA 

Homo sapiens ephrin-B2 (EFNB2), mRNA 

Homo sapiens ephrin-B 1 (EFNB 1 ), mRNA 


NM 004428 
NM 004867 
NM 004415 

INIVI uu*+ / uu 

NM 004413 


Homo sapiens epnnn-Ai ^cri>n.i;, uuviin _ 1 

Homo sapiens integral membrane protein 2A (ITM2A), mRNA 

Homo sapiens desmoplakin (DPI, DPH) (DSP), mRNA 

Homo sapiens serine/threonine kinase 17a (apoptosis-inducmg) (S 1 iLl /A), 

mRNA 

Homo sapiens dipeptidase 1 (renal) (DPEP 1), mRNA 


NM 004088 
NM 004412 
NM 004411 


Homo sapiens deoxynucleotidyltransferase, terminal (DNTT), mRNA 

tt • tym a /^r+sxcviMA ^ \ TYif»tVi^itrnnQfprfl^e 1 (DNTVFT2\ mRNA 1 
Homo sapiens DNA (cytosineo-j-memyuransierci&c z. \±s^±yl±**j 9 ^ x ^±j±± » 

Homo sapiens dynein, cytoplasmic, intermediate polypeptide 1 (DNCI1), mRNAj 


NM 004407 
NM_004746 

NM 004747 


Homo sapiens dentin matrix acidic phosphoprotem (DMP1), mRNA 

TT ^_„ riicr-c id-rrro /T^mcnnliila^ homolos-associated protein 1 

Homo sapiens uiscs, large ^jL^ru&upima/ nuniuiug ewwwi.**!^** ^ j 

(DLGAPl), mRNA . 

u^rviz-v nor>.Anc Hicr»c lcit-crp rnrn^rmhila^ homoloc 5 (T)LG5), mRNA \ 
jtiomo sapiens uiscs, large ^iu&upmia^ uvuiwiu^ ~* ^^^^ 


NM 004087 
NMJ)04900 


Homo sapiens discs, large (Drosophila) homolog 1 (DLG1), mRNA 

tt ^VirxT>K/Aiir-» /'c.TY.ikr tn flnnlinrmrotein B mRNA editing protein) 
Homo sapiens pnoroonn ^similar vo dpuiipupiuLt'iAi *-> "".^^ »■ or / * 

(DJ742C19.2), mRNA . —\ 


NMJ304404 


Homo sapiens neural precursor cell expressed, developmental^ down-reguiatea 
5 (NEDD5), mRNA — 


NM_004402 


Homo sapiens DNA fragmentation factor, 40 kD, beta polypeptide (caspase- j 
activated DNase) (DFFB), mRNA _J 


NM_004401 
NM 004083 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (Dl-l^A), 1 

T> XT A 

mKJNA 

Homo sapiens DNA-damage-inducible transcript 3 (DDIT3), mRNA 

Homo sapiens doublecortin and CaM kinase-like 1 (DCAMKL1), mKJNA J 


NM 004734 
NM 004394 
NM 004393 


Homo sapiens death-associated protein (DAP), mRNA _ _ 

Homo sapiens dystroglycan 1 (dystrophm-associated glycoprotein 1) (DACil ), 
mRNA : — 


NM_004229 


Homo sapiens cofactor required for Spl transcriptional activation, subunu I 
ClSOkD) (CRSP2), mRNA 


NM 004079 
NM 004390 


Homo sapiens cathepsin S (CTSS), mRNA 
Homo sapiens cathepsin H (CTSH), mRNA 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS) 3 mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM 004861 


Homo sapiens cerebroside (3 , -phosphoadenylylsulfate:galactosylceramide 3') 
sulfotransferase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1), mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRY1), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLF1), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHR1), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREB1), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPT1B), mRNA 


NM 004748 


Homo sapiens cell cycle progression 8 protein (CPR8), mRNA 


NM 004074 


Homo sapiens cytochrome c oxidase subunit VIII (CUXb), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sapiens coatomer protein complex, subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2), mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLR1), mRNA 


NM 004071 


Homo sapiens CDC-like kinasel (CLK1), mRNA 


NM 004362 


Homo sapiens calmegin (CLGN), mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKA), mRNA 


MM 004804 


Homo sapiens WD40 protein Ciaol (CIAOl), mRNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 


Homo sapiens chimerin (chimaerin) 2 (CHN2), mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHD1L), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 

JL 11*1 \s \s ivv*/ 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1), mRNA 


NM 004233 


Homo sapiens CD83 antigen (activated B lymphocytes, immunoglobulin 
superfamily) (CD83), mRNA 


NM 004356 


Homo sapiens CD81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens CD151 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM 004349 

1 il"l v V/ Tfc»/ * 


Homo sapiens core-binding factor, runt domain, alpha subunit 2; translocated to, 
1 ; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 
(CACNA2D1), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BST1), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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NM 0U4izy 


tt for-ii^nc }\nnp TYirir-n>ir>crpnftir nrotein receotor, tvoe IA fBMPRIA), mRNA 


NM_004827 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 

(A±SLAjrZ J, uXlv1N/\ 


NM 004326 


Tinrv,^ ponipnc "R r^ll PT T /IvmnViA-ma Q TRCL9^ mRNA 

riomo Sapiens d-lcii ^jL^j^/iyiiipiiuiiia ^ ^jj^i^^y? uuxiui . _ 


NM 004765 


U^ w a M „; p „ c o OP »11 pT T /IvrnWhrvma 7C! fi3CL7CV mRNA 


NM 004324 


Homo sapiens oi^juz-associaieu -a. piuicm v jj - rvvv /> ixixvj -^ x *• — 


NM_004656 


Homo sapiens BRCA1 associated protein- 1 (ubiquitin carboxy-termmal 
Hydrolase ) ^r>/vjr i ) 9 iruvrN/\ 


NM 004048 


Homo sapiens beta-2-microglobulin (B2M), mRNA 


NM 004655 


riomo sapiens axm z jconciuciin, aAjLij v^-^-ajj-n^j, nirvj. 


NM 004321 


Homo sapiens axonal transport of synaptic vesicles (ATSV), mRNA 


NM_004888 


Homo sapiens /Vlxase, xxt- transporting, iy&ubumai ^va^uuiai p uiuu i jK ** i *b , /> 
member J (ATP6J), mRNA 


NM_004047 


Homo sapiens /V lipase, xi^ uansporung, iyt>osuiiiai ^vduuwai p iutwi1 r uii r/ 
z 1 kjJ (A 1 For j, mKiN/v 


■xnw K t\f\ Af\ A 

NM_004046 


tt^*-»-^ r,^^.: a T*t) c^m+iiQpp T44- trancirnrtina mitncbfrtidrial It* 1 comolex. alt)na 
rlomo sapiens Air S3nxnasej rv^ uanopuiuiig, m±ujuin-Hi.ua iai x j. ^^111^1^, ui f iiu 

onKnnit icrtfATTYi 1 r-arHiar miiQrlp ( ATP5 Al ^ mRNA 


NM_0016o3 


Tjftwrt on«ia«c atPoop r^o-i i- trcm cr» ArHn 0 lYIaQina mcmV>ra.ne 2 ( Al x2B2 )« 

llOniO Sapiens AiroSc, V_^d. » ' lldllopui llllg,, piaouia niv/inui *■ ^ /' 
tytT?XT A 

mxsJN/\ 


TVTTVvf AH /IT 1/1 

JNM 004314 


Unmn conipnc A T^P-riHnQvl transferase 1 fARTl^i mRNA 


JNIM 004313 


U nTTin conipnc tirrestin V>eta ^ ( ARRB2^ mRNA 


1NJVL 0043 1Z 


T3Vvmr» conipnc 5»rr^Qtirt ^ retinal OC-arrestiri^ ( ARJR.3 ». mRNA 


TvTTV A A A A 1 1 1 

JNM 0043 1 1 


Urkmrv conipAc A P>P-riKnQvlatifvn fartor-lilce 3 ( ARL3\ mRNA 


TvTTV >f AA/1/C7C 

NM 0046 Id 


TJ/\mA c<o-r»-i*>t-»o ro c T-» r\TYT r\1 rr cr QpriP familv mPTTlhcr T ( ARHXl. TTlRNA 

riomo sapiens rdb norrioiug gene laiinij, inciuuw ± v-^*"^ -*- L /3 ""-^ 


NM 004310 


tj„_.„ nom'onc 1-0 o T-if^mr*1r\cr cr^ne familv TTlPmbpf T-T ^ ARHH) mRNA 

xionTO sapiens ras noniuiug gene laj.Hiijf, tnt-iiiuw a-i ^ruN-iixiy, uaxvi ii 1. 


TvTTVil AA/11AO 

NM 00430V 


TT An . n cs»™<*tic Phn frDP Hissoriation inhibitor CGDD alnha ( ARHGDIA), mRNA 


TvTA /T A A /I O A O 

NM 00430s 


UrtTviA ponionc Dim C¥VT>'ag(* 54pt-i\/fltina nrntpin 1 ( AT^TTCtAP IV mRNA 

jnLomo sapiens xvno uir doc at/uivtiiiiig, piuLt/iij. i ±j 9 uu-mi^i. 


TVTTV /T A A /I A/1 A 

NM 004040 


TJrkvn/\ cot\iaac t-q o VirTtmrkl ocr CTf*ne rami! v mptTiheT B ( A K.Hr3 ). mRNA 
Jtiomo sapiens ra& xioiiivjiug gene laiiiitjr, intiiiL/^i v x A / ' 


TTV A AA/IOOA 

JNM 004zV0 


rr rtmA nnnipTic -rinrr fin rrer nrntf^in 14. rRNT^l 4^ TTlRNA 

xiomo sapiens riiig liiigci piuicui it ^xuni >x *• 


JNM 004 /y/ 


u ArnA cQAipnc ?irlinriQe mn^t ahundant eene transcrint 1 TAP!N11V mRNA 


JNM 004U3V 


Tj Arnn caAipric ^nnpYiTi A9 ( ATsI^T A 9^ mRNA 


NM 004306 


Homo sapiens annexin A13 (ANXA13), mRNA 


TvTTVjt AA/1A1Q 

JNM 0U403o 


tt„„ „ ea-niATTC omvlaQp alnha 1 A* ^alivarv TAjVIYI A^ mRNA 


XTTV A A A A 1 A C 

NM 004305 


U/-k^^ coaiaa c V\-ri H m n o* iTTtf^crrfitAr 1 i^RTN^l^ TTlRNA 

riomo sapiens unuging iiiic^icilui x \j->x±v x j, aajj - x - l> ^^ 


NM 004o5 / 


u nrnrt oqtai p-ttc A Vinace HPRl^A'i anehnr nrotein 5 fAKAPS') mRNA 

nOlilO ho. pi Clio xtl JKJLIld.bC \I7 S\X\^t\.j ailKsiHJL \JL wlv^iai ^» \^ xx'w u. ^ Jf uuvx^i 


TV TTV A AA/IOT5 

NM 004833 


TT-—. o onion c n\~\ c ^rrt" in m c»1 otT r\tTTCi 7 1 ATM / 1 TTTKN A 

riomo sapiens aosem m rncianuiiid. ^/vulvxz.^, iiixxj.^-r^ 


XTTV A AA/IOAO 

NM_004z0o 


Tj^mA cqaipac r*T*ricrr5»mmer1 pell Heatn R ( anontosis-inducin a factor^ fPDCD8\ 
rnxviN/A. ^ . . — 


XTTV/T 009100 


TTfvmr\ <?anien<5 interferon reonlatorv factor 2 fIRF2\ mRNA 


NM 001569 


Homo sapiens interleukin-1 receptor-associated kinase 1 (IRAKI), mRNA 


TvTA A AA1 

NM 00156/ 


rr nrnn coAipAc inrkcitrkl nolvnnnQnhate nhosnhatase-llke 1 (JNJb'FL 1 ). mRNA 


Tv TTV A AAOIO/1 

NM 002194 


tT r . mr . cQnipnc inr^citnl nnl\mhr»Qnhate-1 -nhosnhatase ( 1JN PP 1 ) mRNA 


NM 002111 


Homo sapiens huntingtin (Huntington disease) (HD), mRNA 


NM 000165 


Ui-v*-v-«y-v nQnionc rr<*-r\ iimo^i/\n -r\-rr\+#»i ri olr\rT^ 1 4^1t1"1 ^ennneVin TCtT A 1 1 TTlR_N A^ 

jtiomo sapiens gap junction pro iem, aipud i, *+j>jsj^ ^uiuicaiu ^vjj^-vi/, hx±.^±^j^. 


-v Tfc Jf A A 1 AAA 

NM_001999 


TTomr* coi-\iAnc 4^"U-riT1i-^ 0 ( rrm op»-nitol r»nntrapti iral araehnodartvlv^ rFRN2^ 
riomo sapiens iiorniin z ^congenital conutw/iuiai aiaL/iuivjuai-L > yi - y^ ^ A WAiA y» 


NM 001937 


Homo sapiens dermatopontin (DPT), mRNA 


NM_001381 


Homo sapiens docking protein 1, 62kD (downstream of tyrosine kinase 1) 
(DOK1), mRNA 


NM 000729 


Homo sapiens cholecystokinin (CCK), mRNA 


NM 000486 


Homo sapiens aquaporin 2 (collecting duct) (AQP2), mRNA 


NM 001520 


Homo sapiens general transcription factor HIC, polypeptide 1 (alpha subunit, 
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220kD ^ CGTF3Cn mRNA 


NM 002097 


Homo sapiens general transcription factor IDA (GTF3 A), mRNA 


NA/f ofn?os 


TTomo cnnipn«i tran<?crintion factor 12 (HTF4 helix-loop-helix transcriDtion 
factors 4^ CTCF 12^ mRNA 


NM 000440 


Homo <;anien<; nhosnhodiesterase 6A cGMP-soecific, rod, alpha (PDE6A), 
mRNA 


NM 000806 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, alpha 1 
(GABRA1), mRNA 


NM 001809 

JL > 1VX Wl OV/7 


Homo sapiens centromere protein A (17kD) (CENPA), mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSK1), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRK1), mRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM 0003QS 

XNXV1 \J\J\JD 7J 


Urimn car»ipn<2 rnlnnv ^timiilaHnp" factor 2 recentor beta low-affinitv 
rorflnnlocvte-macronhaffe^ (CSF2RB^ mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTM1), mRNA 


TsTN/T 00,0990 


Unmn cnnipnc 1f=»f , itVnrk-r*Viril extern 1 a cvl transferase fT C!AT^ nuclear &ene 
pnrnHinp mitochondrial nrotein mRNA 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


NM 000911 

J/N1VJL l/vui X X 


Unmn saniens lnteorm beta 1 f antigen CTD1 8 fn95^ lvmohocvte function- 

XXVJll 1U odL/lG IIS lllL^gllll, L/V^LCi ^ ^auiiguii i^f x u * jr iiij^iivx/jr iv luuvuvn 

associated antigen 1* macronhaee antieen 1 fmac-1") beta subunit) (1TGB2), 
mRNA 


NM 000208 

XNXVX UuUZ,UO 


TTnmn saniens insulin recentor fTNSR^ mRNA 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 

immimnHpficipncv^ (TX ^RCt^ mRNA 

llllXllUllVJUt/XIW'ltillWjr J \* * <X<lvVJ ^ j illXV-L > 


NM 000416 

XN XVX U V vf *+ X \J 


Rnrnn car»if*nc infprfpron pflmma rpcentor 1 ( I KNGR 1 ^ mRNA 


NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 
recentor flCAMl^ mRNA 

1 Wisely ^IV^/jlItI X J y -Li-LLN— 1- ^ J V 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 4 
rABCA4^ mRNA 


NM 0001 10 

liXVl \J\J\J X X\J 


Homo <;anien<; dihvdronvrimidine dehvdroffenase fDPYD^ mRNA 


NM 00037S 

X >l XVX UUUJ / 


TTnmn canien^ nronornhvrinoffen TTT svnthase Tconffenital ervthronoietic 
nornhvria j fUROS i mRNA 


NM 000459 


Homo sapiens TEK tyrosine kinase, endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK), mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo sapiens somatostatin receptor 4 (SSTR4), mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001050 


Homo sapiens somatostatin receptor 2 (SSTR2), mRNA 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTR1), mRNA 


NM 000348 


Homo sanien^ steroid-5-alnha-reductase aloha nolvneotide 2 f3-oxo-5 aloha- 
steroid delta 4-dehydrogenase alpha 2) (SRD5A2), mRNA 


NM 000340 

XNXVX__ \J\J\JJ f -¥\J 


TTomn Qnnien<; solute carrier familv 2 ^facilitated fflucose transnorteri member 2 
fST C2A2 1 mRNA 

^JL/V^Z<AZ> lllXVX^^i. 


NM 000338 


TTomo <ianien<; solute carrier familv 12 fsodiuiWnotassium/chloride transnortersV 
member 1 fSLC12Al) mRNA 


NM_000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAG1), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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1 


1 

sIM_000282 1 
i 


ivdroxvlase, EWers-Danlos svndrome type VI) (PLOD), mRNA 

3omo sapiens propionyl Coenzyme A carboxylase, alpha polypeptide O^CA), 
mclear gene encoding mitochonanai protein, nuxiN^v _ _ _ 


] 


SIM 000281 1 
] 


Homo sapiens 6-pyruvoyl-tetrahydropterin synthase/dimenzation colactor oi 
hepatocyte nuclear factor 1 alpha (I^lj {r^& v), nuMxn _ 


" 


NM 000277 
NM_000436 


Homo sapiens phenylalanine hydroxylase (PAH), mKJN A _ 

rr ~ a rwn^rifl rv>A transferase fOXCTV nuclear gene encoding 
HLomo sapiens 3-oxoaciu ^t>/\ u<iiioj.ci«^*-' v v ^- fvx -' A /' ° 

mitochondrial protein. mRNA . 




NM_000274 


Homo sapiens ornithine aminotransferase (gyrate atrophy) (UAij, nuclear gene 
encoding mitocnononai protein, nuuxn _ 




NM 000273 
NM 000272 


n« ; Mf . ^m\*r- QiKinicm 1 fM ettl eshin-Falls) (OA1), mRNA 

j^onio sapiens ocuiar diuiiuam i ^^^ i ' uv ' ,m r ^ v ^ 

Homo sapiens nephronophthisis 1 duvemle) (NPHPl), mRNA 




NM 000271 
NM_000269 


Homo sapiens Niemann-Pick disease, type CI (NPC1), mRNA 

: 1 i.- „„n„ i ™^tF.in flsTM"?^ A'l exnressed in iNJVlill), 

Homo sapiens non-metastatic cells 1, protein i.iniylzja; expic&acu m 




NM 000268 


Homo saniens neurofibromin 2 (bilateral acoustic neuroma) (NF2), mRNA 




NM 000267 
NM 000434 


Homo sapiens neurofibromin 1 (neurofibromatosis, von Recklinghausen disease, 

Watson disease) (NF1), mRNA . 

Homo sapiens sialidase 1 (lysosomal sialidase) unuUI), mRNA . 




NM 000266 
NM_000265 


Homo sapiens Nome disease (pseudognoma; {iwr ), nu^^r*^ _ 

Homo sapiens neutrophil cytosolic factor 1 (47kD, chrome granulomatous 

disease, autosomal 1) (NCF1), mRNA _ 

Homo saoiens N-acetylgalactosammidase, alpha- (MAUA), mRNA 


NM 000262 
NMJ)00261 


: " •<!• ^ i i ^,"u-.-rr^-r-i^- i t-i At i oli i rnrrvrhccyid response 

Homo sapiens myocihn, trabecular meshwork induciDie giucocoroooiu i^uu^ 

(MYOC), mRNA — 


>JM 000258 


Homo sapiens myosin, light polypeptide 3, alkali; ventricular, skeletal, slow 
(MYL3), mRNA 


NM_000432 


Homo sapiens myosin, light polypeptide 2, regulatory, cardiac, slow (MYL2), 


NM_000257 


Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (MYH7), 
mRNA 

Homo sapiens mevalonate kinase (mevalonic aciduria) (MVK), mRNA 


NM 000431 
NM_000255 


Homo sapiens methylmalonyl Coenzyme A mutase (JYiu i), nuciear gene 
encoding mitochondrial protein, mRNA 


NM_000254 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase (MIR), 
mRNA __ — ~ girA 


NM_000253 


Homo sapiens microsomal triglyceride transfer protein (large polypeptide, SSkU) 
(MTP), mRNA : ■ : 7—: 


NM_000250 
NM 000248 


Homo sapiens myeloperoxidase (MPO), nuclear gene encoding mitochondrial 

protein, mRNA __ — — 

Homo sapiens microphthalmia-associated transcription iactor \i\u.ir; 7 

Homo sapiens MHC class I polypeptide-related sequence A (MICA), mRNA 


NM 000247 
NM 000246 
MM 000245 

NM 000244 


Homo sapiens MHC class II transactivator (MHC2TA), mRNA 

Homo sapiens met proto-oncogene (hepatocyte growth factor receptor) (MET), 

mRNA 

Homo sapiens multiple endocrme neoplasia I (MEN 1 ), mRNA 


1N1V1 uuvAtJ 

NM_000242 


Homo sapiens Mediterranean fever (MEFV), mRNA 

Homo sapiens mannose-binding lectin (protein C) 2, soluble (opsonic defect) 
(MBL2), mRNA 


NM 000429 
NM_000240 


Homo sapiens methionine adenosyltransferase I, alpha (MAI 1A), mRNA 
Homo sapiens monoamine oxidase A (MAOA), nuclear gene encoding 
mitochondrial protein, mRNA . 
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TviTvyr aaa/ioq 
I\IJVl__UUU4Zo 


T-Trvmr* cQnipnc latent frsn QfVvrmiri o crrowth factor beta binding Drotein 2 fLTjBP2) 
ttVRTsJ A 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
TTipTnVifr ? ACPNTT9^ rnRNA 


xta/t AAA717 


TTnmA cc»r\ipnQ lirifiTYrfYtP'i'n 1 iiia qp (~\ PT ,^ TT1 rvT\ A 

jLJAJIliU odfJldlo ll\JKJ\JL ULU/lll HjJaoW V"**"* /> 1AAJ ' V - L ^-* *■ 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


JNivl UUUZjO 


TTnmn conipnc linacp liPnatlP fT I Pf"**^ nYRNA 
JIOITIO SapiCIlo HJJdoC, IlcpdLli/ ^J— »Ul7 J, iiixvi^ix^. 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

(\ Tp A \ mPTSJA 
^Julx /\ mxvLN/\ 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIG1), mRNA 


NjV1_UU(J233 


xiomo sapiens luteinizing noiTnone/cnonogonduuuupiii icL,cpuji ^j^nv^vjxy/, 
mRNA 


NM_000228 


Homo sapiens laminin, oeia d vnicein ^izjkjljj, Kaimiii ^ihuku;, oivxouu 
( i o ^i/rv\\ n aiv/tr^ mT?xr a 

^ 1 ZjKU ) ) \ xj/ViVLD 3 J, mr\JN/\ 


TvTA/T AAA/n/£ 

JNJVl_UUU4Zo 


Untvirk cortiprto 1 o-m-t-t-t iTt alrVUa 7 /Vrif=»Tr*C*in C CWi CTPT1 1 1 mil ^(Tl liar H V'stTO'nb 

xiomo sapiens lammin, aipna z ^iiierobiu, lAJiigciiiuii muoounax u^suupnyy 
(LAMA2), mRNA 


IN 1V1_U U UZ Z O 


"PTrvm^\ conjpnc V/=*rc»tin Q ^f»"niHf*t-mr\lvtir nalmnnl an tfir lceTatoderma^ nCRTQ^ 

XxOmO bapieilo JVCraiUl y ^CpiU.CllIUJiyLlW' pa.llHU|Jiciiiicii ^laiuuwuiay 

mRNA 


xTN/f aaa/ioo 

JN1V1 UU UHZZ 


riomo sapiens Keraim 1 / ^jsjcvi i / ) y iiucuna 


NM 000223 


Homo sapiens keratin 12 (Meesmann corneal dystrophy) (KRT12), mRNA 


JNJVL_UUU4Z 1 


xiomo sapiens Keratin iu ^epiuermoiyuc nyperKcraiuMb, KcidLusit> pdiiiiaiio 
plantaris) (KRT10), mRNA 


"X TA A AAAOT*> 

JN JV1_U(J(JZZZ 


riomo sapiens v -Kit. naroy-z^ucKemiaTi *t icunc odiouiiici vncii uauugcnc numuiug 
(KIT), mRNA 


TVTTVyf AAAT1 C 

JNJVl_UUUZlo 


xiomo sapiens potassium voiiage-gaicu ondmici, jw^/a-iiivc auuiaiimy, lucinuci l 
^jvLxInv^ i j, iriJviN/\ 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
memoer 1 ^epioocnc ataxia wim uiyuivyiiHa^ ^jvv^iNrvi j 7 nuvLNn. 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


"X TTV yf AAAO 1 ^ 


riomo sapiens Janus Kinase j v.a protein tyrosine Kinase, ieuis.ucyLcj ^j/^jvj^, 
mrviN/\ 


xnv/r Anno i o 
IN iVl_UU U Z 1 Z 


XXOmO SapiCIla llllCgnil, DCia J ^pidlClCL glywupivjiciii uia, aiiLigtii ^-L'vj J. ) 


"MTV/f AAA9AQ 
IN lvl 


TTrimr* ccirviPTiQ inQiilin nrnmntpT" "fapfnr 1 bompodoTnain rranscTTntioTi factor 
riPFn mRNA 


"KTM 000707 


1-Tattio ^aniens insulin HNS^ mRNA 


NM 00041 R 

1 > IVA V/UU*T 1 o 


Homo sapiens interleukin 4 receptor (IL4R), mRNA 


N1VT 000417 


TTomo °.ar>iens interleukin 2 receotor aloha TIL2RA), mRNA 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBP1), mRNA 


IN lvl \J\J\JZ\JD 


TTnmr* cpt^iptiq iHiiTO'niHnQP siItVIip-T - (\ \ lT T A ^ TIiRTnIA 

XxvJIIlL/ OupivllO 1UU1 UlllUaoCj dl^JllCL — J_>— yXJU/ il. y ? llUVl ^» ^ x 


"WTV/T AAA41 ^ 
IN lvl UWU41J 


ITnmn cflniPTiQ id f»t uTTTvlniH T^r\1vmPTitiHp TTAPl^^ mRNA 


tsjiwt aaa9Aa 

IN 1V1 UvUZvy 


Womn <;ar>ien<; bi^tatin ^ rRTN^^ mRNA 

XTLUIllU &clJ»flt'llo liloLclllll J ^Xix i>j y ? 1 1 1JL VI > x\. 


IN 1V1 UU IjjO 


WrvTYir\ QaTiipnQ bppt cVi r^r»V +T-o-n cPT"iT>ti "fiantAr 4 rTTSr*4l TTiRInA 


1N1Y1 


TTnmn ^aniens 3-bvdrAvv-^~Tnptbv1alutarvl-Coenzvme A reductase fHMGCR). 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTR1), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 


Homo sapiens GDNF family receptor alpha 3 (GFRA3), mRNA 


NM 001486 


Homo sapiens glucokinase (hexokmase regulatory proiem ^vjv^jvtvj, nuu^rx 


NM 000820 


Homo sapiens growth arrest-specific 6 (GAS6), mRNA 


NM 000155 


Homo saniens galactose- 1 -phosphate undyiyltransierase vur/\i^ * mr^iN^. 


NM 000153 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 


NM_000816 


Homo sapiens gamma-aminobutync acid (UAH A) A receptor, gamma l 
(GABRG2), mRNA 


NM_000815 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, aeita <^ad.kij;, 
mRNA 


NM_000811 


Homo sapiens gamma-aminobutync acid (CjABA) A receptor, aipna o 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-aminobutync acid (GABA) A receptor, alpha 4 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-ammobutyric acid (GABA) A receptor, aipna d 
(GABRA3), mRNA 


NM_000S07 


Homo sapiens gamma-ammobutyric acid (GA±s A) A receptor, aipna 
(GABRA2), mRNA 


NM_000151 


Homo sapiens glucose-o-phosphatase, catalytic ^glycogen storage uis>ca&c iyy>* a, 
von Gierke disease) ((jrorC), mKJNA 


NM 001452 


Homo sapiens forkhead box rZ (rUAr/), m±UN/\ 


NM 000138 


Homo sapiens iibnllm 1 (Marian syndrome; (rrsiNij, mmNA 


NM 000136 


Homo sapiens Fancom anemia, complementation group v_ ^r-rtj.»^v^;, nirvi^^ 


NM 001445 


Homo sapiens fatty acid binding protem o, neai ^gasirotropin; ^ADru;, nuxi>ii-L 


NM 001442 


Homo sapiens fatty acid binding protem 4, adipocyte ^rADr^, mx^iN/^ 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABP1), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mRNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (EX 12), mKJNA 


NM 000127 


Homo sapiens exostoses (multiple) 1 (EX1 1), mKJNA 


NM 001433 


Homo sapiens ER to nucleus signalling 1 (ERN1), mKJNA 


NM_000122 


Homo sapiens excision repair cross-complementing roaent repair aeiiciciicy, 
complementation group 3 (xeroderma pigmentosum group r> compiemciniiig; 
(ERCC3 ), mRNA 


NM 000121 


Homo sapiens erytnropoietm receptor (JbrUJtcj, nuviN a 


NM 000120 


Homo sapiens epoxide hydrolase l, microsomal ^xenoDiouc j {crns^Lj, nuy^^r^ 


NM 000119 


Homo sapiens erythrocyte membrane protem Dana ^t.z vnrr><+zj, iiiinj.n^v 


NM 001429 


Homo sapiens El A binding protein p300 (EP300), mRNA 


NM 000118 


Homo sapiens endoghn (Usler-Kenau-weDer synarome ij ^hinvjt;, xiitvi^^. 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-hke iactor 5 (ets domain transcription ractor; ^r,j-,r^>;, mru.N/\ 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute carrier family 26 (sulfate transporter), memoer z 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamine) N- 
acetylglucosammephosphotransierase 1 (CjlcJNAc-l-r transierasej ^mui ij, 

Ililvi> rA. _ 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I (DIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 
mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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"KTfc K C\f\ 1 l/IO 

NM 001345 


TJ™-nrk cQnif»nc: Hpafh-fl^nriflted nrotein kinase 3 (DArM^CS), mKNA 


MM 000101 


u rt tnA oarvipn<: rvtnehro.rie h-245 arnha DolVDentide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamm receptor) (CUBN), mRNA 


JNM UU13J4 | 


tT Arnr . carvtpnQ rnfhpn^in O (TTTSO^ nVRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBP1), mRNA 


NM 000554 


jjLOm.0 Sapieno CUI1C-IUU. IIUIIIGIJL'U.A yy^r^r^j, ilit^^j-x 


•v ttv k f\r\c\r\c\ /I 

NM 000096 


rlomo sapiens ceruiupiaoimn ^iciioA-iuciot^ v^ 1 - ^, iiixvj.n^. 


NM_000095 


Homo sapiens cartilage oligomeric matrix protein (pseudoachondroplasia, 
epiphyseal ayspiasia 1, muiupie^ w^yjivxr uusj.^^ 


NM_000392 


u« w n oo*»^«c attp "Kim Hi no- aa C c e»ttp ciiVi- famil v C ff^T^TR/IVI RP i member 2 
Homo sapiens Aiir-Dinanig cassette, suu-iaimiy xjvivixu: ^, uitmuvyi ^ 

(ABCC2), mRNA 


NM 000085 


rlomo sapiens cnionae cnaimei js.d ^v^i^^in jvr> j, iiuviN-rt. 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mKJNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CIDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsnon poiypcpuuc \\^ru\x*i-,j, 
mRNA 


NM_000751 


Homo sapiens cholinergic receptor, nicotinic, aena polypeptide ^nruNi^j, 
mRNA 


•V TTl JT AAA1 ilT 

NM__000747 


Homo sapiens cnoiinergic receptor, nicotinic, ueia puiypcpuuc i 

/PUD TvTD 1 "\ t-rtl? TvT A 

(CHKJNJd 1 J, mKJN/\ 


NM 000079 


jtiomo sapiens cnoiinergic rcccptur, uiooiiiii^/, aipua. p^ji^ptpucit- x ^muj^ivy 
(CHRNAl), mRNA 


"KTTV X AA1 

NM 0012/3 


Tj««,rt on^ian c /^i-»T*rt-rr»r\Hr\m5iirt V»<=»lif*ac^ T^TvJ A KiTiriinP" Drotein 4 fCHD4\ mRNA 
nomo sapiens cnroxnocioiiid.111 iicn^doc j_/in^v uinunig piui^m ~ 


\T» * AA1 ni 

NM 001271 


u^w,^ ^ /^■u*-/-\rvi/-v/^/^TT-ioin "h/=»1 ir»ci cp» T^TsJ A KinHin o" "nrntftin 2 ^ C^H 02 ) mRNA 
Homo sapiens cnromouomam nenodac LJi\r\. uiiiuiiig ^jiuLCiiii ^ y^xxx^^j, i±aav - l 


NM 0012/0 


Tjrtm^ ponipne />v»T*r\mrkHnTYi5iin "hr=»1iVfi<5P T^NA bin di nff nrotein 1 CCHDIV rnRNA 
riomo sapiens cnxoniouAJinaiii iiciiL/doc j^/i^-r^- uiiiciiix^ piuivm x v via ^ 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NMJ300076 


Homo sapiens cycim-aepenaent Kinase mnioitui iv_^ vj^^ '? ^i^ivi^ ^^/j 
mRNA 


NM 001258 


Homo sapiens cyciin-aepenaent Kinase o yK^ujs^D), ixlivln^ 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis tactor (^liganaj superramiiy, memoer d ^nypcr igivi 
syndrome) (TNFSF5), mRNA 


NMJ300073 


Homo sapiens CL)3Cj antigen, gamma poiypeptiae ^111^ compicA; 
mRNA 


NM_001249 


Homo sapiens ectonucleosiue tnpnospnate aipnospnonyuroidbc j ^cin j. r l-jj), 
mRNA 


NM_001248 


Homo sapiens ectonucleosiue tripnospnaie uipxiui>piiuiiyLinjict£>c j ^ii^j;, 
mKJNA 


NM_001246 


Homo sapiens ectonucleosiue unpnospna-tc uipiiuc>puuiiyu.i*jia&C' j.x ^■^j^ 
mRNA 


NM_000072 


rlomo sapiens lujo anugen ^couagen type i rcucpLui, Lni«jiiiuuj>puiiuui lc^&ptvjx^ 
(LUjo ), mjKiN/\ 


NM 000591 


Homo sapiens CD 14 antigen (CD 14), mRNA 


XT* k r\c\r\r\ r i 1 

NM 000071 


rlomo sapiens cystainionine-Deia-syTiuicibc v^ 130 /? iiuvln-tv 


NM_0003ao 


riomo sapiens caicium-sensing receptor v Ai ^P uypciuau/diiia i, o^v^i^ 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNA1S), mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase II (CA2), mRNA 
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NM 000606 
NM 000066 


tt ^ ^«^^.«o «^-^vxii=»w/sT-i+ r-nmnnnpnt R ffflTniiia DOlvDeutide ((J80), ITiRN A 

Homo sapiens complement component o, b^iiuuo h ui jf w k uuv ^ 

tt ~ ^^.^.i^-^o rtrtvrtrtiomianf PAmnAnPTit R hftta "nolvQcDtide ( C8B ), tTlRNA 

Homo sapiens complement componcui o, uwia p^^jK^r ^ ^ /? 


NM 000562 


tt ~ - _ _ „_v^^i ^^-.,3^+ rrkmnnnpnt R aliYha nolvDCDtid.c iC8A), iiiRNA 

Homo sapiens complement componcui o, aipm ^jf^f^ v ^_ 73 


NM 000587 


Homo saoiens complement component / v^// 1 5 — 


NM 000064 


Homo sapiens complement component ^ {\^->j 9 im\iiin _ 


NM 000061 


tt~ • D*mfrivi o rrQTYim'ial rVhi llin^mi a tvrosine kinase (BTK.), mlvNA 

rlomo sapiens r>ruton agarnmaKioounncinia lymou^ xviiicto ^ w 


NM 001206 


Tj rtW „ fi*a-ncnrir\tinn element bindins nrotein 1 (BTEB1), mRNA 
xiomo sapiens oasic nanscrrpnon cicihcj.il uiimm^ ptv^ai *. . 


NM 000060 


fiomo sapiens Dioiiiiiudjc \±j x u j, iaixvi^^v _ — 


NM 001201 


Homo sapiens bone morpnogenetic protein j vo&icugcmw v jj - lvaa uu>a^ _ 


NM 001200 


Homo sapiens bone morphogenetic protein 2 (BMP2), mRNA 


NM 000386 


Homo sapiens bleomycin hydrolase (BLMH), niRNA 


NM 000057 


Homo sapiens Bloom syndrome (B.LJYI), mKJN/\ 


NM 001198 


TT • „ T>T> A^-r+^nit-i /irtntaminfr 1 Vxritll '/ TSJ P HnTYiaiTl (PRDM1 ) mRNA 

Homo sapiens PR domain containing 1, wiin uumam ikj^xvxxj, uum^ 


NM 001196 


Homo sapiens BH3 interacting domain aeatn agonist ^biu), iiuxin^v 


NMJ)00056 


Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCr^J±t5), nuclear gene encoding miiuouuiiuiioi 
protein, mRNA _ 


NM 000465 


Homo sapiens BRCA1 associated RING domain 1 (BARD1), mRNA 


NM 000705 


Homo sapiens ATPase, H+/K+ exchanging, beta poiypepnae nuxiN^ 


NM_000049 


Homo sapiens aspartoacylase (aminoacylase z, ^anavan aisease; ^/yojt^, 
mRNA 


NM 000046 


Homo sapiens arylsuliatase B (AKbB), mKJNA. 


NM_000639 


Homo sapiens tumor necrosis tactor (ngana; superiamuy, mciiiuci u OA v /j 
mRNA 


NM 000042 


tt ^ • ^„ _„ —i^—^^^-^f^iT-, tt ru <=k fo_'7_o , 1\7pn*nrotpin TAJPOHV mRNA. 

Homo sapiens aponpoprotem n ^ocid-^-giycupi«jiciii v-™- v <- lx /> i< »■ 


NM 000041 


Homo sapiens aponpoprotem r, {jytkjiz), itusssj^ — 


NM 000040 


Homo sapiens aponpoprotem i^-ui \j\ryj^^), iiiivln^ _ — _ 


NM 000039 


Homo sapiens apolipoprotein A-I (APOA1), mRNA 


NM 000038 


Homo sapiens adenomatosis polyposis con ^/vrL>j, rnxvLN/v 


NM 001157 


Homo sapiens annexm Al 1 (AJNAiVi i;, huuna 


NM 001147 


Homo sapiens angiopoietm 2 (AJNCjri zj, mKiN/\ 


NM 001145 


Homo sapiens angiogenm, riDonuciease, iviNdbc laiimy, ^ v- r *- L ^ vj >/j 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoform M) (AMPD1), 
mRNA 


NM 001141 


Homo sapiens arachidonate 1 5-lipoxygenase, second type (ALOX1 5B), mRNA 


NM 000035 


Homo sapiens aldolase B, Iructose-bispnospnate ^/\x^ukjd), mr^iN/\ 


NM 000034 


Homo sapiens aldolase A, iructose-bispnospnate (al^ua], ituun/\ 


NM_000032 


Homo sapiens ammolevulmate, delta-, syntnase z ^siaerooiasuwnypocnroiuic 
anemia) (ALASz), nuclear gene encoamg rmtocnonuridi piuLcm, huvin^v 


NMJ)00030 


Homo sapiens alanme-glyoxyiate aminotransierd&c ^ua<iium& x, n^pciuAaiuiia x, 
^lycolicaciduria; senne-p3Tuvate ammotransierabc; ^/wjyvi;, 1A1AVLNjrv 


NM 001126 


rlomo sapiens aaenyiosuccmate synLn<ibc ^al»l>o;, 111x^0.^^ 


NM 000684 


Homo sapiens aarenergic, oeta-i-, icccpiui \f^xsxs*±j x y, nnxi^i 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens adenylate cyclase y (AJJ<^ i y), rnrviN^ 


NM 001115 


Homo sapiens adenylate cyclase o ^Dramj \/vuv- x o;, nira>/\ 


NM 001 1 14 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloproteinase domain 8 (ADAMS), mRNA 


NM_001110 


Homo sapiens a disintegrin and metalloproteinase domain 10 (ADAM 10), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYF2), mKJNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYP1), mRNA 
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KT\A 001 1 04 


Homo saDiens actinin aloha 3 CACTN3), mRNA 


"NTM" 0010K6 


Homo sapiens arylacetamide deacetylase (esterase) (AADAC), mRNA 


NM 001041 ■ 

XNxVl \J\J i VJ*T-J 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, 
noradrenaline member 2 (SLC6A2), mRNA 


NM 000532 


Homo sapiens propionyl Coenzyme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 002579 


Homo saDiens oaralemmin (PALM), mRNA 


NM 002441 


Homo sapiens microseminoprotein, beta- (MSMB), mRNA 


NM 002418 


Homo sapiens motilin (MLN), mRNA 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 




Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 5 
fKCNTIS^ mRNA 


NM 001534 


Homo sapiens homeo box 1 1-like 1 (HOX1 1L1), mRNA 


NM 001454 

1 > ±YX \J\J X~T«/"T 


Homo sapiens forkhead box Jl (FOXJ1), mRNA 


NM 004001 

1 N 1VX WtUU 1 


Homo sapiens Fc fragment of IgG, low affinity Hb, receptor for (CD32) 
(TCGR2BY mRNA 


NM 001276 


Homo sapiens chitinase 3 -like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


NM 00175? 

1N1VJL \J\J 1 / Jii 


TTomo <?anien<5 catalase fCATi mRNA 


TsJA/T 001610 
XNJLV1 UulUlU 


TTomo sarriens acid nhosnhatase 2. lysosomal (ACP2), mRNA 


NM 001461 


Homo saniens zvxin (ZYXV mRNA 


NM 001460 


Homo saoiens zona nellucida glycoprotein 2 (sperm receptor) (ZP2), mRNA 


NM 001459 


Homo sapiens solute carrier family 30 (zinc transporter), member 3 (SLC30A3), 
mRNA 


NM 003430 


Homo sapiens zinc finger protein 91 (HPF7, HTF10) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTF1) (ZNFS5), mRNA 


NM 0034"? R 


Homo sapiens zinc finger protein 84 (HPF2) (ZNF84), mRNA 


NM 001416 

IN 1\X W-J^i-vl 


Homo sapiens zinc finger protein 7 (KOX 4, clone HF.16) (ZNF7), mRNA 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


NM 001426 

IN iVX \J\JJ'-T£*\J 


Homo saniens zinc fmeer orotein 74 (Cos52) (ZNF74), mRNA 


NM 001425 


Homo saniens zinc fineer protein 45 (a Kruppel-associated box (KRAB) domain 
oolvDentide) (ZNF45), mRNA 


NM 003423 


Homo sapiens zinc finger protein 43 (HTF6) (ZNF43), mRNA 


NM 003422 


Homo sapiens zinc finger protein 42 (myeloid-specific retinoic acid- responsive) 
(ZNF42), mRNA 


NM 003420 


Homo sapiens zinc finger protein 35 (clone HF.10) (ZNF35), mRNA 


NM 003458 


Homo sapiens bassoon (presynaptic cytomatrix protein) (BSN), mRNA 


NM 003456 


Homo sapiens zinc finger protein 205 (ZNF205), mRNA 


NM 003453 


Homo sapiens zinc finger protein 198 (ZNF198), mRNA 


NM 003450 


Homo sapiens zinc finger protein 174 (ZNF174), mRNA 


NM 003447 


Homo sapiens zinc finger protein 165 (ZNF165), mRNA 


NM 003446 


Homo sapiens zinc finger protein 157 (HZF22) (ZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo sapiens zinc finger protein 143 (clone pHZ-1) (ZNF143), mRNA 


NM 003441 


Homo sapiens zinc finger protein 141 (clone pHZ-44) (ZNF141), mRNA 


NM 003440 


Homo sapiens zinc finger protein 140 (clone pHZ-39) (ZNF140), mRNA 


NM 003438 


Homo sapiens zinc finger protein 137 (clone pHZ-30) (ZNF137), mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc finger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 
NM 003410 
NM_003405 


Homo sapiens zinc linger protein, i-nnivcu v<^* __ _ — 

Homo sapiens zinc finger protein, X-linked (ZFX), mRN A 

Homo sapiens tyrosine 3-monooxygenase/uypLupnmi j> niuiiuuAjgcuaov 
activation protein, eta polypeptide ^ i w urLix/, axxav - l — 


NMJ)03404 


tt • — ^ o ♦^y^^^^vn/rr<=»riac<=>/trA/r*tfi"nha'ri ^-rnonooxvtienase 
Homo sapiens tyrosine 3-monooxygenase/trypiupiiaii _» iiiKjiLw^y&^nu.^ 

activation protein, oeta poiypepuue yi wxx/vdj, ui*^.^^ _ — _ 


NMJ)003S0 


tt • _„ _ vat-A/iorma ta-i frm#»-ntrtci im f*rvrrrnl ementation sroilD A (XJrA), 

Homo sapiens xeroderma pigmentosum, l»uihpi*-'1iawaak*hvja* ^m.^^ * ». v - yj 

mKJNA — 


NM 003931 


xj/\n-»r\ Mnipnc WAQ nmt^in fc»rni1 v member 1 rWASFl), mRNA 


NM 003 3 b4 


nanipnc -iTdr-niriick rf*1«tpH Vina^G 1 rVRKl). ITiRN A 

xiomo sapiens vaccinia, icia.tcLi Mutia^ a v v a ^ j - > - a /? *■ . ■ 


NM 003383 


tt aw .«. r,^— ■ ir^TT^ /1f»ncitv lir*n"nrntf*,in Teceotor fV.LJDJL.K-K mKJNA. 


NM 003382 


ttawia nn^ian o x70pr»ar>tiA?f» int^ctinal nprvHde receiptor 2 (V LPR2), mRNA 

nomo sapiens vasoactive uiicotiiic*i \j\^yu.\j.\s iwuywi ^ t ** -"-^^/j 


NM 003381 | 


lionio sapiens vasoactive mie&imai pc-j^mac; v v u /» AA 


\T* /r AAO 1 OA 

NM 0033SU 


riomo sapiens viinciiuii \ v uyLj 9 1111x1^*^. . . — 


NM 003377 


U A+MA ' otlc , voopnlar *»r>r1nfhf*1l5l1 CrrnwtVl factor B ( VJLiCjf B J, ITlRNA 

riomo sapiens vascular enuoinciicii giuwtu i^^i \ ▼ -*-"/? _ 


NM 003376 


Homo sapiens vascular enootngncti gLuwm xav^ iwi ^ y *^vjj- / 3 — 


NM 000376 


^^^o "rv /i 9c /liVivrlrnvwitamm D3^ receptor (VDR), mRNA 
Homo sapiens vitamin u ^i,z->- uiiiyui*jA.y viiaumi 1^^^ j, 


NM 0033 Id 


Uatyia OQ-Tki^nc \mltac7P-rlpripndent anion channel 2 ( VDAC2), mRNA 


NM 003374 


Homo sapiens voltage-dependent anion channel 1 (VDAC1), mRNA 


NM 003371 


Homo sapiens vav z oncogene ^vav^, iiuxin^ _ — 


NM 003370 


Homo sapiens vasodilator-stimulated phosphoprotein (VASP), mRNA 


NM 003762 


Homo sapiens vesicle-associatea memorane protein <■* \ \ twxr^j, 


NM 003369 


Homo sapiens UV radiation resistance associateu gene ^ v rs^-v^j i, iAix>j^jn. 


NMJ303577 


Homo sapiens unditierentiatea emoryonic cen transt/ripuun lauiui 1 AA 
mRNA „ . . 


NM_003470 


Homo sapiens ubiquitm specmc protease / ^nerpct> vuu& a&oui/iaiwu; //, 
mRNA 


NM 003481 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USPS), mRNA 


NM 003363 


TT^^,^ r^n-^ia-no i tV^i i -i +1 n ct\ < c./-' i -ft r» nrntpnCP /l ^ TYTOt O-OTI CO ffCTlGl (US1 J 4 K mRNA 

tiomo sapiens uDiquitin specmc proicdt>c *t vp 1 ^hwavuv/; ^ w ^ 


NM 003368 


Homo sapiens ubiquitin specific protease 1 (USP1), mRNA 


NM_003940 


tt ~ ^ ,,"U4 >-, 1 ,4 T 4«-i ot-v^/^-i-fi r» -r*-rr\tp>« 1 ^ QfYnprvH dase T-3^ (XJSP13K mRJNA 

Homo sapiens upiquinn specmc proicabc u ^^u^cpuuapu x ~>j y^^^ 


NM 003367 


Homo sapiens upstream transcription iactor z., o-ius> miwauuiig v — /5 


NM_003366 


Homo sapiens ubiquinol-cytochrome c reductase core protein II (UQCRC2), 
mRNA 


NM_003365 


Homo sapiens ubiquinol-cytocnrome c reuuetase cuic piuicm j. v,wv v -'- lvv - /a /9 
mRNA 


NM 003364 


Homo sapiens uriame pnospnoryiase tur j, miuNA 


NMJ303361 


Homo sapiens uromodulin (uromucoid, Tamm-Horsfall glycoprotein) (UMOD), 
mRNA — _ 


NM 003709 


Homo sapiens Kruppel-like factor 7 (ubiquitous) (KLF7), mRNA 


NM_003360 


Homo sapiens UDP glycosyltransterase o ^u.L'Jr-gaid.ciubc tcidimuc 
galactosyltransferase) (XJGT8), mRNA 


NM_001074 


Homo sapiens UDP glycosyltiansierase l iamny, poiypepuue d / ^uu x^aj 
mRNA 


NMJ)01077 


Homo sapiens UDP glycosyltransterase z iamny, poiypepuue r>i / / j, 
mRNA 


1N1V1 \J\J lu/U 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 
mRNA 


NM_001075 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B10 (UGT2B10), 
mRNA 


NM 003359 


Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 


NM 003358 


Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG), mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


JN1V1 UUjjjZ 


Womr* cnnipnc lihirmitin-likp 1 f«5pntrin) (UHLl i mRNA 


KTKA f\C\'X'XA r 7 
INIVJI VvjjH/ 


XTrkmr* cnnipnQ lihimntin-ronhicratinff enzvme E2L, 3 (UH.ti2.L3 ) mKNA 

XnOIIlU odpiCllo LIL/llJ 1X11111 ^/*J11J IXgdlxXl^ v^i.iz_«_y iiiv^ x^^»x_/ V w x-^x_j^--i— f—' y ? aiu^ix ». 


IN JVX_U Ujjj / 


TTomrk carvienQ iininiiitin-coniimatincr enzvme E2B (RAD6 homolou) ( UBE2JB h 

mT?N A 
IXlXVXN/A. 


IN IV1__ UU J JJU 


TTomn canipriQ linimii iHn-coniiicratint? enzvme E2A rRAX)6 homolos^ fUBE2A\ 
mRNA 


NM OO^^^S 

XN1VX V/V/ J J J -J 


TTnmo *;anien<; uhinuitin-activatint? enzvme El -like fUBElL). mRNA 


NM 000SSO 


TTomo <?aniens tvrosinase-related nrotein 1 (TYRP1Y mRNA 


NM 000179 

X.N1YX / ^» 


Homo sapiens tyrosinase (oculocutaneous albinism IA) (TYR), mRNA 


NM 001071 

J.N1YX \J\J L\J / X 


TTomo ^aniens thvmidvlate svnthetase fTYMSV mRNA 


NM 00mi 

1NXVX VUJ J J I 


TTnmn sanien«5 tvrosine kinase 2 CT YK2^ mRNA 


NM OOIIIO 


TTnmo <;aniens thioredoxin reductase 1 fTXNRI31\ mRNA 


NM 00H9Q 

X.N1VX \J\J-J -J £-ZJ 


TTnmn «;anien«; thioredoxin TXXN^ mRNA 


NM 00H9R 


TTnmfi <;anien«; T^CPC tvrosine kinase TTXK^ mRNA 


NM 001194 


Homo «;aniens tubbv like nrotein 3 ^TULPS') mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA \ 


"NTX/T HA'} 191 


TJ ATrir w cqni^no Xn trcinclatinn F*1r\n crntion fhrtor mi tfifb on dri a 1 H i I FlVT^ mRNA 

xHJillU bdpiCllo X li II ailoKXLlUIl V_'lUllgdl-l\JXX XClvv LVJX ? ilil luuiiuixux iai i x »jx ivx;, xxxxvx 


IniVX UU1U/U 


Urtivirt rnni pnc tiiViiilin ffamtna 1 /'TT I K^tI ttiT? TsT A 
iHJllHJ bdplCllb LU.Uli.llll, ^ciixixxici. 1 ujjvj x y, lixivi^rv 


xta/t on i n^o 


T-T/^TYi^ coniprtc fiiVviilifi Vxp^to T^r^l^rr\RT\i"i nP /'npr i L>13 \ -ml? A 
XXOIIIL) odpiCllo tUUUllll, L»Clct pUiy pC/JJLlU-O ^1 UxxxJ^j llxxNJ-N^V. 


InIVx VKjUD I 1 


Ilnmn eQnipnc tr«nctViA/Tf»fin ( "nrf^^lHlimin amv1nido^l«5 tVDP Ti f ri K^ mRNFA 
JTHJIilU ao.|JlCllo LI u.llo txlj'l CL111 ^LyiCdlUUiuixi, <xixx_y iv^iuvjoxo v^yiyw xy \^x xiv^ 5 xxxxvx^^v 


mm noni ic\ 


TjAtnn ccir^i <=»nc tnrrir*"h^rn1 ^al-nVm^ tranQfpr "nrotein f ataxia fPriedreich-like^l with 
vitamin F deficiencvb rTTPA^ mRNA 

Vllullxlll J—/ IX^XXv/l^'liC'j' j \ ±. XX .fl. y j lllxvLin 


NM 00111 Q 

IN IVx UUj J) I -7 


1-Trvmn cc^-ni ptiq titin ^'1 " 1 'NTi mRNA 

XXVJXllvX OCl|Ji&ilo LILill ^ X X XX y ? XXXXVX > jCV 


NM 0011 18 

INIVX UV/JJ 1 O 


TTrvmn Qnr>ipn«: THTTC nrotpin Icina^e rT"TPC^ mRNA 

XXv/lllvJ oapiCHo X XXV |_/X \J LV--XXX iVIXICXOW y^X 1X\.J ; liLlvi ^1 ^ i. 


NM 001117 

iNxVx uvJJ 1 / 


TTnmn Q?ir\ipnQ thvrniH tran^printinn factor 1 (' Y\ TFI ^ mRNFA 


NM 0011 1 S 


UAmn Qjir^ienc: tptratriponpntidp reneat domain 2 ( ' I J I 'C!2^ itlR^NA 


NM 003314 


Homo sapiens tetrarricopeptide repeat domain 1 (TTC1), mRNA 


NM 0,011 1 1 


Unmn cnnipnQ tiimnr QimTirp<?<sinp' Qiihtran^ifprahle candidate 3 fTSSC3^ mRI>TA 


NM 001110 

xNlxVx UvJJ x\J 


Ur>mA c^-niertQ tumor Qimnrp^ino - mih^an^fprahle candidate 1 ^TSSCl ) rnRNLA 

X Xvl 1 1 vX oCX \-J X wXXo LLll XXv- 'X oU|J(Xl vOOlllf^ o UU IX CU1ijXV/1 (ii/i v vuiiuivhhv jl y_ a v^t—'v-^ j. y 5 i^u-u ». 


NM OOOItSQ 


T4omo <;anipn«: thvroid stimiilatini? hormone recentor fTSHR^ mRl^A 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


nm oo^aqa 


Watha canipnc franc fnrmn iHoTi/trariQP'ri'ntiori domain-accociatpd nrotein iiRlvA.Pi 

XxL/IllvJ odUlCllo LI dllOX. vJl IXXCX LIKJLU LXdXXO^lXLX LXvXXX vXVXXlldXXX aOdWwlalV'U IXIVJIVXII y 1 ivivc Li J j 

mT?N A 

X X IXV-L > XX 


NM 001101 

IN 1V1 \J \J D D \J 1 


Unmn csirnptxc thA/rotronin-rplpa^inc hormone recentor fXRHR^ mRNA 

X X vXx 1 1\) Ou|xldlo Lll_jr JL U IX v/l>xill 1 WlvaOlllg XXvXX XXXVXXXs^ lUv^/piui ^ xxvxxx\y j iiuvL ix 1 


NM 0019QQ 

1NJL.VX \J\JOJ*jy 


TTomo catiipnc tumor reiection antiffen fern Q(S^ 1 fTRAl^ mRNA 

XXV*lllv» odJJltllo llXXXXvXX X LJ VV/11VJ11 CXXILI^V^XX \&\f-*^ J f A V. AV - r *- A / ? XXXX'\-X -xz ». 


NMJ)03298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 
mRNA 

IIIXVIN^V 


NM 001996 


UAmn QiiT^-ip-nQ tectic c-nepifip nrotein 1 Enrobe T-T4— 1 n3-l^ fTTPXl K nrRNA 


NM 003295 


Homo sapiens tumor protein, translationally-controlled 1 (TPT1), mRNA 


nm ooi^<k 


tf/xmn coni c*r\ c r\7rr»c\/1 nrotein cnl fotra n cfer a qp 9 fTPS r P9^ mR T^JA 
XxUlTlU odUlCxli* Lyi \Jo_y 1JJHJLCU.1 oixixu u. dlloxCl dDC Z. ^11 i~> x — y , lixxvx^xx 


"MM 001909 


LTr\mrv coniortc' i-»*c»T-i o1r\r»5»tf*H nrnm fxt&Y €3*i f\irt ( \c\ Ckck\xm\P' f\ 1V/1 P' 1 ' onCOO"ene 1 iT'PT? i 
XxOmO SapieilS Lxd.Tl&lC>CdLCVJ. piUmUlCl ICgllJll \ \XJ dOLlVdlCU IVXX^X \JLi\s\JgK*ll\^ J y X X XV^j 

mPN A 


NM 0019Q1 


TrTr\mrii coni p>n c trirxPTxtidvl npntidacp TT fTPP9^ mRN^A 

XXUITLO OdpiCJlb LlipCpLlvi-J' 1 JJC/LXLlU.aot; XX \ L ± 1 J ^ XXX17VX> A 


NM 000SA7 


TTrvm/*\ canipnc tirvrrrvirl nprovidacp fT^PO^ nndpar crf^n^ pneodinff mitochondrial 

XXUlxlvJ odL/lCllo Lliyiv7lvX ptl UAlUadb ^ X X lXHwHwdi g ) wXXV' Wlx^vxvxxxxg, im k\j viiviiui mi 

nrnfpi r\ tt*iT? 1ST A 
pivJlCxIlj IXlJ\J.Nx\. 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), rnRNA 


NM 0032S9 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPM1), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPI1), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM_003935 


Homo sapiens topoisomerase (DNA) 111 beta (iUr3£S), mKJNA 


NM 001067 


Homo sapiens topoisomerase (DNA) II alpha (1 /UkD) (lorzAj, niKJNA 


NM 003285 


Homo sapiens tenascm R (restnctm, janusm) (INK), mKJNA 


NM_003284 


Homo sapiens transition protein 1 (during nistone to protamine replacement; 
(TNP1), mRNA 


NM 000364 


Homo sapiens troponin T2, cardiac ( INNlzj, mKJNA 


NM 003283 


Homo sapiens troponin Tl, skeletal, slow ( iinjn i ij, itusj-na 


NM 000363 


Homo sapiens troponin I, cardiac (INJN13), mKJNA 


NM 003282 


Homo sapiens troponin I, skeletal, fast (TNNI2), mRNA 


NM 003281 


Homo sapiens troponin I, skeletal, slow (1 JNJNll), mKJNA 


NM 003279 


Homo sapiens troponin C2, fast (TNNC2), mRNA 


NM 003280 


Homo sapiens troponin C, slow (TNNCl), mRNA 


NM 003985 


Homo sapiens tyrosine kinase, non-receptor, I (TNK1), mRNA 


NM 001244 


Homo sapiens tumor necrosis factor Qi&md) superf'amily, member 8 (TNtbl-iS), 
mRNA 


NM_001252 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 7 (IN* Si- /), 
mRNA 


NM_003326 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 4 (tax- 
transcriptionally activated glycoprotein l, 34kD) (TNFSF4), mRNA 


NM_003808 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 13 
(TNFSF13), mRNA 


NM_003809 


Homo sapiens tumor necrosis factor (ligand) superfamily, member \l 
(TNFSF12), mRNA 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) supertamily, member 10 
(TNFSF10), mRNA 


NM_001243 


Homo sapiens tumor necrosis factor receptor superfamily, member 8 
(TNFRSF8), mRNA 


NM_001242 


Homo sapiens tumor necrosis factor receptor superfamily, member 7 
(TNFRSF7), mRNA 


NM_000043 


Homo sapiens tumor necrosis factor receptor superfamily, member 6 
(TNFRSF6), mRNA 


NM_003327 


Homo sapiens tumor necrosis factor receptor superfamily, member 4 
(TNFRSF4), mRNA 


NM_001066 


Homo sapiens tumor necrosis factor receptor superfamily, member IB 
(TNFRSF1B), mRNA 


NM_001065 


Homo sapiens tumor necrosis factor receptor superfamily, member 1 A 
(TNFRSF1A), mRNA 


NM_001192 


Homo sapiens tumor necrosis factor receptor superfamily, member 17 
(TNFRSF17), mRNA 


NM_003820 


Homo sapiens tumor necrosis factor receptor superfamily, member 14 
(herpesvirus entry mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor superfamily, member 12 
(translocating chain-association membrane protein) (TNFRSF12), mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor supertamily, member lib 
(osteoprotegerin) (TNFRSF11B), mRNA 


NM_003839 


Homo sapiens tumor necrosis factor receptor superfamily, member 11a, activator 
OI 1N.tJsJ5 ^ 1 iNJrivoJr 1 nuviN^v 


NM_003840 


Homo sapiens tumor necrosis factor receptor superfamily, member lOd, decoy 
with truncated death domain (TNFRSF10D), mRNA 


NM_003842 


Homo sapiens tumor necrosis factor receptor superfamily, member 10b 
(TNFRSF10B), mRNA 


NM 003844 


Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSF10A). mRNA 


xnv/f 003276" 

XNXYA \J\J -J£* / \J 


Homo saniens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), itiRNA 


mm 00397*1 

iNxVl UUjZ/*t 


UnrvjA Qanipri9 transmembrane nrotein 1 fTMEMl\ rnRNA 


7\TN/f OO^Q9 


Unmn Q^nipns transmembrane nrotein with EGF-like and two follistatin-like 
domains 1 CTMEFF1\ mRNA 


NM 003273 


Homo sapiens transmembrane 7 superfamily member 2 (TM7SF2), mRNA 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
flTVnSFl) mRNA 


NM 003271 

XNXYX \J\J ~j 1 X 


Homo sapiens transmembrane 4 superfamily member 7 (TM4SF7), mRNA 


NM 003270 


Homo sapiens transmembrane 4 superfamily member 6 (TM4SF6), mRNA 


NM 003963 


Homo sapiens transmembrane 4 superfamily member 5 (TM4SF5), mRNA 


NM 003269 


Homo saniens nuclear recentor subfamily 2, group E, member 1 (NR2E1), 
mRNA 


NM 003266 


Homo sapiens toll-like receptor 4 (TLR4), mRNA 


NM 003^65 


Homo sapiens toll-like receptor 3 (TLR3) 5 mRNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLR1), mRNA 


NM 0032SS 

XN 1VX 


TTnmo saniens thymidine kinase 1 soluble (TK1), mRNA 


NM 003257 

1NXYX \J\J £*^J 1 


Homo sapiens tight junction protein 1 (zona occludens 1) (TJP1), mRNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (T1MP4), mRNA 


"MM 0039^4 


Wnmn sar>if»ns tissiie inhibitor of metallonroteinase 1 fervthroid potentiating 

_l X vvll 1KJ duUlvllO LIO J d- W llliill/lvui V^x iiivmiivi/ivtviiiuuv x j ^ w 

arrivitv rollao^enase inhibitor^ fTIMPl^ mRNA 

dull VILjf j VVllugwlinOv iliXAl. Ullvl ^ ^ X XL'JX X yj iiuu -*- 


NM 0O3SQ7 


TTnmo saniens TCTFR inducible earlv erowth resnonse 2 fTEEG2\ mRNA 


NM 0039S3 

XNIVJL UWjZJ -J 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIA1VI1), mRNA 


Tsnvr 000460 


TTnmo saniens thrombonoietin rmvelonroliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (THPO), mRNA 


NM 003249 


Homo sapiens thimet oligopeptidase 1 (THOP1), mRNA 


NM 003248 


Homo sapiens thrombospondin 4 (THBS4), mRNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (TEDBS1), rriRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM OOO^fiO 

XNXVJL \J\J\J J\J\J 


TTomo saniens tyrosine hydroxylase fTH\ mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM 003945 


TTnmri saniens transglutaminase 3 fE nolvnentide orotein-elutamine-eamma- 

XXvllllv/ OtXL/lV'XlO UCIlluglUUlllllllUOv mS \J— > M wl Jf Mvu IIMV j ± * V11A ^n*vv*iiii*iw O 

glutamyltransferase) (TGM3), mRNA 


NM 000359 

XNXV-L vvV/JJ 37 


TTnmo saniens transglutaminase 1 (TC nolvnentide enidermal tvne I, nrotein- 
glutamine-gamma-glutamyl transferase) (TGM1), mRNA 


NM 003">43 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kD) 
(TGFBR3), mRNA 


NM 003242 


Homo sapiens transforming growth factor, beta receptor II (70-80kD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA \ 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFA), mRNA 


NM 003234 


Homo sapiens transferrin receptor (p90, CD71) (TFRC), mRNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA i 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFF1), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRP1), mRNA 
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NM 003219 
NM 003673 
NM 003217 
xTiv/r wxoifi 

NM 003213 
NM 003211 
NM 003608 
NM 000355 
NM_001062 


Homo sapiens telomerase reverse transcriptase (TERT), mRNA 

Homo sapiens titin-cap (telethomn) (TCAP), mRNA . 

Homo sapiens testis enhanced gene transcript (TEGT), mRNA 

Hmn saniens thvrotronhic embryonic factor (TEF), mRNA 

Homo sapiens TEA domain family member 4 (TEAD4), mKJNA 

Homo sapiens thymine-DNA glycosylase (TDG), mRNA 

Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA 

Homo sapiens transcobalamin II; macrocytic anemia (TCN2), mRNA 

Homo sapiens transcobalamin I (vitamin BIZ binding protein, k omaer ianmy; 

(TCN1), mRNA . . 

Homo sapiens transcription factor 7 (T-cell specific, HMU-box) /), m ^iS A 


NM 003202 
NM_003201 

NM 003199 


Homo sapiens transcription factor 6-like 1 (mitochondrial transcription iacior 1- 

like) (TCF6L1), mRNA 

Homo sapiens transcription factor 4 (TCF4), mRNA 


"NJTVyT OO^?0fi 
IN1Y1 

NM_000545 


Hnrnn sfiniens transcriotion factor 21 (TCF21), mRNA 

Homo sapiens transcription factor 1, hepatic; LF-B1, hepatic nuclear iactor 

(HNFl), albumin proximal factor (TCF1), mRNA 


NM_003198 
NM 001060 


Homo sapiens transcription elongation factor B (SOT), polypeptide 5 <lK>kD, 

elongm A) (TCEB3), mRNA 

Homo sapiens thromboxane A2 receptor (TBXA2R), mKJNA 


NM 003194 

JLN1VI UUJl/i 

NM_000116 


Homo sapiens TATA box binding protem (TBP), mRNA 

Homo sapiens tubulin-specific chaperone c (TBCC), mRNA 

Homo sapiens tafazzin (cardiomyopathy, dilated 3 A (X-linked); endocardial 

fibroelastosis 2; Barth syndrome) (TAZ), mRNA 


NM_000353 
NM 003191 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 

mitochondrial protein, mRNA 

Homo sapiens threonyl-tRNA synthetase (TARS), mRNA 


NM 003190 
NM 003189 
NM_003188 


Homo sapiens TAP binding protein (tapasm) (TAPBr), mKJNA 
Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 
Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM_003487 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, N, 68kD (RNA-binding protein 56) (TAF2N), mRNA 


NM_003187 
NM 001057 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase IX G, 32kD (TAF2G), mRNA 

Homo sapiens tachykinin receptor z ( 1 AL,Kz), mKJNA 


NM 003180 
NM 003895 
NM 003490 
NM 003178 
NM 003177 


Homo sapiens synaptotagmin 5 (SYT5), mRNA 

Homo sapiens synaptojanin 1 (SYNJ1), mRNA 

Homo sapiens synapsin HI (SYN3), mRNA 

— • TT /C"\.^TwTO\ _,T> "KT A 

Homo sapiens synapsm II (SYN2), mRNA . — 

Homo sapiens spleen tyrosine kinase (SYK), mRNA 


NM 003176 
NM 003172 
NM_003167 


Homo sapiens synaptonemal complex protein 1 O Y U, mi^iN/v 
Homo sapiens surfeit 1 (SURF1), mRNA 

Homo sapiens sulfotransferase family, cytosohc, 2A, detiydroepianarosieronc 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM_001056 


Homo sapiens sulfotransferase family, cytosohc, 1C, member 1 (SULT1C1), 
rnxviN r\ ■ 


NM_001054 


Homo sapiens sulfotransferase family, cytosohc, 1 A, phenol-pretemng, member 
2 (SULT1A2), mRNA 


NM_001055 
NM 003165 


Homo sapiens sulfotransferase family, cytosohc, 1 A, phenol-preferring, member 
1 (SULT1 Al), mRNA 

Homo sapiens syntaxin binding protein 1 (STXBP1), mRNA 
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NM 003163 


Homo sapiens syntaxin ir> (^oiAirsj, mi\jLN/\ 


NM 003159 


Homo sapiens senne/tnreonine Kinase y ^oijsjy), nusisf\ 


NM 00315b 


Homo sapiens senne/tnreonine Kinase o ^oijsx>j, iiiivLNrv 


NM 003157 


Homo sapiens senne/tnreonine Kinase z ^oirvzj, iijjkj.n/\ 


NM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


NM 003156 


Homo sapiens stromal interaction molecule 1 (STIM1), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STC1), mRNA 


NM 003877 


Homo sapiens STAT induced STAT inhibitor-2 (SI A 112), mRNA 


NM 003154 


■wt • , , 1 /rinr A TTT\ T\ "X.T A 

Homo sapiens stathenn (STATH), mRNA 


NMJ303153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (STAT6), mRNA 


NM 003152 


Homo sapiens signal transducer and activator ot transcription 5 A (blA15A), 
mRNA 


NM 003151 


Homo sapiens signal transducer and activator ot transcription 4 Ol A 14), mJKJNA 


NM 003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 
response factor) (STAT3), mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (S 1 AR), mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and IT AM 

_ . - r\ 1 /OTP A IV JT\ ^_T>\T A 

motif) l (ST AM), mRNA 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 
mRNA 


NM 001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRP1), mRNA 


NM 003745 


TT ' T A 1 ' J * _ . /nOT 1 \ T>XT A 

Homo sapiens JAK binding protein (SSI-l), mRNA 


NM_001080 


Homo sapiens aldehyde dehydrogenase 5 family, member Al (succinate- 

• l J V J j -i _ J _\ /AT T\TTf A 1 \ r>\T A 

semialdehyde dehydrogenase) (ALDH5A1), mRJNA 


NM_003139 


Homo sapiens signal recognition particle receptor ('docking protein 1 ) (SRPR), 
mRNA 


NM 003138 


Homo sapiens SFRS protein kinase 2 (SRPK2), mRNA 


NM 003135 


Homo sapiens signal recognition particle lykD (pKr 1^), mRJNA 


NM 003132 


Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


"X TTV Jf AA1 A ilH 

NM_00l047 


Homo sapiens steroid-5-alpha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steroid, delta 4-aenyarogenase alpna l ) (oKjjdai j, itikjna 


NM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOA1), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBN1), mRNA 


"X.TTV JT AAO 1 <T7 

NM_003l27 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodrm) (SPTAN1), 
mKJN A 


XT*, if AAO 1 i/T 

NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTA1), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (cornifin) (SPRR1B), mRNA 


NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


NM 003123 


Homo sapiens sialophonn (gpL115, leukosialm, CD43) (bPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 

spii v^ox iiy, iruviN/\ 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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NM 003107 1 
NM 003108 1 
NM 003104 ] 
NM 003102 : 
NM 003794 
NM 003100 
NM 003094 


rlomo sapiens SRY (sex determining region Y)-box 4 (SOX4), mRNA . 

Homo sapiens SRY (sex determining region Y)-box 1 1 (fcuXl 1), mRNA 

Homo sapiens sorbitol dehydrogenase (SORD), mRNA 

Hnmn satnens superoxide dismutase 3, extracellular 

Homo sapiens sorting nexin 4 (SNX4), mRNA . 

Homo sapiens sortmg nexm 2 (i>NX2), rriRNA_ — 

Homo sapiens small nuclear ribonucleoprotem polypeptide E (SNRPE), mRNA 
Homo sapiens small nuclear ribonucleoprotem polypeptide B (SNRPB2), 
mRNA ■ 1 ~" 1 " 


NM_003090 


Homo sapiens small nuclear ribonucleoprotem polypeptide A (SNRPA1), 


NM_003089 


Homo sapiens small nuclear ribonucleoprotem 70kD polypeptide (RNP antigen) 
CSNRP70), mRNA 


NM 003498 

JNJVL_UU3Uo / 


Homo sapiens stannin (SNN), mRNA , , 

Hnmo saoiens synuclein, gamma (breast cancer-specific protein 1) (bNUU), 

mRNA — - — — j — 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kU 
(SNAPC2),mRNA : _______ 


NM_003082 


Homo sapiens small nuclear RNA activating complex, polypeptiae l, «ku 
(SNAPCl), mRNA 


NM 003081 
NM_003078 


Homo sapiens synaptosomal-associated protein, 25kU (SMATZD;, mRNA 
Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily d, member 3 (SMARCD3), mRNA 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator ui 
chromatin, subfamily d, member 2 (SMARCD2"), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily d, member 1 (SMARCD1), mRNA 


NM_003075 


Homo sapiens SWI/SNF related, matrix associated, acnn dependent regulator oi 
chromatin, subfamily c, member 2 (SMARCC2), mRNA _ 


NM_003074 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator ui 
chromatin, subfamily c, member 1 fSMARCCl"), mRNA 


NM_003073 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator oi 
chromatin, subfamily b, member 1 (SMARCB1), mRNA . 


NM_003601 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator 01 
chromatin, subfamily a, member 5 (SMARCA5), mRNA 


NM_003071 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator ui 
chromatin, subfamily a, member 3 (SMARCA3), mRNA . 


NM_003070 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator oi 
chromatin, subfamily a, member 2 (SMARCA2), mRNA 


NM_003069 


Homo sapiens SWI/SNF related, matrix associated, actm dependent regulator ui 
chromatin, subfamily a, member 1 (SMARCA1), mRNA 


NM_003982 


Homo sapiens solute earner family / (canonic ammo acid uansporter, yr 
svstenf). member 7 (SLC7A7), mRNA . 


NM_003046 


Homo sapiens solute carrier family 7 (catiomc ammo acid transporter, y-t- 
system), member 2 (SLC7A2), mRNA 


NM_003045 


Homo sapiens solute carrier family 7 (catiomc ammo acid transporter, y+ 

t \ mrrnher 1 (SLC7A1) nYRNA 
system j, iiiciiiut'i x v.^ ' 1 ii /) — ■ 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taurine;, 
member 6 (SLC6A6), mRNA . — 


NM_001045 
NM 001044 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, serotonin;, 

member 4 (SLC6A4), mRNA 

Homo sapiens solute carrier family 6 (neurotransmitter transporter, dopamine), 
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member 3 (SLC6A3), mRNA 


NiVl__UU3U4Z 


T4rm-iA Qanienc salute carrier familv 6 (neurotransmitter transporter, GAJBA), 
member 1 (SLC6A1), mRNA 


INM_UUoU44 


WomA ca-nipnQ <sohite carrier familv 6 (neixrotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12), mRNA 


JNM_UUU4jJ 


Tirvmn i5iTvipn<: <tnlnte carrier familv 5 ( sodium iodide symporter), member 5 
(SLC5A5), mRNA 


\t> k AAO A/I 1 

NM_UU3U4i 


ti^mA con^nc crVhiti* rarHer familv S ( sodium/ clucose cotransporter), member 2 
(SLC5A2), mRNA 


NM_000343 


Tj^rvirt oo^A-nc cniiiTp r» o t*ri p»r familv S f cAdiiim/f?lucose cotransT)orteri« member 1 
nOTflO sapiens somxe earner ldinny ~> ^ouuiuiu/giuwov vvuuuo^wivvi;, 1 v 

(SLC5A1), rnRNA 


NM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
m^mKranp nrAfpin Viand Vlilce 1^ (SLC4A2). mRNA 


NM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 

mpmKrunp rktwf-f»in Viand ^ F)iep"0 blood erouo) (SLC4A1), mRNA 1 
rneiriDi tiiic pruicni u chill j , i/icgu l/hjwx giv/cip^ v t " ,j -^ v - > rx ^ 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral ammo acid 
^oncT^rvH-fM-c arti vfltnr nf cv<?tine dibasic and neutral amino ac id transport), 
member 1 (SLC3A1), mRNA 


XTTV./T AA1 Q/CA 

JNM_UUIooU 


T-irATvir\ conipnc cnlntf* carrier familv 31 (cornier transDorters), member 2 

XlOinU odJJICIlo oUILILw Loll IC^l IClllilljr -J X ^uu^vi lx uiiu^/vi , * x AW 

(SLC31A2),mRNA 




u nTVir v oonipnc onliit<» rarHer familv 31 (corvner transDorters), member 1 
(SLC31Al),mRNA 


JNJVL_UUJUJy 


tr^rvirk o^T-ii^nc cnlnte carrier familv 2 (facilitated elucose transporter), member f> 
(SLC2A5), mRNA 


XTTVVT AA1 A/IO 


xi/-vmr\ oonipnc colnte rarripr familv 2 (facilitated elucose transporter), member 4 
(SLC2A4), mRNA 


xta>t n/i / 2'7A^ 
JNM_UU3 /UD 


UnmA cQnipnc cnlnte carrier familv 2S (mitochondrial earner, Aralar), member 
12 (SLC25A12), mRNA 


JNJVL_UU3UdU 


u/M-nrt nonipr c c/%int^ sorrier familv 29 (organic cation transDorterl, member t> 

jxQjJiO bapicnis oUlULC uaii ici Laiiuiy ^v^i^ciiiav/ uiiujyvi iv v> ^ 

(SLC22A5), mRNA 




WrkTnr* cnniptic Qnlnte carrier familv ^ (oreanic cation transporter), member 2 
(SLC22A2), mRNA 


INM_UU;5UO / 


xjrvmr* c«at^if»Tic Qnlnte carrier familv 22 (organic cation transporter), member 1 
(SLC22A1), mRNA 


INM_UU3C>OZ 


rr^rvi^ car*i^no Qnlnte carrier familv 25 (mitochondrial carrier: oxoelutarate 
carrier), member 11 (SLC25A11), mRNA 


xnv/r AA'in^s 
JNJVl_UUJUoo 


u nrnn canienQ cAlnte carrier familv 1 (elutamate/neutral amino acid transporter), 
member 4 (SLC1A4), mRNA 


JN 1VI_UU J U D o 


HVvmr* conipnc: Qnlnte carrier familv 19 (folate transDorter), member 1 
(SLC19A1), mRNA 


IN 1V1_UU jUjj 


Wnmo tjanipnt! solute carrier familv 18 fvesicular acetylcholine), member 3 
(SLC18A3), mRNA 


IN IVL__U U D U O 4 


W/vmrv Qfcnipir; solute carrier familv 18 (vesicular monoamine), member 2 
(SLC18A2),mRNA 


xnv/f nn^n^^ 

JN 1V1__U UjUjj 


Wr»mn cari-ien<! qnlnte carrier familv 18 (Vesicular monoamine), member 1 
(SLC18Al),mRNA 


NM 003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


NM_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM 000339 E 
0 


— : ; , fo -i„ 19 fcnrhum/cbloride transporters), member 3 

[omo sapiens solute earner iamiiy ^uuiuniywuuiiu ^ „ 


jNivi_uu l u*+o * 


['mo sTpLTsolute Carrie, tanuly 12 (sodiuWpotassium/chloride transporters), 


NM_000452 I 

X 


ga^'lTU 10 (sodtuWbtte^ol^er family), 
irmhcr ? (SLC1 OA?), rnP^A ■ ■ 


NM_003049 I 
i 


i^gfi solute carrier famil^O^dWbilTacid cotransporter family), 
nember 1 (SLC10A1), mRNA . 


NM 003037 1 
NM_003616 ] 

} 


4„ mo sa t>iens ricnaline lymphocytic activation molecule L^MJ^^ 

domo sapiens sui-vival of motor neuron protein interacting protem 1 (SIP1), 
tnRNA — . . T 7 ~ 


NM 003035 : 
NM_003032 

NM 001041 
NM 003027 


rTnmn -Wns TAT 1 ) interrupting locus (SLL), mKJNA 

Homo ^Sa^sferase 1 (beta-galactoside alpha-2,6-sialytran S ferase) 

CSIAT1), mRNA _ H 

Hnmo sf»r 4f>ns sncrase-isomaltase (SI), mRNA ^ —4 

Hnmo sapiens SH3-domam GRB2-hke 3 ^H^u),nuu^ 

Homo sapiens SH3-domain GRB2-like 2 (SH3GL2),.mRNA_ 


NM 003026 
NM 003025 
NM 003023 
NM_003022 


— - c — 5 : — /-niDo ki,^ 1 7qw*<TT 1 ^ mRNA 

Homo sapiens SH3-domam UKBZ-like 1 (bHjOLi),mKiN^v j 

Homo sapiens SH3 domain binding glutamic acid-ncn proxein hkc ^ 

mRNA ~ ■ ■ — 


NM_000199 


— r~i 77; * J~~r~Zrrrp>3rr^^rvl qcp fQiilfarnidase) (SGSxi), 

Homo sapiens N-sultoglucosamine suliohyuroiase ^suiianmui&c, w /> 


NM_003020 


Homo sapiens secretory granule, neuroendocrine protein 1 (7B2 protem) 


NM_000337 


Homo sapiens sarcoglycan, delta (35kD dystrophin-associated glycoprotein) 


NM_000232 

NM 003019 
NM 003018 
NM 000542 
NM 003011 


^Ur^or, K#»t* <7nvn dvstronhin-associated glycoprotein) 

Homo sapiens sarcoglycan, beta aysuupmu aoo^i 6 ^ ^ 

Lmo saniens g nrf a ctant. pulmonary-associated protem D (SFTPD), mRNA 

Homo sapiens surfactant, pulmonary-associatedpro em C SFTPC , mRNA, 

Homo saTjiens snrfactant. pulmonary-associated protein B 
" Hn ™ S a P iens SET translocation (myeloid leukemia-associated- Lg£ii^A 


NM 003010 
NM 003009 
NM 003008 
NM 003007 
NM_003966 


■ W «™ Bap ien S mitoeen-activated nrotein kmase kinase 4 (MAT2K4), mRNA 

Homo sapiens selenoprotem W, 1 (SEFW1), ulWNA 

Homo sapiens semenogehn n (SEMG2), mRNA . 

Hnmo sapiens semenogehn I (SEMG1), mRNA__ . — 

Homo sapiens sema domain, seven thrombospondm repeats ijype 

hke), transmembrane domain (TM) and short cytoplasmic domain, (semaphonn) 

5 A CSEMA5A), mRNA 


NM_003002 
NM 002999 


— - v - — : : — - — , , 1 „ no np mmnlpy "subunit D integral membrane 

Homo sapiens succinate dehydrogenase complex, suDunn 

r ™t™ fSDHD). nuclear gene encodmgjnitochondnal protein, mRNA 

Homo sapiens syndecan 4 (amphigiycan, ryuaocan; vgj^Lk H 


NM 002997 
NM_002996 


Hnmo sapiens syndecan 1 (SDC1), mRNA — — — 

— — j — ■ ^ o^^fomiiv D fCvs-X3-Cvs), member 1 

Homo sapiens small inducible cytokine subtamuy u i^y* ^ D 

ffractalkine, neurotactm) (SCYD1), mRNA _ _ 


TvTTV A AA1 17^ 

JNM_UUj 1 O 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYL-), 


NM__002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
ffrranulocvte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subtamily B .f^^ 5 
1 fepithelial-derived neutrophil-activattng peptide 78) (SCYB5), mKMA _J 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


MM 002991 

XNXVA \J\J JL. J J 1 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 24 
(SCYA24), mRNA 


NA/T 007QQO 

IN X.V1 UVZ> ZsZsKt 


Hrvmn saniem small inducible cytokine subfamilv A fCvs-Cvs\ member 22 
(SCYA22), mRNA 


"NTN/f 007QKQ 

1N1V1 UUZ.707 


Unmo saniens small inducible cvtokine subfamilv A (Cvs-CvsV member 21 
(SCYA21), mRNA i 


XiA/T 0090RR 


TTr»mn sanipns small inducible cvtokine subfamilv A (Cvs-Cvs\ member 18, 
pulmonary and activation-regulated (SCYA1 8), mRNA 


NM 002987 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 17 
(SCYA17),mRNA 


NM 002986 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 1 1 
(eotaxin) (SCYA1 1), mRNA 


NM 0(P979 

i. > JL \J\J S 1 S 


Homo sapiens sterol carrier protein 2 (SCP2), mRNA 


NM 001039 


Homo sapiens sodium channel, nonvoltage-gated 1, gamma (SCNN1G), mRNA 


MM 00797S 

1/N1VJL \J\J £-,Zs 1 O 


Pfnmn sar>ien<; sodium channel nonvoltaee-eated 1. delta (SCNN1DV mRNA 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNN1 A), mRNA 


Mivr 0H9Q77 


TTnmo Qanipn*; sndinm channel voltaoe-^ated tvne FX" aloha "DolvoeDtide 

(SCN9A), mRNA 


"NTM" 009Q76 

1M1V1 / O 


Wnmo saniens sodium channel voltage- $?ated tvoe VI alnha nolvoeotide 
(SCN6A), mRNA 


NM 0001^4 


HVvmo sfmiens sodium channel volta£e-{?ated tvoe IV aloha Dolvoeotide 
fSCN4A^ mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCN1B), 
mRNA 

X X 1JLVX > /A 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 1 
TSCGF^ mRNA 

^UV^VJl J 5 1JLJL1.VJL 1 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


MM 00797^ 


Wnmn canipns smnnnerphellar ataxia 9 Tolivonontocerehellar ataxia 2 autosomal 
dominant ataxin 2) fSCA2i mRNA 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 
dominant ataxin W fSCAl") mRNA 


NM 007971 

X > X VX \s \J — ~s 1 A 


Homo sapiens special AT-rich sequence binding protein 1 (binds to nuclear 
matrix/scaffold-associating DNA's) (SATB1), mRNA 


NM 002970 


Homo sapiens spermidine/spermine Nl-acetyltransf erase (SAT), mRNA 


NM 003870 


Homo sapiens IQ motif containing GTPase activating protein 1 (IQGAP1), 
mRNA 


NM 002967 


Homo sapiens scaffold attachment factor B (SAFB), mRNA 


NM 000331 


Homo sapiens serum amyloid Al (SAA1), mRNA 


NM 001036 


Homo sapiens ryanodine receptor 3 (RYR3), mRNA 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM 0CP956 


Homo sapiens restin (Reed-Steinberg cell-expressed intermediate filament- 
associated protein) (RSN), mRNA 


NM 001033 


Homo sapiens ribonucleotide reductase Ml polypeptide (RRM1), mRNA 


NM (XP955 


Homo sapiens ras responsive element binding protein 1 (RREB1), mRNA 


NM 003942 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 4 (RPS6KA4), 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin II (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPN1), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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r 

NM 002947 I 
NM 002946 J 
NM 002945 1 
NM 000328 1 
NM 002943 1 
NM 000327 1 
NM 003799 

_L > 1VJL \J\J ~J t S s 

NM 002939 
NM 003800 
NM 002938 
NM_002940 


[jRNA . 

Tnm ~ c*™™* replication protein A3 (14KD) (RPA3), mRNA _ 

^™ «, n? i ms replication protein A2 (32kU) (RPA2), mRNA . 

Tn m n aniens replication protein Al (70kD) (RPA1), mRNA 

aomo sapiens retinitis pigmentosa GTPase regulator (RPGRj, mRNA 

Wr,™ sapiens RAR-related orphan receptor A (ROKA), mKTMA 

H«™ sapiens retinal outer segment membrane protem 1 (ROM1), mRNA 

Homo sapiens RNA (guanine-7-1 methyltransterase (RNMf), mRNA 

Homo sapiens ribonuclease/angiogemn inhibitor (RNH), mKJNA 

Homo sapiens RNA guanvlvltransferase and 5 '-phosphatase (RNG 1 1 ), mKM A 

Homo sapiens ring finger protein 4 (RN1-4), mKJN a _ 

Homo sapiens ATP-binding cassette, sub-family E (OABP), member 1 
(ABCE1), mRNA — 


NM 002936 
NM_002935 


Homo sapiens ribonuclease HI (RNASfcHl), mKivIA ; _^ 

Homo sapiens ribonuclease, RNase A family, 3 (eosinophil canonic proiemj 
(RNASE3), mRNA — ■ 


NM_002934 

NM 003796 
NM 003821 
NM 003687 
NM 002929 
NM 000324 
NM 003835 
NM 003617 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosinophil-derived 

neurotoxin) CRNASE2), mRNA . — 

Homo sapiens RPB5-mediating protein (RMf), mKJNA 

x. corin*»-tVir<»nnitlf» kinase Z (KJJfJS-Z), IIUS-LNA 

Homo sapiens receptor-interacnng serine uucuimit. ° " v ^ ■ 

Homo sapiens LIM domain protein (RIL), mRNA . 

Homo sapiens rhodopsin kinase (RHOK), mRNA . — —-^ — ^rjr 

Homo sapiens Rhesus blood group-associated glycoprotein (KiiAuj, mKNA 

Homo sapiens regulator of G-protem signalling 9 (RGS9), mRNA 

Homo sapiens regulator of G-orotem signalling 5 (ROfc>5), mKNA 


NM 002923 
NM 002922 
NM 002928 
NM 002926 
NM 003834 
NM 002921 
TsTM 000538 
NM_003721 


Homo sapiens regulator of G-protein signalling 2, 24kD (K_bZ), mRNA 

Homo sapiens regulator of G-protein signalling 1 (RGS1), mRNA 

Homo sapiens regulator of G-protem signalling 16 (RGS16), mRNA _ 

: 1 . „/- „.„te; n cin-nollino 1 ? (RGS121 mRNA 

Homo sapiens regulator ot G-protem signalling iz 

Homo sapiens regulator of G-protem signalling 11 (KGi>l i), mRNA 

Homo sapiens retinal G protein coupled receptor (KGK), niKNA 

Homo sapiens regulatory factor X-associated protem (KbXAf), mRNA 

Homo sapiens regulatory factor X-associated ankyrm-containing protein 
fRFXANK), mRNA 


NM_002918 
NM 002916 


Homo sapiens regulatory factor X, 1 (influences H1A class 11 expression) 

(RFX1), mRNA — — 

B «pi«n R replication factor C (activator 1) 4 (37kD) (RFC4), mRNA 
' — • i- — I- r-„„+„. n Co^rii,c.tr.r 11 ^ nRMT* (RFC31 mRNA 


NM 002915 
NM 002914 
NM_003704 


Homo sapiens replication factor C (activator i ) j Po^; ^^ J » 

- Homo sapiens replication factor C (activator 1) 2 (40kD) (RFC2), mRNA 
Homo sapiens gene with multiple splice variants near tiU locus on 4plb.J 
(RES4-22), mRNA - 7 ^ E rr 


NM_002908 


Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA = 


NM_002909 
NM 000322 


" Homo sapiens regenerating islet-derived 1 alpha (pancreatic stone protein, 

pancreatic thread protem) (REG1A), mKJNA . ^ — 

" Homo sapiens retinal degeneration, slow (retinitis pigmentosa 7) (RDS), mRNA 
Homo sapiens retinol dehydrogenase 5 (11-cisand 9-cis) (KUH5), mRNA 


rsivi uuzyifj 
NM 002903 
NM_002902 


Homo sapiens recoverin (RCV 1 ), mRNA 

Homo sapiens reticulocalbin 2, EF-hand calcium binding domain (RCN2), 
mRNA 


NM_002901 


~ Homo sapiens reticulocalbin 1 , EF-hand calcium binding domain (KCN1), 

mRNA : ' 
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NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), niRNA 


NM 002895 

X^iXVX \J\J £*i*J J -J 


Homo sapiens retinoblastoma-like 1 (pl07) (RBL1), mRNA 


NM 000321 

X >l AVX VuUJ'-' A 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 

INIVX \J\J\J J VJT 


Homo saniens retinoic acid recentor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAP1, GTPase activating protein 1 (RAP1GA1), mRNA 


NM 002884 

X > XVX \J\J£*KJVT 


Homo sapiens RAP1 A, member of RAS oncogene family (RAP1A), mRNA 


NM 002883 

X>XVX uv^OUJ 


Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA 


NM 002881 

X > XVX \J \J £*KJ\J X 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 

x^xvx \J\J 1 x 


Homo sapiens RAB interacting factor (RAB1F), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 

X ^1 XVX \J \J JL* \J \J *S 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 00 9 86S 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


XN1VX UuZ-OUU 


Homo saniens RAB3 A member RAS oncogene family (RAB3A), mRNA 


NM 002870 


Homo sapiens RAB 13, member RAS oncogene family (RAB 13), mRNA 


INIV1 UUUjZiV 


T-TrYmn Qsmipn^ mi moid dmvdronteridine reductase (ODPR\ mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 


IN xVl_UUZ o O J 


TTr»mn c5i-nif*nQ WhnsWhnrvlflse trlveoffen* liver (Hers disease clvcosen storage 
disease rvne VH fPYGO mRNA 


XTA/f 0098^9 
IN IVx_U UZoOZ 


"Hrvmrk cani F»n c rVhoQ-rVhrvrvlaQp d vonffen* brain fPYGB^ nuclear gene encoding 
mitnrVirmdrial nrotein mRNA 


NM 009860 

IN IVx_U u^OUU 


Unmn saniens nvrroline-5-carboxvlate svnthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 

IN IVI \J\J\JJx-s 


llftmn <?arjien<? peroxisome recentor 1 TPXR1\ mRNA 


NM 002859 

X^iXVX \J\J S 


Homo saniens naxillin (PXN>. mRNA 


NM 002857 


Homo sapiens peroxisomal farnesylated protein (PXF), mRNA 


NM 002854 


Homo saniens narvalbumin TPVALB^ mRNA 


NM 002852 

1> JLVX UuLUJIi 


Homo saniens nentaxin-related gene, ranidlv induced bv IL-1 beta (PTX3), 
mRNA 


NM 000317 


Homo sapiens 6-pynjvoyltetrahydropterin synthase (PTS), rnRNA 


NM 002851 

X N 1VX uUI/U J 1 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZH mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHR1), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subtype EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtype EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EP1), 42kD (PTGER1), 
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I 

NM 000954 ] 
NM_000314 ] 


TM^-^A : r — : — T- — — m vn hrain^ fPTGDS) mRNA 

Homo samens prostaglandin D2 synthase yzlku, pram; \riKjvo>, uu>^ 

Homo sapiens phosphatase and tensin homolog (mutated m multiple advanced 
cancers 1) (PTEN), mRNA . 


NM 000952 
NM_002818 


Hnmn sapiens nlatelet-activatine factor receptor yriAx k), mKNA 

Homo sapiens proteasome (prosome, macropain; acuvaror suduuu ^ u ' 
(PSME2), mRNA : — — 


NM_002811 


Homo sapiens proteasome (prosome, macropam; ^.00 &uuuiin., uuu -rturaac, 
fMov34 homolog") (PSMD7). mRNA 


NM_002806 


Homo sapiens proteasome (prosome, macropain; z,oo uuuunu, Airasc, u 
(PSMC6), mRNA — - — 


NM_002805 


Homo sapiens proteasome (prosome, macropain) ZOb suDunu, Airdbc, j 
(TSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropain) Zbb suounix, ^±ra:>c, j 
CPSMC3), mRNA — 


NM_002803 


Homo sapiens proteasome (prosome, macropain) 20b suDunu, ^irdbc, 
(PSMC2), mRNA ■ ■ 


NM_002802 


Homo sapiens proteasome (prosome, macropam) Zob suounix, Airdbc, 1 
(PSMC1), mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropam) subumt, beta type, * M ar S c { 
multifunctional protease 2) (PSMB9), mRNA . 


NM_002799 


Homo sapiens proteasome (prosome, macropam) subumt, beta type, / vraivio/,, 


NM_002797 


Homo sapiens proteasome (prosome, macropam) subumt, beta type, d ^raivir^, 
mRNA 1 


NM_002796 


Homo sapiens proteasome (prosome, macropam; suounu, ucia tyy*, -r v * ^vu^t/, 
mRNA 1 


NM_002795 


Homo sapiens proteasome (prosome, macropam) subumi, Ucia type, -> vi ^^j, 
i^RNA. ^ . 1 


NM_002794 


Homo sapiens proteasome (prosome, macropam) subumt, oera type, z. ^r^iy^^j, 


NM_002793 


Homo sapiens proteasome (prosome, macropam) suounu, ucia rype, 1 vtoivao v , 
mRNA . — ■ — 1 


NM_002801 


Homo sapiens proteasome (prosome, macropam) subumt, bda. lypc, iu 
(PSMB10), mRNA 




Homo sapiens proteasome (prosome, macropam) subumt, alpha type, 5 
fPSMA5), mRNA 


NM_002788 


Homo sapiens proteasome (prosome, macropam; »liuuuh 3 ai F iia ^ 
(PSMA3), mRNA . — . — 


NM_002786 


Homo sapiens proteasome (prosome, macropam) subumt, alpha type, 1 
(PSMA1), mRNA . 


NM 002783 
NM 002781 


Homo sapiens pregnancy specific beta- 1 -glycoprotein / (PS<j/>, mRNA 

Homo sapiens pregnancy specific beta-1 -glycoprotein 5 (PSG5), mRNA 


NM 002780 


Homo sapiens pregnancy specific beta-1 -glycoprotein 4 (PSG4), mRNA 


NM_002785 


Homo sapiens pregnancy specific beta-1 -glycoprotein 1 1 (Note redetimtion ot | 
symbol) (PSG1 1), mRNA — _ —\ 


TsTM 002784 
NM 002779 
NM 002776 
NM 002774 
NM 002773 
NM 002770 


Homo sapiens pregnancy specific beta-1 -glycoprotein 9 (FSUy), mRN A 

Homo sapiens pleckstrin and Sec7 domain protem (PSD), mRNA 

Homo sapiens kallikrein 1 0 (KLK10), mRNA 1 

Homo sapiens kallikrein 6 (neurosin, zyme) (KLK6), mRNA 

Homo sapiens protease, serine, 8 (prostasm) (PRSS8), mRNA 

Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSS1), mRNA 


IN1V1 UUJU17 


T-rr>mn ^aniens nrotease serine 12 fneurotrypsin, motopsin) (PRSS12), mRNA 


INivl UUZ / / D 


Homo saniens t>rotease serine 1 1 (IGF binding) (PRSS1 1), mRNA 


TsTlVT 009767 


TTnmo saniens ohosohoribosvl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


lNxVX__V/V/<£ / VJU 


Homo saniens ohosohoribosvl pyrophosphate synthetase-associated protein 1 
(PPPSAP1 Y mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase 2 (PRPS2), mRNA 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPS1), mRNA 


IN ]yL_\J\J J07 1 


"Homo saniens nrotein Z vitamin K-dependent plasma glycoprotein (PROZ), 
mRNA 




Homo sapiens prospero-related homeobox 1 (PROX1), mRNA 


"MM 0001 1** 

XNXVX uvVJ I J 


Homo sapiens protein S ( alpha) (PROS1), mRNA 


NM 000112 


Homo sapiens protein C (inactivator of coagulation factors Va and VUla) 
(PROC), mRNA 


TsTM 009769 


Homo saniens nrotamine 2 (PRM2Y mRNA 


TsTM 009761 

XNXVX UUZ, / vf X 


Homo sapiens protamine 1 (PRM1), mRNA 


"MM 000949 

XNXYX v/\/\J.7*T^ 


Homo sapiens prolactin receptor (PRLR), mRNA 


"MM 00094K 


TTomn saniens nrolactin (PRL\ mRNA 


"MM 009759 


Homo sapiens protein kinase, interferon-inducible double stranded RNA 
denendent fPRKR i mRNA 


"MM 009756 

XNXVX \J\J I J\J 


Homo sapiens mi to gen-activated protein kinase kinase 3 (MAP2K3), mRNA 


"MM 009749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


"MM 009745 

X N XVI \J\J ^0 1 "f J 


Homo sapiens mitogen-activated protein kinase 1 (MAPK1), mRNA 


NM 009751 

XNXVX \J\J 1 J 1 


Homo sapiens mitogen-activated protein kinase 1 1 (MAPK1 1), mRNA 


NM 00^753 

XNXYX \J\J£* 1 ~> nJ 


Homo sapiens mitogen-activated protein kinase 10 (MAPK10), mRNA 


NM 002743 


Homo sapiens protein kinase C substrate 80K-H (PRKCSH), mRNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 0CP741 


Homo sapiens protein kinase C-like 1 (PRKCL1), mRNA 


NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


"MM 00971S 

IN iVI uUZ, /JO 


TTnmn saniens nrotein kinase C beta 1 (PRKCB1), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


INxVx UUZ/ jO 


Unmn cn-nipnc -nmtf*in VinaQp c AMP-denendent reenlatorv. tvoe 11. beta 
(PRKAR2B), mRNA 




Wr«nr* Qnrnf»n<; nmtein kinase e AMP-denendent reculatorv. tvpe I, alpha (tissue 
specific extinguisher 1) (PRKAR1 A), mRNA 


"MM 009711 


Unmn saniens nrotein kinase AMP -activated, gamma 1 non-catalytic subunit 
rPRKAGH rtiRNA 


"MM 009711 


Homo sapiens protein kinase cAMP-dependent^ catalytic, beta (PRKACB), 
mRNA 


"MM 009710 

XNxVX UUX / Jv 


Womo sapiens protein kinase cAMP-deoendent, catalytic, alpha (PRKACA), 
mRNA 


"MM 000947 

XNXVX V/V/V/^*T / 


Homo sapiens primase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRDVll), mRNA 


"MM 00979R 

XN1VX / «£0 


Wnmo saniens proteo^lvcan 2 bone marrow (natural killer cell activator, 
eosinophil granule major basic protein) (PRG2), mRNA 


NM 002727 


Homo sapiens proteoglycan 1, secretory granule (PRG1), mRNA 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM 002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 I 
i 


■ ; — ~, — i T~- t i.:„arf»«cp i <"rprnid-lir)ofuscinosis, neuronal 1 , 

lomo sapiens palmitoyl-protein thioester<ts»c l (vciuia upwu^m 

nfantile) (PPT1), mFNA , x ) calal^subunit (PPP4C). 


NM_002720 I 
i 


lomo sapiens protein phosphatase 4 (formerly X),cataiyncs>uuui v 


NM_002719 1 
i 


lomo sapiens protein phosphatase 2, regulatory suminu D (B56), gamma 


NM_002715 1 

i 


^mr S apkn?pfotein phosphatase 2 (formerly 2A), catalytic subunit, alpha 
_soform(PPP2CA) mRNA re<m1atorv (inhibitor) subunit 8 (PPP1R8), 


NM_002713 
NM 002712 


Homo sapiens protein phosphatase 1 , regulatory tinniDitor; ^uuui v 

— = 7~- — Z uTTl 1 subunit 7 (PPP1R7), mRNA 

Homo sapiens protein phosphatase 1 , regulatory subunit rrr , 


NM 002714 
NM_002/ 1U 


Hn ™ sapiens orotein phosphatase 1, regulatory subunit 10 (PPP1R10), mRNA 
Homo sapiens protein phosphatase 1, catalytic subunit, gamma isotorm 


NM_002709 


Homo sapiens protein phosphatase 1 , catalytic subumt, beta isoform (PFP1CB), 


NM_002708 


mR ^^ — : : r -i , -i "taivtir subunit alr>ha isoform (PPP1CA), 

Homo sapiens protem phosphatase 1, catalytic suounii, aipiid ^ \ 

mRI^A- — " — ■ — 


NM 000309 
NM_002706 

NM 002705 


Hnmn sapiens protoporphyrinogen oxidase (PPOX), mRNA 

Homo sapiens protein phosphatase IB (formerly 2C), magnesium-dependent, 
beta isoform (PPM1B), mRNA 

i n i • /T>T>T "\ -ml? "NT A .. — — 

Homo sapiens penplatan (ra,), mKJNA , PPT m mRNA 


NM 000943 
NM_000308 

NM 002703 
NM 003712 


Homo sapiens pcptMvlnmlvl isomerase C (cyclophilm Uj (IflC), mRNA 

Homo sapiens protective protein for beta-galactosidase Cgalactosialidosis, 

Homo sapiens phosphoribosyl pyrophosphate amidotranslerase (PP AT), mRNA 1 
H~rr" pHosphatidic acid phosphatase type 2(J (rf Ar^; ? mKNA 


NM 003713 
NM 003711 
NM 002702 
NM 002701 


«™ Tm5 pbosphatidic acid phosphatase tvp^2BiPZAP^nR^ 

Wwmft 4ien, phosnhatidic acid phosphatase W^^M^A 

Hnm « „™» POTT domain, class 6, transcription tactor MruUoM , niKHA 

H^olapiens POU domain, class 5, h^cnption fa ctor -lg§gf^^— 
Hnmo -nr 5 — P ™ T domain, class 4. transcription factor 3 (POU4F3), mRNA 


NM 000307 
NM 002699 


fe^ksPQU domain, class 3 . transcription factor |^§g^^^ 

_ Homo _ sapiens POU domain, class 3, transcripts factor *H»* , mRNA 

" sarins POU domain, class 2. transcription tactor 1 (f<->U2Fl), mRNA 


NM 002697 
NM_000306 


nu " r : — , , . f„ rtrir i (p\t\ growth hormone 

Homo sapiens POU domain, class 1, transcription tactor l <rm, growm 

factor 1) (POU1F1), mRNA 


XTN/T 000446 
NM_000939 


H«mn sapiens paraoxonase 1 (PON1), mRNA _ . _ 

" "Homo sapiens proopiomelanocortin (adrenocorticotropin/ Deta-iiponopuiAalpha- 
melanocyte stimulating hormone/ beta-melanocyte stimulating hormone/ beta- 
Pr.Horphin't (POMC), mRNA 


NM_002693 


Homosapiens polymerase (DNA directed), gamma (POLU), nuclear gene 

rnnondinp mitochondrial protein, mRNA . 

Homo sapiens polymerase (DNA directed), epsilon 2 (POLh.2), mRNA 


NM 002692 
NM_002691 

-njtv/T 00^690 
NM 003967 
NM 002686 
NM 002677 
NM 000304 
NM 002676 


Homo sapiens polymerase (DNA directed), delta 1, catalytic subunit (125kD) 

(POlDD.mPNA — — 

Homo sapiens polvmerase fiDNA directed), beta (POLtf), mif^A 

Homo sapiens mutative neurotransmitter receptor (PNRXmRNA 

Homo sapiens ohenvlethanolamine N-methvltransterase (Jr'NMT), mRNA 

Homo sapiens peripheral myelin protein 2 (PMP2), mRNA 

Homo sapiens peripheral myelin protein 22 (PMP22), mRNA . 

Homo sapiens phosphomannomutase 1 (PMM1), mRNA _ 
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NM UUzo/4 


TT^mn canipnc nrri-mpl anin-prvriPPntralin <? llOTTTlOnC I PlVICH.) . IllRNA 


NM_UUzooo 


Uattim conipnc nrntpnliniH nrAtein 2 f colonic epithelium- enriched) (PLP2), 

IILCviN /A. . 


xT\/f aaaq^ 


T4nmn canipnc nrocolla&en-lvsine 2-oxoelutarate 5-dioxygenase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


INIVL UUZOO / 


u ATnn canipnc nhAcnhAlamban fPLN). mRNA 


iNlvi UUZOOO 


"HVvmn canipnc nprilinin CP! XNH mRNA 


JNJVL UUZOOD 


TJ/vrrir* canipn c nlacminACrpn-liVp fPT .CtT , I TTlR-NA. 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


XTAvf AAA A A 

NM_1)UU44d 


xinmn C n n i' Pnc i"Jf»^tin 1 intprmpdiatp filament bindinff nrotein, 500kD CPLEC1), 

nOlnO Sapierii) piCt/LUl 1, lllltllllC'VJlCI.LC' lliaillWH ymuiug pv/ivuij *s w /> 

mRNA 


NM UUZoto ^ 


"HVvmrk conipnc nhncnhnlinaCP TV? TPT.D2) ITlRNA 


JNM UUZooZ 


xj Atriri canipnc nhr*cnh nlinacp Dl nhonhatidvlcholine-specific (PLD1), mRNA 


xt\ a aao/c^i 
JNJVL_UUZDoI 


Wr\Tr>r» canipnc riVinQnViAlma^e P pamma 2 fnhosDhatidvlinositol-specillc) 
rpT mRNA 


JN iVL_v/UZ O O \J 


Wnmn QQnipnc nhn^nholinase C gamma 1 (formerly subtype 148) (PLCG1), 
nVRTsTA 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


jnjyl uuzcoy 


TT ATY)rk canipnc nkcminnapn artivator urokinase receDtor (PLAUR), mRNA 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM UUZOJJ 


XX/NrM/\ «-«<r»-i-»-I o t-\1 «=•■! rATvi/^rr^V\ir* aHprmmfl CPT1P 1 iPT.ACtI i TTI rv N /\ 


NM uuuyzy 


Urvmr* conipno nV»r*ClVhri1m5lQP A 9 OTOllA V rPT , A2G5) mRNA 
rlOmO Sapienb pnObpilUlipaaC .rvz,, giuup v i^rv^vj^y, iiuvj-i^x 


xnvvf aa'J^a/C 
NM_UU3 /Uo 


UninA canipnc nVirkcnVirklinacp A 9 oronn TVC! fcvtosolic calcium-indeoendent) 
nomo sapiens pnobpnunpaoc nx, giuup i v y^y 

JLf/vzvjr^t^j, miviNr\. 


NM_000300 


Homo sapiens phospholipase A2, group HA (platelets, synovial fluid) 
rpT A9f^9 A^ mirlpar opnp encoding mitochondrial nrotein, mRNA 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 00Zoo4 


jriomo sapiens pyiu.vd.ic Kjjidoc, niua^ic ^jrxvj-vA— j, iaaj - vj - n - r *- 


"K TA ^ AA1/CO 1 

NM UUioyi 


Urkwrt onr\i (=*r\ c opfinp/tnrprtmnp Innacp 1 r\ ( 5s 1 K 1 rl i TT1 rv N A. 

riomo sapiens seriiic/ lilt cumuc ixj.iicioC' iu ^oxx^iv^/, »- 


TvTTVvf AAAOQA 

NM__uuuzyo 


Urtmo canipnc nfil vr-v/ctin lndnpv disease 1 ^autosomal dominant) (PKD1), 

mT?"KTA 
llllvl N/V 




T4omo ^aniens Ser-Thr nrotein kinase related to the myotonic dystrophy protein 
kinase (PK428), mRNA 


1N1V1 UUjO/O 


Hrvmo saniens ^ene from NF2/menineioma region of 22ql2 (PK1.3), mRNA 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


NM UUZODo 


wwmr* canipnc t^airpH-likp hnmendomain transcrintion factor 1 (P1TX1), mRNA 


NM UUZdjZ 


Wr\mr* canipnc nrol^ptin-inHllPpd nTAtPin rPTP) mRNA 


XTA/f AA7^S 
NM_UU33jo 


Tj ATVin canipnc: nV»r*cnVi5ifirlvlinAQitri1-4-rjhosnhate 5-kinase. tvoe I, beta 

XiOlllU odUlCllo piUJojJlldLlUjr HUVJOlLVJl ~ ^llUO^iiuiv — iuumuvj v-jr 

(PIP5K1B), mRNA 


NM_UU3 jo 1 


TTr»mn canipnc nnncnhntiHvlinA^ltol-4-nhoSDhate 5-kinaSe» tVT>e I, alpha 

rpTPSK 1 A^ mRNA 

^ J. JLL ^ 1?V 1 xx f , llllvl^ii. 


iNlvi UUj /*tO 


Unmn canipnc Hvnpin cvtonlasmic lieht Dolvoeptide (PIN), mRNA 


INlVl UUZOOO 


1-Trvmn canipnc nim-1 Anf.ACPtlP fPTIVll) mlvNA 


NM_UUZOj I 


WnmA canipnc nhAcnhfltifivlinocitol 4-kinase. catalytic, beta polypeptide 
TPIK4CB) mRNA 


INlVl UUZOM-.J 


tfnmn canienc nhAcnhatidvlinositol elvcan, class F (PIGF), mRNA 


NM 002642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (liver) (PHKA2), mRNA 


NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKA1), mRNA 
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NM 000926 I 
NM 002633 I 
NM 000291 I 
NM_002632 1 
1 

NM 002631 1 
NM 002630 1 
NM 000290 


lomo sapiens progesterone receptor (PGR), mRNA __ 

Tomo saDiens phosphoglucomutase 1 (PGM1), mKJNA . 

lomo sapiens phosphoglycerate Kinase _i ytrKj^n m^™>- ^ 

iomo sapiens placental growth factor, vascular endothelial growth factor-related 

jrotein (PGF), mRNA — . _ — — ■ 1 

Homo sapiens phosphogluconate dehydrogenase (PGD), mKNA 

Homo sapiens progastricsm (pepsinogen w (Pfal), mKJNA 

Homo sapiens phosphoglycerate mutase 2 (muscle, v ruAlvl2), mRNA 


NM 002629 
NM 000289 
NM 002626 
NM_002625 

NM 002621 
NM 002620 
NM 002619 
NM 000288 


Homo sapiens phosphoglycerate mutase 1 (bramj ^AlVll,, mRNA 

Homo sapiens phosphofructokinase, muscle (Pl-KM), mRNA . 

Homo sapiens phosphofructokinase, liver (PFKL), mRNA_ 

~ . r — r i ~c 1 o i..'«,«nfl/ftmMACP 1 ft_hiTVnOST>riatase 1 

Homo sapiens 6-phosphotructo-2-kmase/tructose-/,o Dipnos,pnaia & <= i 

(PFKFB1), mRNA 

Homo sapiens properdin P factor, complement (PFC), mRNA_ 

Homo sapiens platelet fw»r A variant 1 (PF4V1), mRNA . 

Homo sapiens platelet factor 4 (PF4), mRNA 

Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


1N1VX UuwiO / 

NM 003630 
NM 000466 
NM 002618 
NM_000442 


Homo sapiens peroxisomal biogenesis factor 6 (PEX6), mRNA 

Homo sapiens peroxisomal biogenesis factor 3 (FKX-3), mkNA 

Homo sapiens peroxisome biogenesis factor 1 (PEX1), mRNA . 

Homo sapiens peroxisome biogenesis factor 13 (PEX1 5), mkNA . 

Homo sapiens platelet/endothelial cell adhesion molecule (CD31 antigen) 
(PECAM1), mRNA _ 

tt „ T)T\7 /Inmoin r»rm taininC" 1 f PI ^/ITC 1 K TTlRNA 


NM 002614 
NM_003477 

NM 002613 
NM 002612 
NM 000925 


Homo sapiens PDZ domain coniamins i \r isz^r^ij, x^^l _ 

Homo sapiens Pyruvate dehydrogenase complex, hpoyl-contaming component 

X: E3-binding protein (PDX1), mRNA . r , Jft 

Homo sapiens 3-ohosohoinositide dependent protein kmase-1 (PDPK1), mRNA 
Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mKJN A 

—3 . „*_ j^Vr/inMTPnocp ninnnmide'l beta (PDHJ3), 111RNA 

Homo sapiens pyruvate dehydrogenase yiipoamiue; ucu> ^"^> _ — — — 


NM 000284 
NM 000924 
NM 002606 
NM_002602 


Homo sapiens pyruvate dehydroeenase (lipoamide) alpha 1 (J-utiAl), mRNA 

Homo sapiens phosphodiesterase IB. calmodulm-dependent (runib), mKHA 

Homo sapiens phosphodiesterase 9A (PDE9A), mRNA _ 

Homo sapiens phosphodiesterase 6ti, cUMf -specific, rod, gamma (tfvzou), 


NM_002601 
NM 000921 


Homo-sapiens phosphodiesterase 6D, cGMP-specific, rod, delta (PDE6D), 

mRNA — — ■ 

Homo saoiens phosphodiesterase 3A. cGMP-inhibited (PDE3A), mRNA 

Homo sapiens programmed cell death 2 (PDCD2), mRNA 


NM 002598 
NM 002594 
NM 002592 
NM 002591 
NM 002586 


Homo sapiens proprotein convertase subtihsinykexm type z (rySKij, mRNA 

Homo saoiens proliferating cell nuclear antigen (PCNA), mRNA 

Homo sapiens phosphoenolpyruvate carboxvkinase 1 (soiuDiej iPCKl), mRNA 
Homo sapiens pre-B-cell leukemia transcription factor 2(PBX2),mRNA 

_ -rj 1 a „Vi»r«iQ +**oncr»rir*fir\n fflCtOT 1 (x BX1), 1TLKJN A. 


NM 002585 
NM 002583 
NM_002582 

"MM 003631 

JLN 1Y.L \J\J ~J VJ-J 1 

NM 002580 


Homo sapiens pre-B-cell leukemia transcription i<±oivi i v x ^±±ji 

Homo sapiens PRKC, apoptosis, WT1, regulator (PAWR), mKJNA — - 
Homo sapiens poly(A)-specific ribonuclease (deadenylation nuclease) (PARN), 

mRNA 

Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 

Homo sapiens pancreatitis-associated protein (PAP), mKJNA 


NM 000919 
NM 002578 
NM 002574 
NM 002573 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 

Homo sapiens p21 (CDKNIAVactivated kinase 3 KYJ^s), mRNA 

Homo sapiens peroxiredoxin 1 (PRDX1), mRNA — _ 

Homo sapiens platelet-activating factor acetylhydroiase, isoiormlb, gammd 



528 



BNSDOCID <WO 03074654A2_I_> 



WO 03/074654 



PCT/US03/05028 





cnViiinit f?QkTy> rPAFAHlBS^ mKNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoforni lb, beta subunit 

yjKJb'lJj \JL AT .TxX X 1 XJ ^ 3 lilXXX^^v 




Womo car»if»nc nrncrpQtapen -associated endometrial protein (placental protein 14, 
TYrptrnsmrv-aQQfiHatpd endometrial alnha-2- globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 


NM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


iNivi uujyuu 


W/vmn canipnc Qpm lPstnsnmP 1 fSOSJTMll mRNA 


MM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
v>i;Hrf\Yvbcp^ V»ptn -nrilvnpTilide fnrotein disulfide isomerase: thyroid hormone 
hinHincr nrotein n5M fP4HB^ mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 

IwrlrrnrvlflQp^ alnha nrYlvnentide I fP4HAlV mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 

mPMA 


NM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), mRNA 


IN 1V1_UUZ J OO 


Unmn cQnipnc nnrinprdr rpp pr>tor P2Y G-nrotein counled 1 1 fP2RYl 1), 

XxOlTlvJ SapiCIio pUxlIlClgll' 1 Cttp IVJl XT X , VJ piUlVlll u.pxv^\a 3 x J. \-i *->-m-^ a 

mRNA 


INlVx__UUZ J oz 


T-i7\mr» c^nipnc nnrinprcrip rpppntor P2X li&and- gated ion channel. 7 fP2RX7), 
mRNA 


IN 1VJL__UUZ DDL 


"U7vmi-\ conipnc rmrinprcrir rppprrtrvr P9"X" lipand-ffated ion channel. 5 (P2R-X.5), 

TYlPM A 


IN iVI_U U Z D OU 


Tj nriin CC)niPri Q nnrinprair rpppntnr P2X ligand-gated ion channel. 4 (P2RX4V 
mRNA 


IN 1VL_UUZ JJ7 


u ATriA cor^ipnQ ruirinprcrir recentor P2X lieand-eated ion channel. 3 CP2RX3V 
mRNA 


mm nn?^%6 

IN XVI uUZjjD 


HVvmn Qanipn<? nxv^tprol hindinff nrotein fOSBP) mRNA 


NM 000608 


Homo sapiens orosomucoid 2 (ORM2), mRNA 


IN 1VI_U UjU7D 


Wn-mn c 51 r»i ptiq nl far tnrv rpcentor familv 6 subfamilv A member 1 (OR6A1), 
mRMA 


1N1Y1 UUZ.JJU 


Unmn <;anipn<; olfactorv recentor familv 3. subfamilv A, member 1 (OR3A1), 
mRNA 


MM 002548 


Homo sapiens olfactory receptor, family 1 , subfamily D, member 2 (OR1D2), 
mRNA 


NM 000914 

X>XVX \t\J\J^ i~ 


Homo sapiens opioid receptor, mu 1 (OPRM1), mRNA 


MM 000912 

XNXVX \J\J\J^ ±4* 


Homo sapiens opioid receptor, kappa 1 (OPRK1), mRNA 


NM 000911 

1>XYX \J\J\J^r X A 


Homo saniens onioid receptor, delta 1 (OPRD1), mRNA 


MM 002544 


Homo saniens oligodendrocyte myelin glycoprotein (OMG), mRNA 


MM 00^543 

XNXYX \J\J^t+J~—/ 


Homo sapiens oxidised low density lipoprotein (lectin-like) receptor 1 (OLR1), 
mRNA 


NM 003485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


NM 00^533 


Homo saniens nuclear VCP-like (NVL), mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSR1), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NT5), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENC1), 
mRNA 
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NM 003872 I 
NM 003873 I 
NM 003489 I 
NM 002525 3 
NM 000905 1 
NM 000910 1 
NM 000909 ] 
NM 002522 ] 
NM_000908 


lomo sapiens neuropilin 2 (NRP2V mRNA . 

Jomo sapiens neuropilin 1 (NRP1), mRNA 

-Tnmn sapiens nuclear receptor interacting protein uNklPl), mRNA 

4„™ 0 »ni«. s nardilvsin (N-arginine dibasic convertase) (NRD1), mRNA 

3omo sapiens neuropeptide Y (JNfY ), niKJNA . 

tw,« aniens neuropeptide Y receptor Y2 (NPY2R), mKNA _ 

Homo sapiens neuropeptide Y receptor Yl (NPY1R), mRNA 

Homo sapiens neuronal pentraxin I (NPTX1), mRNA . 

Homo sapiens natriuretic peptide receptor C/guanylate cyclase ^ ^atnonamuretic 
peptide receptor C) (NPR3). mRNA : — - 


NMJ300906 

NM 002521 
NM 002519 
NM 002518 


Homo sapiens natriuretic peptide receptor A/guanylate cyclase A (atnonatnureuc 

peptide receptor A) (NPR1), mRNA _ 

Homo sapiens natriuretic peptide precursor £ (NPPB), mRNA 

H nmn sapiens nuclear protein, ataxia-telangiectasia locus (NP AT), mRNA 

- i t» a o ^nmoin »->i-r«ti»iTi 0 fNTP AS2^ mRNA 

Homo sapiens neuronal PAS domain protein l uNrna^;, ""^^ 


NM 002517 
"NM 002514 
NM 003787 
NM_003946 


Homo sapiens neuronal PAS domain protein 1 (NPAS1), mKNA _ 

Homo sapiens nephroblastoma ovprrepressed gene (NOV), mRNA 

Homo sapiens nucleolar protein 4 (NOL4), mRNA _^ 

Homo sapiens nucleolar protein 3 (apoptosis repressor with CAKU domain) 
(NOL3), mRNA __ 


NM_003551 


— ■ . . , - c nrntpm p»vnrf»«:<5e*fi in ( nucieosicie- 

Homo sapiens non-metastatic cells 5, protein expres&eu m yiuuwa 

diphosphate kinase) (NME5), mRNA _ 

Homo «.ni«n R non-metastatic cells 3, protein expressed m (JNMfc,:> ), mkNA 


NM 002513 

JN1VL_UUZJ 1Z 

NM 002511 


Homo sapiens non-metastatic cells 2, protein (NM23B) expressed in (NMfci), 

nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens neuromedin B receptor (NMBR), mRNA . 


NM_003954 


Homo sapiens glycoprotein (transmembrane) nmb (CiFNMB), mRNA 

Homo sapiens mitogen-activated protein kinase kinase kinase i4 (MAP3K14), 
mRNA 

: tz 7 4.' \ r\. x vrw iWD'NT A 


NM 002508 
NM_002507 


Homo sapiens mdogen (enactin) (JNlO), mRNA . . _ 

Homo sapiens nerve growth factor receptor (TNFR supertamily, member lb) 

(NGFR), mRNA 

Homo sapiens nerve growth factor, beta polypeptide (JSIUfiJ), mRNA _ 


NM 002506 
NM_002503 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor, beta (NFKBIB), mRNA — 


NM_002502 


" Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
2 (p49/pl00) (NFKB2), mRNA 


NM_002501 
NM 002500 


~ ~ i t/v /TV 1 A AT V»inHmcr trarmcrrDtion tactor) (JNJrJJv), 

Homo sapiens nuclear factor 1/X (ttAAi-Dinamg udii&^iipLA^n v /> 

mRNA ■ " 

Homo sapiens neurogenic dillerentiation 1 uncuj^ujj i nnuxn. — 


NM 002497 
NM_002496 


" "Homo sapiens NIMA (never in mitosis gene a)-related kinase A [Hh&l), mKNA 
Homo sapiens NADH dehydrogenase (ubiquinone) t-c-b yioiem o y-j\^>) 
(NADH-coenzyme Q reductase) (NDUFS8). mRNA . — . 


NM_002495 


Homo sapiens NADH dehydrogenase (ubiquinone) ±<e-£> protem <.i©kx^; 
(NADH-coenzyme 0 reductase) (NDUFS4), mRNA . 


NM_002494 


Homo sapiens NADH dehydrogenase (ubiquinone) 1, subcomplex unknown, 1 
(6kD KFY1) (NDUFC1), mRNA 


NM_002490 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, o 
(14kD, B14) (NDUFA6), mRNA _ . — — - 


NM_002488 
NM 003635 


"Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (bleu, 

B8^ (NDUFA2), mRNA — 

"Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosaminyl) 2 
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(NDST2), mRNA 


001S4^ 

INxvX KfyJ U*t-5 


Homo saniens N-deacetvlase/N-sulfotransferase (heparan elucosarninvl) 1 
(NDSTl), mRNA 


IN JVX \J\J j JO 1 


TTomo saniens NCK adantor nrotein 2 fNCK2\ mRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBP1), mRNA | 


"MTVA 00945*^ 
1NxV1_UUj£/+o.j 


TTnmn canipnQ rnrrinnprnhrvrvnir an tioen -related Cell adhesion molecule o (HOYI- 
<?nerific ero<;s reacting antigen i fCyEACAlV16). mRNA 


"NTM 000669 


Unmn saniens N-acetvl transferase 1 ^arvlamine N-acetvltransferase) fNATl), 
rriRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease 111B) 
rNAGLLH mRNA 


NM 003 871 


Homo saniens mvelin transcrintion factor 2 fMY 12), mRNA 

X. A. L/l X OCiplvilO illj Villi U UllOWl 1 [/ klVll JL14V WX T J 5 **** ' * * 


NM 003803 


Homo sapiens myomesin 1 (skelemin) (185kD) (MYOM1), mRNA 


>J1VT 009470 

XN1VX UU^*T/7 


tfnmn canipn<2 mvocrpnin ^mvocrpnip, faetor 4) nVFYOG) mRNA 


"MM 00947? 

XN1YX vUi'r / X. 


Homo ^aniens mvosin heaw nolvnentide 8 skeletal muscle, perinatal (MYH8), 
mRNA 


NM 002469 


Homo saniens mvoeenic factor 6 fherculin) OVTYFo^), mRNA 


NM 002468 


Homo saniens mveloid differentiation orimarv response eene (88) (MYX>88), 

X lUlxlU JUL/lvllu 111 Y wlv/ IV* Vllllvl vlltlbil>l\/ll i/l. i*xxi*x 7 * X \ ✓ \ /J 

mRNA 


NM 002460 


Homo saniens interferon reonlatorv factor 4 flRF4 j. mRNA 


NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


TsUVT 0094S6 


TTr»mn QnnipnQ mi lfin 1 transmemrirane flVTT 1C^, 1 ^ mRNA 


"KTM" 0094SS 

IN1VX \J\JZ. L r J J 


TTrvmn caniPTiQ mptflvin 1 fNAT^yi 1 ml^N^A 

XTXUlilw odJJJ.CX.lo XXlC/taA.XXl X ^lvii/Yl ^ I i 1-L VJ. > 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 

o ptt pnpnrlino' mi trtpnonflrial "nrotein m iRlST A 

gCllC dlVvVJVXXllg Xi.XXtVJL/XJ.v/XlVXXlCLl \J L^lll^ 1 1 aX x_i ^ 1\. 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 1 
fMTTTfT 1 ^ rnRNA 

^IN Ui/ X X )y illXvlN A 


TsTM 0094S0 


Kr»mn QanienQ metal! otVii on ein 1 T , rMHTlT^ mRNA 


\JM 009447 


TTrvmrv csmipnQ maproTihacre stimulating 1 receotor (c-met-related tvrosine kinase^ 
HVISTlRi niRNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 
mRNA 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSR1), mRNA 


NM 009444 

IN 1VX Uvii 1 T^T 


Hnmn Qanipns mnesin T1VTSN ) mRNA 

XXVJIXJVJ OClLJlwllO XXxW^'OllX ^lYlijli 1. J. JJLVX ^1 XX. 


NM 003879 


Homo sapiens CASP8 and FADD-like apoptosis regulator (CFLAR), mRNA 


TsIM 000^^0 


Pnmn cj>nipnc mvelin nrntein "zero rf^harcot-lVfarie-nrootVi neuronathv IB) 

flVTP7 1 mRNA 


NM 00^437 


Homo sapiens MpV 1 7 transgene, murine homolog, glomerulosclerosis 
(MPV17/ mRNA 

1 X* AX VI/ f+ 111JL Vi ^ JL -X 


NM 001932 


Homo sapiens membrane protein, palmitoylated 3 (MAGIJK p55 subfamily 
member 3) (MPP3), mRNA 


NM 002435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


NM 0038?9 


Homo sapiens multiple PDZ domain protein (MPDZ), mRNA 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


NM 00743? 


UnmA cQnipriQ mveloiH eell nur.lear differentiation antigen fMNDA). mRNA 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNAT1), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MN1) 5 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 



531 



BNSDOCID: <WO 03074654A2J_> 



WO 03/074654 



PCT/US03/05028 



NM_002419 1 
i 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K11), 


NM 002417 ] 

J 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
tnRNA 


NM 002416 ] 
NM_002415 

NM 002413 
NM 000900 


Homo sapiens monokine induced by gamma mteneron yiviHi), mKiNA 

Homo sapiens macrophage migration inhibitory factor (glycosyianon-inhibiung 

factor) (MJF), mRNA — 

Homo sapiens microsomal glutathione S-transferase 2 (MUbT2), mRNA 

Hnrnn sapiftns matrix Gla protein (MGP), mRNA ^ 


NM 002412 
NM 002407 
NM 002411 
NM_002397 

NM 002391 


Homo sapiens O-6-methylguanme-DNA methyltranslerase UVUjjyiij, nuuNn 

Homo sapiens mammaglobin 2 (MGB2), mRNA 

Homo sapiens mammaglobin 1 (MGB1), mRNA 

Homo sapiens MADS box transcription enhancer tactor z, porypepnue 

(myocyte enhancer factor 2C) (MEF2C), mRNA . _ 

Homo sapiens midkine (neurite growth-promoting tactor I) (MUM, mRNA 


NM 002387 
NM_000529 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 

Homo sapiens melanocortin 2 receptor (adrenocorticotropic hormone) (MUk;, 
mRNA : — — 


NM_002386 

NM 002385 
NM 002382 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 

receptor) (MC1R), mRNA 

Homo sapiens myelin basic protein (MBP), mRNA . 

Homo sapiens MAX protein (MAX). mRNA 


NM 002378 
NM 002376 
NM_000898 

NM 003480 
NM 002367 
NM 002365 
NM 002364 


Homo sapiens megakaryocyte-associated tyrosine kinase (MATK), mRNA 

Homo sapiens MAP/microtubule affinitv-regulatmg kinase 3 (MAKK3), mRNA 
Homo sapiens monoamine oxidase B (JVLAUrJ;, nuciear gene cntuumg 

mitochondrial protein, mRNA _ — — — 

Homo sapiens Microfibril-associated glvcoprotein-2 (MAUrz), mRNA 

Homo sapiens melanoma antigen, family B. 4 CMAGEB4), mRNA 

Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA _ 

Homo sapiens melanoma antigen, familv B. 2 (MAGEB2), mRNA 


NM 002363 
NM 002362 
NM 003682 
IMM 002357 

1NJLVJ. \J\J ~J I 

NM_002350 

NM 002349 
NM 002347 
NM 002346 


Homo sapiens melanoma antigen, family B, 1 (MAGEB1), mRNA 

Homo sapiens melanoma antigen, family A, 4 (MAGEA4), mRNA 

Homo sapiens MAP-kinase activating death domain (MADD), mRNA 

Homo sapiens MAX dimerization protein (MAD), mRNA . 

Homo.sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 

(LYN), mRNA ■ 

Homo sapiens lymphocyte antigen 75 (LY75), mRNA — 

Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mKJNA __ 

Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mKNA 


NM 002345 
NM 002344 
NM 002343 

IN 1VX \J\J Z*-J~ -J 

NM 000897 
NM_003573 


Homo sapiens lumican (LuM), mRNA 

Homo sapiens leukocyte tyrosine kinase (LTK), mRNA 

Homo sapiens lactotransferrin (LTF), mRNA — 

Homo sapiens leukotriene C4 synthase (LTC4S), mRNA _ 

Homo sapiens latent transforming growth tactor beta binding protein 4 (LTBP4), 
mRNA 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like 1) (LTB4R), 
mRNA 


NM 000895 
NM_002340 

NM 002338 
NM 002337 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA _ 

Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) {Li>S), 

mRNA — - 

Homo sapiens limbic system-associated membrane protein <L£>AMP ), mRNA 
Homo sapiens low density lipoprotein-related protem-associated protein 1 
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<a1r>hn-9-maeroelobulin receotor-associated protein 1) (LRPAP1), mRNA 


J.N1V1 \J\JJ,OJ\J 


FTnmn ^aniens low densitv lioonrotein receptor-related protein 6 (LRP6), mRNA 


NM_002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


xnv/f nn9 ^17 

IN1V1 I / 


TTrvmn conipn<; lvwl oxidase (LOX). mRNA 


1N1Y1 UVy^ J 1 U 


xiAmn Qaniens LIM homeobox transcription factor 1, beta (LMX1B), mRNA 


"NTIV/T 00911^ 
1N1V1 UUiJ 1 J 


Mrvmn ^ariienq T TM domain onlv 1 (rhombotin 1) (LMOl), mRNA 


XT\/T OH9 1 1 9 
JN1V1 UUZjIZ 


u nTnn co n i Pn c liaase TV DNA ATP-dependent (LIG4), mRNA 


JN1V1_UUZ J uo 


WrkTnn csirvipriQ leetin cralactoside-bindine soluble. 3 (galectin 3) (LGALS3), 

nVRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


JNJVl UUZoUZ 


TTriTYirk cqtvi pnc 1pnkp«p\/tp pell -derived chemotaxin 2 fLECX2\ mRNA 


JNivi uuizvu 


TJrvmr* canipnc T T1VT domain hi n dine* 9 TLDB2^ mRNA 
nomo sapiens i * 1 1 vi vivjiiia.111 unLuiiig ~ v - L ' J -^ 1 - J / 5 aa - ll ^- l ^ v 


JNJVl UUj 07j 


TTrvmrv cnrtipnc T TN/T domain binding 1 fLDBl\ mRNA 




TI/vmrk conipnc IsmtAQP (J f^T^ mRNA 


iNivi__uuzzy / 


Tj^mn cQm'pnc lir»nf»alin 1 fnrntein rnieratincr faster tban albumin, tear 
nrpalhumin^ mRNA 


xrivf no99Q^ 

IN 1V1 UU^-7U 


PTnmn «;ar>ien«: lamin R recentor (TJBR\ mRNA 


"NTN/T 0099Q1 

1NIV1 l/Uiii7 1 


Unmn <ianipn<? laminin beta 1 fLAMBl), mRNA 


TsTN/T 0077RQ 


TTnmn cnnipn^ lar.talhumin alnha- TLALBAV mRNA 


>jTV>f 009971 


Homo <?anien<; keratin 8 rKRT8\ mRNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


xnv/f 00997^ 

JN1V1 UvZZ / D 


T^Trkmrk cnnipnc keratin 1 S HCRTl mRNA 


"NTTV/f 00777/1 
JNJVl \j\JLZ. /h 


TJ nrnn ca-nipnc keratin 1 ^ fFCRTl ^ mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNB1), mRNA 


XTA.A 007 7/^7 
JNJVL UUZZO / 


TTrvmr* cciT^i^nc knrvor*Vif»rin alnha ^ fimnortm alnha 4^ (TCPNA3\ mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 


JNJVl 


nomo sapiens Kininogcn ^j\j>jvj j, iiuvi>i-rv. 


TvTAyT OOK7Q 

JNJVl_UUJo / V 


Uat>-»/-» car\i/=>-nc ir^mnr^niTif* ^-mnnnnwoenaQe ncvnnrenine 3-hvdroxvlase^ 
nomo sapiens Jvyiiuj. cuinc _> muiiuvjAjr' gtyiiao^ v i xv j' Aitxi ^nij-iv^ u iijuiv/vjfiaovy 

(KMO), mRNA 


JNJVMJUZZDb 


UrtTvirt pnnjonc trill r»p»1 1 l^»r»+i-r»_1ikp rpppntAr Qiihfamilv R member 1 rtCLRJ31\ 
xiomo sapiens jcnier ecu icuiiii-iiivc icucpiui auuiaiiiii^ jj, ni^iiiuw i ^ivuA\x/*yj 

ITllxiNrV 


XTA/f 007 9^7 

INlVI UUZZJ / 


tTr\Tvir\ ocinipnc Vnllikrpin 1 ren a 1 /nan pre a ^Aialivarv rKLKll. mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISS1), mRNA 


XITV/T oo77*\*s 
JNJV1__UUZZDj 


u Amn cQ-nipn c Villpr ppll immi inp<crlohiilin-1ike recentor two domains, lone 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


XTA/T 0O77^A 
JNJVl UUZZD^f 


TJrAt-rti-* conipnc l^irif^cifi ■Familv mpmlipr ^TC I CZ 1 mR_NA 

nOUlU odjJlCIIo JVlllColll i.CXllllljr HlVvlXlU^vwl Jvy ^ivil Jv/i uuvi ii i 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


JNM_UU3oo!) 


UrtmA conipnc m -t*Krr\f* cT^lifi-ncr -rpcrnljitnTv nrp#tein ^T^T JS"R binding nrotein 2) 
xiomo sapiens jsjn-iypc opiiving icguiaiuiy piuiv^in kj^x^ umuiug pivLvui ^ j 

(KHSRP), mRNA 


JNM_UUZZjZ 


Tt rtrv , rt rioTMPn o nrt+Qocinm "\7rv1i'orr*»_rr»at*=»r1 r^Vicinnf*! Hela vefi-rectl tier SUnTaTTlllV 
nOmO Sapiens pUlaoolUIIl VvJluige-ga.lCvJ Ollallild, lat/ici.^ v-^vj. lv/uuixn, ou.u/xa.iixxijr u 9 

member 3 (KCNS3), mRNA 


JNJVl_UUZZDU 


ii/NvM/N fAnio-nc rxAfoccinm TTi+p»t-r*-ip»/^ i otp /ctyiq 1 1 r»r\TiHiiptanpe calciiim-apti vated 

nOmO Sapiens pUlaSolum IHLCI llietllcllC/ olllall UvJ11U.u.vwK3.ia^/w uaxviuui avuvaiw 

channel, subfamily N, member 4 (KCNN4), mRNA 


JN JVL__UUZZ4y 


U/\»v»rt conipnc T\r\t qcqii im intprmpHi ^t^/cma 1 1 pondnctance calcium-activated 

nOmO SapiCno pOL<loolU.lIl llitCIIHC(J.lcllC/olll<xll OUiiuuvuaiiw owuvoiwu 

channel, subfamily N, member 3 (KCNN3), mRNA 


NM 002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, alpha member 1 (KCNMA1), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, inhibitor 1 
(KCNJN1), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM_002239 



NM_00O891 



NM_002241 



NM_002238 



NM_002237 



Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 3 
(KCNJ3), mRNA 



(KCJNJ 5), mtuNA . — — - — = — - 

Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 2 

(KCNJ2), mRNA 



Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 10 
(KCNJ10), mRNA 



Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
member 1 (KCNH1), mRNA 



NM_002236 



NM_003636 



NM_003471 



NM_002235 



Homo sapiens potassium voltage-gated channel, subfamily G, member 1 
(KCNG1), mRNA 



(HU JNHjl), mtUNA — — — — — - 

Homo sapiens potassium voltage-gated channel, subfamily F, member 1 
(KCNF1), mRNA 



(iv^rsr 1 1, nuuin - — — — - — , 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 

member 2 (KCNAB2), mRNA 



NM 002234 



NM 002233 



NM_002232 



NM 002229 



memoer z. uv^iNnoz.;, unw*- — — — — z-z — q — , 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, beta 

mem ber 1 fKCNABl), mRNA — — — 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 6 (KCNA6), mRNA . — 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 5 (KCNA5), mRNA 



mem oer 3 iisa^in/^jj, . — — r-z — r. — 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 4 (KCNA4), mRNA 



NM 003666 



NM 002227 



mem oer h iiw^in-tv^;, im^.-^ - — — r. 

Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 3 (KCNA3), mRNA 



Homo sa piens iun B proto-o ncogene (JUNB), mRNA — — — 

jfom^ . a pien S bas ic leucine zipper n uclear factor 1 (JEM-1) (BLZF1) mRNA 



NM 003024 



NM 002224 



NM 002223 



NM 002221 



NM 002220 



nomo sapiens uaoiw ivuvniv -kk- ■ ; - ^TTT 

Homo anie ns Janus kinase 1 (a prote in tyrosine kinase) (JAK1), tnRNA 
~ " —. , /orn j ««^y^ nTSTsrn mRNA 



xiuuhj oa^i^iio joii^ xmw^ - \" i — - — ^ — — *— 

Homo sapiens intersectin 1 (SH3 do main protein) (ITSN1), mRNA 



iriomo sapiens luicisc^tm x *~ ' v /ttppo\ pxta 

Homo sapi ens inositol IAS -triphosp hate receptor, type 3 (ITPR3), mRNA 



jbiomo sapiens uiuaitvji i,-r,^uiHuv » K r— » ^ ' pXTA 

Homo sapiens inositol 1 A5-triphosp hate receptor, type 2 (ITPR2), mKJN A 
— ^ : -, ^ ^ r ^.:Li,.^n+ 0 ^ Vinacp R fTTPKBY mRNA 



flOmO SapiCllS niuoitiri x,r, --mK"~»i r ' /TrT ^V-r»\ text A 

Homo sapie ns inositol 1 A5-trisphosp hate 3-kinase B (TTPKB), mRNA 



NM 002219 



NM 002218 



NM 002216 



NM 002215 



■t iomo sapiens iiiuaniui j.,-t ? -/-h.*qk*"^k™ i ~ — 

Homo sapiens inositol 1 ,4,5-trisphosphate 3- kinase A (ITPKA), mRNA. 
Ho mo sapiens integral membrane protein 1 (HM 1), mRNA 



nomo sapi ens raic^im n ^ iu^^^ — - \ - — : — 

Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrein-sensitive 

glycoprotein) (ITffl4), mRNA 



glycoprotein ) uiuih;, iiuxi^ ; — > VA 

H omo sapiens interna (globulin ^ inhibitor, H2 polypeptide ITIH2) mRNA 
— ~- /„i„u,.i;„a ;^iKit^t- Ml nnlvr.pnti d e flTIHD. mRNA 



NM 000889 



NM 002212 



NM 000213 



NM 002211 



NM_002210 



NM_002209 



NM 002206 



NM_002205 



NM 003749 



NM 001571 



NM 002198 



Homo sa piens inici-«tiM" a \ » — r—-r r , — ; : T - 

H^mo" aniens inter-al pha (globulin) inhibitor, HI p ol yp e p ti de (ITIH1), mRNA 
— . , • i_ -7 /T-rrrD'A „bma 



Homo sapiens in tegrin, beta 7 (ITGB7), mRNA 
— . —. , a a; /r 



nuuiu aa pit.ua unvymi — ■ \ 

Hnmn sanie ns integrin beta 4 bindingprotein (ITGB4BP), mRNA 

— . . . . 1 a /v-t<~l-oa\ ™TJ'KT A 



Homo sapiens integrin, beta 4 ( ITGB4), mRNA — — 

Homo sapiens integrin, beta 1 (fibronectin receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGB1), mRNA 



(JJJZV mciuaes lvu^r/,, iv±o^j-^; v** v^ + /, — 

Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 

CD51) (ITGAV), mRNA 



UUDl) ( 1 1 UA V ), nim^ -t 

Homo sapiens integrin, alpha L (antigen CD1 1A (pi 80), lymphocyte function- 
associated ant igen 1; alpha polypeptid e) (ITGAL), mRNA _ 



Homo sapiens integrin, alpha 7 (ITGA7), mRNA 

Homo sapiens integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 
(ITGA5), mRNA 



^JL J. KJJT\.+s /} IXLL^L^J. v . 

Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 

—. : ^ r + o /TDT71\ ^T?XT 



rnjiii\j aoutwuo xmv**^* M.~~~ r v — — 

Homo sapiens interferon regulatory factor 3 (IRF3), mRNA 
Homo sapiens interferon regulatory factor 1 (IRF 1), mRNA 
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NM 002196 


TTnmA coni anc in cnl innma _a ccAPiafpH 1 ( TT> iSlVl 1 /. TTlXvN A. 


TvT\ A A AO 1 HC 

NM 002195 


tTatvia ponipnc incnlin-liVp A fnlaPPTlta i ffMSL4)« ITlRNA 


NM_001565 


TjrtTYir» cQnipnc email inrliirihle evtnkine subfamily B (Cys-X-Cys), member 10 
(SCYB10), mRNA 


NM__002 1 92 


xjrtm^ cortipnc inhihin hpta a faptivin A activin AB alpha polypeptide) 
(TNHBA), mRNA 


~KTK A A A ~\ C £. A 

NM 001564 


u ArnA conipnc inViiViitnr oTowth fhmilv member 1 -like (TNG1L), mRNA 


NM 003669 


Homo sapiens lnacuvaiion esivdpc i ^unj^i^, ii| - ln - l . 


-V.TTV yC AA AO C A 

NM_000oo4 


Unmn pompnc TMT> /'inAQirtp rnnnnWhnQnhate) dehvdroeenase 2 (TMPDH2), 
tiomo sapiens livix ^muoiiic iiiuinj^n*jo|^iiai^y uvuj u.i ug^i*uuw v-^- / > 

■mPXT A 

UJLKJLNA . 


NM_000oo:5 


Wr»mn conipnc TN/TP Ann^ine mnnonhosnhate) dehydrogenase 1 fDMPDHl), 
mRNA 


XTAvT AH1 CC7 

JNM 00155/ 


TJnmn conipnc intprlpnkiri R recentor beta fIL8RB\ mRNA 


JNM 000034 


tTrkTm/^ o^t^ipnc intprlpnVin S rpr.pntnr alnba TIL8R^A\ mRNA 


TvTTV A A AO IOC 

NM 002 1&5 


XJatyi/-\ conipnc iT-it^rlpi iVin *7 rpppntrtf fTT VR ^ m R.1NTA 

xxomo sapiens inicricu.iviii / icl/ojjuji / j-^y? iiixx_L^-r^. 


"KTN A AAAOOA 

NM 000ob0 


rlomo sapiens mLeneuKin / v.*- 1 ^' )-> huvln/ - ^ 


\t» jc AAOIO/1 

NM_002 1 84 


UrtTviA n„nio«c -i^+^ri/ani-iri A cional trfmQfhirer ( on 1^0 onco statin 1VI receptor) 
JriOTno sapiens iniericuKin o oi^iidi Liaiiou.u^^i ^pi^v? uuvuaiuuw m * V wv^«.w*.y 

^JLLOo 1 ^, niivlN/\. — 


TvTTvyr nnf\C£C 
NM 00U565 


TT Amrt ccinipn c i-nt<=»rlF»iiVin f\ TPPPntOT ^fl ,6R^ TTlRNA 

IlOinO SdpiCno lllLCliCUJvlll VJ lt.^c;jJti^i yj-L-/V^iv^, iiixvi.^j v — — . 




TTnmo canipTiQ intprlpnTdn S Tcolonv-stimulatine factor, eosinophil) (IL5), mRNA 


NM 00U5o9 


U ATnn conipnc intprlpnVin 4 (TX 4^ mRNA 


JNiVl UUUDoo 


T4Vvmn cnnipnQ intprlpiiTcin ^ fcolonv- stimulating factor, multiple) (IL3), mRNA 


JNiVl UUUo / o 


tJaty-ia conipnq interleukin 2 receDtor beta TIL2RJ3), mRNA 


xnv/r nn^s^id 

JNlvi UUjoj*} 


WAmn Qn-nipnQ intprleulcm 1 receDtor-like 2 fULlRL2), mRNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (ILIRAP), mRNA 


(\C\(\Q'1'1 

NM OUOo/ / 


TJatma conipnc intprlpnVitl 1 TPPPntOT tVDP> 1 ^Tl^lRl 1 mRNA 

riornt) sapiens lntciicLiiviii i lt/W'C/jjtwi, lyjj^ a \±a->±m.^xj 9 uu.vi.ixv 


NM 0Ujo5J 


u AmA canipnc intprlpulHn 1 R rpppTitor accessorv nrotein nL18RAP), mRNA 
nomo sapiens iiilci icuiviii i o ic^/ojjuji aubLaoui y piwivm *. y 5 


NM 00jo55 


TT nrriA conipnc intprlpnVin 1 8 rpcentor 1 riLlRRl^ mRNA 
iiomo sapicnb 11iLc11cu.1vi.11 10 i t^ut^^j ikjl l ^ij-<iui\iy, iiuu.nv 


NM 001562 


u AtnA conipnc intprlpuVin 1 R fintprferon-ffamma-inducuic factor) fEL18), mRNA 


NM„002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 

R^ riT 1 7^ mPl\T A 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (IL15RA), mRNA 


NM OUzloo 


TJatyia cam'pnc infprlpnVin 1 ^ ^Tl 1 ml^T**JA 


NM 001559 


UAtnA nanipne intprlpnVin 1 9 rpppritor bpta 2 fTL12RB2) mRNA 

JriOiuO sapiens 1n1cr1ctiKJ.11 1^ icocijwji, uclo. ±* y±j^r L^x\^f^ j y liuvi^ii. 


NM_00Zlo / 


conipnc intprlpnVin 1 ^natural killer cell stimulatory factor 2, cytotoxic 
lymphocyte maturation factor 2, p40) (BL12B), mRNA 


"KTTV A AAA COO 

NM_000bo2 


rr ATnA CQn i pnc int^rlpnVin 19 A Tnatiiral killer cell stimulatory factor 1, cytotoxic 
xiomo sapiens lntcncuKjn 1 tiidiuidi isant^i ^v/n oumuioiwij > w j ^iu/vw 

lymphocyte maturation factor 1, p35) (1L12A), mRNA 


XTTV A AAA/COO 

NM 00062o 


U/\rv>r» conipnc intprlpillrin lO Tf*r(*r%tC\r V^Pta ^ff.lORB^ mRNA 

riorno sapiens mtcrictiiviii iu icccljiui, ucia v- 1 ^ Avtj / ? 1 x 


"X TTV if AA1 CCO 

NM 00155o 


UnmA nonjpnc int<=»-rl puVin 1 Ci rpppntnr alrVha ^TT.IORA^ mRNA 

Homo sapiens mieneuKjn iu rcLvcpuji, dij^iia. ^ojj i vivn /, iiuvm^v 


IN iVi_U UjOj" 


Mnmn saniens inhibitor of kanna lieht Dolvoeptide gene enhancer in B-cells. 
Vir»a<;p gamma CTKBKGi mRNA 


NM_00jO4U 


Mnn-iA canipnt; inliibitnr nf kanna lipht nolvnentide eene enhancer in B-cells, 
lrina<;e comnl ex -associated nrotein fUCBKAP), mRNA 


XN1VI UU 1 JHZ 


Wntnn <?aniens immunoglobulin sunerfamily, member 3 (IGSF3), mRNA 


"KTA/f Hft1 
JN1V1 


Unmn «sar>ien«; immunoglobulin sunerfamilv, member 1 (IGSF1), mRNA 


NM 002180 


Homo sapiens immunoglobulin mu binding protein 2 (IGHMBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-like growth factor binding protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBP1), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 1 
NM 002177 1 
NM 002176 ] 
NM 000874 ] 
NM 002170 1 


iomo sapiens interferon-related developmental regulator 1 (IFRD1), mRNA 

lomo sapiens interferon, ometra 1 (EFNW1), mRNA . 

rtomo sapiens interferon, beta 1, fibroblast (IFNB1), mRNA 

Hnmo saniens interferon (alpha, beta and omega) receptor 2 (IFNAR2), mRNA 

Homo sapiens interferon, alpha 8 (IFNA8), mRNA 

Homo sapiens interferon, alpha 5 (lbNA5), mRNA _ 


NM 002169 
NM 002175 
NM 002173 
NM 002172 
NM 002171 

JNiVi__UU 1 Jt+y 


Homo sapiens interferon, alpha 21 (IbNAZl), mKJNA 

Homo sapiens interferon, alpha 1 6 (IFNA1 6), mRNA 

— T ~ 1> it t a ft \ ; K.T A 1 A \ t-v\*D "\T A 

Homo sapiens interferon, alpha 14 (JLfrNA14), mRNA . 

Homo sapiens interferon, alpha 10 (IFNA10), mRNA 

Homo sapiens interferon-induced protein with tetratncopeptide repeats 4 (DTI 4), 


NM_001548 


Homo sapiens interferon-induced protein with tetratncopeptide repeats 1 (IFIT1), 
mRNA. 


NM_003641 


Homo sapiens interferon induced transmembrane protein 1 (9-27) (IFITM1), 
mRNA - 


NM 000204 
NM_002168 


Homo sapiens I factor (complement) (11- ), mRNA 

Homo sapiens isocitrate dehydrogenase 2 UNADl-t-j, mitochondrial tiuwz;, 
nuclear gene encoding mitochondrial protein, mRNA _ 


NM_001546 


Homo sapiens inhibitor of DNA binding 4, dominant negative heiix-ioop-hehx 
protein flD4\ mRNA — 


NM_002166 


Homo sapiens inhibitor of DNA binding 2, dominant negative hehx-loop-helix 
protein OD2), mRNA . — 


NM_002165 

ISM UUZIOU 
NM 000871 
NM 000869 
NM 000868 
NM 000867 
NM 000865 


Homo sapiens inhibitor of DNA binding 1, dominant negative nehx-loop-helix 

protein (EDI), mRNA - 

Homo sfmifT'* hPTrahrachion ftenascin C, cytotactin) (HXB), mRNA _ 

Homo sapiens 5-hvdroxytrvPtamine (serotonin) receptor 6 (HTR6), mRNA 

Homo sapiens 5-hydroxytrvptamine (serotonin) receptor 3 A (MIRiA), mRNA 

Homo sapiens 5-hydroxytrvptamine (serotonin) receptor 2C (H1R2C), mKNA 

Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2B (iilRZBJ, mRNA 

Homo sapiens 5-hydroxytryptamme (serotonin) receptor IE (H1R1K), mRNA 


NM 000864 
NM 000863 
NM 000524 
NM 002159 
NM 002158 
NM 001541 
NM 002155 
NM 001539 


Homo sapiens 5-hydroxytryotamine (serotomn) receptor ID (HTR1D), mRNA 

Homo sapiens 5-hydroxytryptamine (serotonm) receptor IB (HTR1B), mRNA 

tt : c t« jfrt vt rin mromin p ( c proton irA recentor 1A (HXR1A), mKJNA. 

Homo sapiens 3-nyuroxyirypiduiiiic ^chjiajahh; l^vpiui ±± — \ u. — 

Homo sapiens histatin 1 (HTN1). mRNA 

Homo sapiens human T-cell leukemia virus ennancer iacior iniuj, 

Homo sapiens heat shock 27kD protein 2 (HSPB2), mRNA 

Homo sapiens heat shock 70kD protein 6 (HSP70B'^> (HSPA6), mRNA 

Homo sapiens heat shock protein, DNAJ-like 2 (HSJ2), mRNA . 


NM_000198 


Homo sapiens hydroxy-delta-5 -steroid dehydrogenase, 3 beta- and sreroid delta- 
isomerase 2 (HSD3B2), mRNA — 


NM_000862 

NM 000414 
NM 002153 
NM 000413 
NM 000196 


Homo sapiens hydroxy-delta-5-steroid dehydrogenase, 3 beta- and sreroid aeita- 

isomerase 1 (HSD3B1), mRNA — 

Homo sapiens hydroxysteroid (17-beta) dehydrogenase 4 (HSD17B4), mRNA 

Homo sapiens hydroxysteroid (17-beta) dehydrogenase 2 (HSD17B2), mRM A 

" Homo sapiens hydroxysteroid (17-beta) dehydrogenase 1 (HSD1 /Bl), mRNA 

Homo sapiens hydroxysteroid (1 1-beta) dehydrogenase 2 (HSD11B2), mRNA 

Homo sapiens hepsin (transmembrane protease, serine 1 ) (HFJN), mRNA 


NM 002151 
NM 000860 
NM 002150 
NM 002143 
NM 002148 


Homo sapiens hydroxyprostaelandin dehydrogenase 15-(NAL>.) (tW(jL)), mRNA 

Homo sapiens d-hvHrr.vvnhe.r.vlnvruvate dioxygenase (HPL>), mRJNA 

Homo sapiens hippocalcin (HPCA), mRNA . __ 

Homo sapiens homeo box D 10 fflOXDlO). mRNA _ 
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TsTK>f OH? 147 


Homo <;ar>ien"? homeo box B5 (HOXB5"), mRNA 


N7V/T Ofi? 146 

1N1VI vUZ-IHU 


Homo saniens homeo box B3 (HOXB3), mRNA 


NM 00914S 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 0fP144 

IN iVl UU«1 *T t T 


Homo sarriens homeo box Bl fHOXBl), mRNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


"MM 009141 


u nmn Qor»i f*r\ c Vinmpn box A 4 fHOXA4 1 mRNA 


XTN/T OHO^'?'? 
iNlVl UUUjZZ 


Hnmn cariipnc homeo box A 13 fi^OXAlS), mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


xnv/f nnn/i^'7 


u nmn canipnc hf»r»ntnrvtp nuclear factor 4 aloha ( H_NF4A). mRNA 

JIOITIO SdpiCIlS llCpdlUt/y LC llliv'iV'Cii ioviaji t, oiiy/xia- \i-u^ »-/) »- 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 

TYlPNA 

ITlxvlN/\ _ . — 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOX1), mRNA 


XTA /f fiAO 111 


tirtrv»n DoniAnc Vii rrVi mr%v*iiitAr orm i"n ( n rmli i Qtnn p chromosomal^ orotem isoforms I 

JTlOIlTO Sapiens IllHIl - IIlUUlll IV HlUUp yAlL/Hlllol.vyiii-' vi 11 \jxxixjij\ji.im.**m.j pivi.vui AkJV -'- 1 - Wi 

ana a ^rxivivji x j 9 iiiisjln/-y 


JNiVL_UUZ13U 


TTn mri cam'pnc ^ "h\/Hrr*Y\/-^-mf»th\/1 crhit;vral-CVieTi7vme A svnthase 1 (soluble) 
noiriu Sapiens j—nyuiuAy iiicLiijr igitiiciijf i v^-^wiixjjrui^ j. ». «~> j' iiti iul,v v / 

(HMGCSl), mRNA 


xnv/r AAino 
NM_UUzIZo 


Urktvirt caniortc Vii rrVi mr\Ki1 i t-\; o-rrmr* /VirvnVii stone chromosomal i OrOtem 1 

Jtlomo sapiens mgn-mouiiiiy group ^iiuiiiiioiuiiC' ujnuaumaiy l^hji^hx a 
^riivivj i ), rniviN/v 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


JNM UUZlZO 


Ur\n-irt cintAiono 1i*»*-»o+i r» 1 #»1 llr*»TITI 5» "fci r*tT*T /T-TT 1 TTlP A 

riomo sapiens nepaiic icuitciiiia. x<l\si\ji yni^x j y uuu^n. 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 

/TXT AT ^ tnPNA 


XTA/f 

JNM UU-ilZ/ 


tJatvia ooni«>nc T-TT A _<^» lii ctor*nmr\5itihi1itv antip^prt class T G fHLA-G). mRNA 


NM_002123 


Homo sapiens major histocompatibility complex, class II, DQ beta 1 (HLA- 

nr\R 1 \ rnPMA 

ij^D i j, nuviN/\ 


XTN/f AA1 CIA 

JNM._UU OJU 


TT^r^rk conipnc ViTmrk-vi^_-inHnr ihl e* fpptor 1 alnTia <siihiiTiit ( basic helix-loon-helix • • 

XlomO SdpiCnS IlypOA.id.~LllVlU.L»lL/lw ldv lui l , aij^iia ouuuiiil ^uaoi^ A lvlliV »j.wa^». 
CranScripLlOn laC-LUl ) yri±r Lr\.J, iiixvin^v 


MM nni 


T-Tnmrk cnnipnQ T-TrrF artivator fHGFAC» mRNA 

XlDIl IVj odpiCllo X 1 Vj 1 dOt I V CltV-Pl ^lAVJl JTL-KsJ} liUVi^i l 


nm nnni R7 

1N1VJL__UUU 1 o / 


HnmA sinni^nQ h nm na en fixate 1 2-dioxvffenase fhomofientisate oxidase) (HGD), 
mRNA 


NM 000410 

IN i.Vi uv/ut 1 Vy 


Homo ^aniens hemocliromatosis (HFEj, mRNA 


NM 000186 


Homo sapiens H factor 1 (complement) (HF1), niRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESX1), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


1N1V1 UUZ 1 1U 


]J nrrift ccinipnc Vif^mnnrviftir ppll Irina^P. fHCTFO TTlRNA 
XaOIHU odpiCIlo IlClllULUJlCLl^ l/Wll lvlll<*i3V^ ^iiviy^, iillm 11 1 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HAT1), mRNA 


NM 001523 


Homo sapiens hvaluronan synthase 1 (HAS1), mRNA 


X TK K e\c\c\ 1 oo 

NM — OOUloJ 


JbiOnio sapiens ny oroxyacyi-^oenzy mc r\ ucxiyurogend.se/j-Kciuauyi v^uciiz.yint. 

a +T-»-i/Vlac<»/e»nrv\7l r'npn'^mip A h\/r1"rataQp (ir\ "ft in cti on a 1 TYroteirA beta sub unit 
/v inioiase/enoyi-v^oenzyiiic /a. iij^uiciia.oti ^niiuii^tiv/iicn jljiv/^iii^, wvio auuumi 


JN1V1_UUv/ 1 


TTrvmrt QaniVnc Vi\/r1rnvvppv1-Coen7ATTie A dehvdroffenase/3-ketoacvl-Coenzvme 
A thinlA<Wpnnv1-Pnpn7 n vme A hvdratase ftrifunctional orotein). aloha subunit 
(TTADHA) mRNA 


vTN/f nn^^4S 

1N1V1 vUJ JtO 


Homo <?anieri9 FT4 histone familv 2 CH4F2), mRNA 


NM orns47 


Homo sani^ns H4 histone familv member L (H4FL), mRNA 


NM ocns44 

IN 1V1 U V/ D J*-r*-r 


Homo ^aniens TT4 histone familv. member I (H4FD. mRNA 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 ] 
NM 002107 ] 
NM 003528 1 
NM 003526 ] 
NM 003525 
NM 003524 
NM 003523 
NM 003522 
NM 003518 
NM 002106 
NM 003516 
NM 003513 
NM 003512 
NM 003612 


lomo sapiens H3 histone family, member A (H3FA), mRNA 

Somo sapiens H3 histone, family 3A (H3F3A), mRNA 

Homo sapiens H2B histone family, member Q (H2BFQ), mRNA 

Homo saniens H2B histone family, member L (H2B1'J^), mKJNA 

Homo sapiens H2B histone family, member K (H2Bf K), mRNA 

Homo sapiens H2B histone family, member J (H2BFJ), mRNA 

Homo sapiens H2B histone family, member H (H2BFH), mRNA 
Homo sapiens H2B histone family, member G (H2BFG), mRNA 

Homo sapiens H2B histone family, member A (H2BFA), mRNA 

Homo sapiens H2A histone iamuy, memoer z, ttizAr^, uuvlnj-v _ 

Homo sapiens H2A histone family, member O (H2AFO), mRNA 

Homo sapiens H2A histone family, member M (H2AFM), mRNA 

Homo sapiens H2A histone family, member L (H2AFL), mRNA 

Homo sapiens sema domain, immunoglobulin domain tig), and CrPI membrane 
anchor, (semaphorin) 7 A (SEMA7A), mRNA 


NM_002104 

NM 002103 
NM 002102 


Homo sapiens granzyme K tserine protease, granzyme 3; tryptase ii) tu^ivuvj, 

mRNA 

Homo sapiens glycogen synthase 1 (muscle) (GYS 1 ), mRNA _ 

Homo sapiens glycophorin E (GYPE), mRNA 


NM 000181 
NM 000858 
NM 001522 
NM_000180 

NM 000857 
NM 000856 


Homo sapiens glucuronidase, beta (GUSB"), mRNA . 

Homo sapiens guanylate kinase 1 (GUK1), mKJNA 

Homo sapiens guanylate cyclase 2F, retinal (GUCY2F), mRNA 

Homo sapiens guanylate cyclase 2D, membrane (retina-specific) (GUCY2D), 

Homo sapiens guanylate cyclase 1, soluble, beta 5 (UUL x lbi), huvin^ _ 

Homo sapiens guanylate cyclase 1, soluble, alpha 3 (GUCY1A3), mRNA 


NM 000855 
NM 000409 
NM_001517 


Homo sapiens guanylate cyclase 1, soluble, alpna z iuuL 1 UUXiN ^ 

Homo sapiens guanylate cyclase activator 1 A (retina) (GUCA1 A), mRNA 
Homo sapiens general transcription factor IIH, polypeptide ^ pzku suoumt; 
(GTF2H4), mRNA - 


NM_002096 


Homo sapiens general transcription factor IIF, polypeptide 1 (/4KU subumi) 
(GTF2F1), mRNA 


NM_002095 


Homo sapiens general transcription factor HE, polypeptide I (beta subunit, 
34kD) (GTF2E2), mRNA — 


NM_0O1513 

NM 000853 
NM 000851 
NM 000850 
NM 000849 
NM 000848 
NM 001512 
NM 000846 
NM 000178 
NM 002094 
NM 000177 

1N1V1 WiV7J 

NM 002092 
NM 002091 
NM 002090 
NM 002089 
NM 001511 


Homo sapiens glutathione transferase zeta 1 (maleylacetoacetate isomerase; 

(GSTZ1), mRNA . . 

Homo sapiens glutathione S-transferase theta 1 (GSTT1), mRMA _ 

Homo sapiens glutathione S-transferase M5 (GSTM5), mRNA 
Homo sapiens glutathione S-transferase M4 (GSTM4), mRNA 
Homo sapiens glutathione S-transferase M3 (bram) (GSTM3), mRNA 
Homo sapiens glutathione S-transferase M2 (muscle) (GSTM2), mRNA 
Homo sapiens glutathione S-transferase A4 (GSTA4), mRNA 
Homo sapiens glutathione S-transferase A2 (GSTA2), mRNA 

Homo sapiens glutathione synthetase (GSS), mRNA — 

Homo sapiens Gl to S phase transition 1 (GSPT1), mRNA 
Homo sapiens gelsolin (amyloidosis, Finnish type) (GSN), mRNA 
Homo sapiens glycogen synthase kinase 3 beta (GSK3B), mRNA 
Homo sapiens G-rich RNA sequence binding factor 1 (GRSF1), mRNA 

Homo sapiens gastrin-releasing peptide (GRP), mRNA 

Homo sapiens GR03 oncogene (GR03), mRNA 
Homo sapiens GR02 oncogene (GR02), mRNA 

Homo sapiens GROl oncogene (melanoma growth stimulating activity, alpha} 
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(GROl), mRNA J 


NM 002087 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), rriRNA 


"MM 000844 

IN lvx vwVy 0*T*-r 


Homo saniens elutamate receptor, metabotropic 7 (GRM7), mRNA 


"NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (GRM4), mRNA 


NM 000840 

l > ivx yvvUTu 


Homo sapiens glutamate receptor, metabotropic 3 (GRM3), mRNA 


NMJ)00176 


Homo sapiens nuclear receptor subfamily 3, group C, member 1 (NR3C1), 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, ionotropic, kainate 3 (GRIK3), mRNA 


NM 000830 


Homo sapiens glutamate receptor, ionotropic, kainate 1 (GRIK1), mRNA 


NM 002086 


Homo sapiens growth factor receptor-bound protein 2 (GRB2), mRNA 


NM 00^085 


Homo sapiens glutathione peroxidase 4 (phospholipid hydroperoxidase) (GPX4), 
mRNA 


NM 002083 


Homo sapiens glutathione peroxidase 2 (gastrointestinal) (GPX2), mRNA 


NM 00^082 


Homo sapiens G protein-coupled receptor kinase 6 (GPRK6), mRNA 


NM 001504 


Homo sapiens G protein-coupled receptor 9 (GPR9), mRNA 


"NTlVf 001508 


Homo sapiens G protein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protein-coupled receptor 38 (GPR38), mRNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


"NM 001505 

IN 1VA UU 1 J U J 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NM 001 SO^ 


TTomo ^aniens fflvcosvlnhosohatidvlinositol specific phospholipase Dl (GPLD1), 
mRNA 


NM 00040 R 

IN JAM. \J \J V/"v/ Cj 


Homo sapiens glycerol-3 -phosphate dehydrogenase 2 (mitochondrial) (GPD2), 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


7\TM 00^081 


TTomn saTviens plvnican 1 (GPCli mRNA 


NM 000174 


Homo sapiens glycoprotein IX (platelet) (GP9), mRNA 


MM 00017^ 

INlVx v/vr\J L l D 


T-Tomn <:arvien<? f*lvconrotein Tb (platelet^ aloha polvpeptide (GP1BA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1, soluble (aspartate 
aminotransferase 1 1 fGOTl). mRNA 


NM_002076 


Homo sapiens glucosamine (N-acetyl)-6-sulfatase (Sanfilippo disease 111D) 
CGNS} mRNA 

1 V_J X n k_J y ^ XX XX VX nX*. 


NM 001501 


Homo sapiens gonadotropin-releasing hormone 2 (GNRH2), mRNA 


NM 0008^5 


"Rnmo <samens ffonadotronin-releasinp hormone 1 fleutinizine-releasing 
hormone) (GNRH1), mRNA 


NTM 002075 

XN1VX \J\J £*\J 1 


Homo <;aniens guanine nucleotide bindine nrotein fG protein), beta polypeptide 3 
(GNB3), mRNA 


NM 002073 

IN IVX \J \J *—\J 1 J 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM 00017? 


Uftmn Q5mipn<; cnianine nucleotide binding nrotein (G protein), alpha transducing 
activity polypeptide 1 (GNAT1), mRNA 


NM 00^07? 


Hnmn «;anien<? pnanine nucleotide bindine nrotein fG protein), Q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NMJ)02070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 I 
c 

NM 003875 I 
NM 002066 I 
NM 001500 I 
NM 002065 I 


• _ KinHinff nrotein (G protein), alpha 1 1 (Gq 

lomo sapiens guanine nucleotide Dinunig piuu-m v w v » r 

lass) (GNA1 1). mRNA __ — — — — 

sapiens guanine monphosphatesynthetase (GMPS) mRNA 

lomo sapiens GPI anchored molecule like protein (GML), mRNA _ 

Jomo sapiens GDP-mannose 4.6-dehydmtase (OMHS), ttikina 

Tomo sapiens glutamate-ammonia ligase (glutamme synthase) (GLUM. mKT, A _ 


NM 002064 1 
NM 000824 1 
NM 002063 1 
NM 002062 
NM_000170 

NM 000169 


lomo sapiens glutaredoxin (thioltranslerase) (.oLRJv), mRN A . 

lomo sapiens glycine receptor, ucia y^^-i^y, * — . 

FTomo saoiens glycine receptor, alpha 2 (GLRA2), mRNA _J 

ff"jr n «r™ R plncaeon-like peptide 1 receptor yoLHR), mRNA 

Homo sapiens glycine dehydrogenase (decarboxylating; glycine decarboxylase, 

glycine cleavage system orotein P) (GLDC), mRNA _ 

Homo sapiens galactosidase. alpha (GLA), mRNA . 


NM 000167 
NMJ300166 

NM 002060 
NM 000164 
NM 000823 
NM 000163 
NM 000821 


Hnmn sapiens glycerol kinase (GK), mRNA _— 

Homo sapiens gap junction protein, beta 1, 32kD (connexm 32, Charcot-Mane- 

Tooth neuropathy, X-lmJcea ) i^jj c ij, nuvi^ . — 

Ho™ sapiens 2 ap junction protein, alpha 4, 37kD (connex n 37 (G A4), mRNAj 

Ho m « saoiens gastric inhibitory_pojy2eptide receptor (Off R) 

Homo sapiens growth hormone releasmg hormone receptor (GHRHR), mRNA 

Homo sapiens growth hormone receptor (GHR), mRNA . 

Homo sapiens gamma-glutamvl carboxylase IuulX), mRNA . 


NM 001495 
NM 002055 
NM 003943 
NM 000514 
NM 001493 
NM_001491 


Homo sapiens GDNF family receptor alpna z (GFRA2), mRNA 

— — ■ . 1- i o-^ir. r>rnt«»in (TTFAP). mRNA 

Homo sapiens glial fibrillary acidic protein <vjr.»j;, im^-. . - 

H „™ c * r in« penethonin 1 (GENX-3414), mrJA 

Homo sapiens elial cell derived neurotrophic factor (GDNb ), mKJNA 

TTomo sapiens GDP dissociation inhibitor 1 (GDI1), mRNA 

Homo sapiens glucosaminyl (N-acetyl) transferase 2, 1-branchmg enzyme 
( GCNT2), mRNA ■• , , T 


NM_001490 

NM 000160 
NM 002054 
NM 001485 


Homo sapiens glucosaminyl (N-acetyl) transferase I, core 2 (beta-l,6-N- 

acetylglucosaminyltransferase) (GCNT1), mRNA . 

Homo sapiens glucagon receptor (GCGR), mRNA ___ 

Homo sapiens glucagon (GCG), mRNA 

Homo sapiens gastrulation brain homeo box 2 «jrBA2), iiuvlNA 


NM 001483 
NM 002048 
NM 001481 
NMJ300819 

NM 002045 
NM 003614 
NM 000154 
NM 001477 
NM 001476 


Homo sapiens glioblastoma amolified sequence mRNA _ 

Homo sapiens growth arrest-specific 1 (GAS1), mRNA 

Homo sapiens growth arrest-specific 11 (liASl l), mkNA . — 

Homo sapiens phosphoribosylglycinamide lormyltransierase, 
phosphoribosylglycinamide synthetase, phosphoribosylammoimidazole 

synthetase ( GARTh mKJNA : ^rri ~ 

Homo sapiens growth associated protein 43 (oAP4i;, mRNA _ 

Homo sapiens galanin receptor 3 (GALR3), mKJNlA _ . 

Homo sapiens galactokinase 1 (GALK1), mRNA . 

Homo sapiens G antigen 7B (GAGE7B), mRNA 

Homo sapiens G antigen 6 (GAGE6\ mRJNA _ 


NM 001475 
NM 001474 
NM 001473 
NM 001472 
NM 001468 
NM_000818 

NM 002043 


Homo sapiens G antigen 5 (GAGES), mKJNA 

Homo sapiens G antigen 4 (GAGE4\ mKJNA 

Homo sapiens G antipen 3 (GAGE3), mKJNA 

Homo sapiens G antieen 2 (GAGE2), mRNA _ 

Homo sapiens G antigen 1 (GAGED, mRNA _ — . — _ _ 

Homo sapiens glutamate decarboxylase 2 (pancreatic islets and brain, mku; 

J Homo sapiens gamma-aminobutvric acid (GAB A) receptor, rho 2 (GABRR2), 
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xNlVl UUZUHZ 


iinmn Q?mipn<; p^mma-aminobutvric acid fGABA) receptor, rlio 1 (GaABRRI), 

IIXJCVX >/a 


NM 000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 


NM 0070^6 


Unmn <5arviens FhrffV blood £TOUD fFYi mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVT1), mRNA 


•vfTv/f nnm^n 

xNxvl_UUU I D U 


u ftmn cqm'pnc: fiirriQvltrnn<;ff»rfl<5P 6 Calnha (\ 3 § fucosvitTansferase) (FU 16). 
mRNA 




Tj nrnn canipnc ■fiirriQ'v/ltranQ'rpraQf 5 Talnha f 1 3^ fticosvl transferase) (FU 15). 
rtVRNA 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 

crw-ifir^ rPTTT4^ mRNA 


NM 000140 


iinmn Qar»ipn«3 fiiro^vl transferase 3 tealactoside 3(4VL-fucosvltransferase, Lewis 
hlood ptoud includedi (TUT3) mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), ml^NA 


NM 000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fiicosyltransferase, 
Rombav nhenotvne included^ fFUTl). mRNA 


NM 000147 ! 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCA1), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTH1), mRNA 


NM 000145 


Homo saniens follicle stimulating hormone receptor (FSHR), mRNA 


NM 000510 

XNXVX \J\J\J 1 v 


TTomo saniens follicle stimulating hormone, beta DolvDeptide fFSHB), niRNA 


NM 001463 

1 > XV A \J\J A *TUJ 


Homo sapiens frizzled-related protein (FRZJ3), mRNA 


NM 000144 

X > XVX \J\J\J I 1 1 


Homo saoiens Friedreich ataxia fFRDA), mRNA v 


NM 001462 

X> J.YA WX*TV/^. 


Homo saniens formvl Deotide receDtor-like 1 rFPRLl), mRNA 


NM 00^029 


Homo sapiens formyl peptide receptor 1 (FPR1), mRNA 


NM 003S38 


Homo sapiens fucose-1 -phosphate guanylyltransf erase (FPGT), mRNA 


NM 002027 

X ^IXVX \J\J \J i-i I 


Homo sapiens farnesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMR1), mRNA 


NM 001461 


Homo sapiens flavin containing monooxygenase 5 (FMOS), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 

X > XVX \J\J Z^\J 1 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 


Homo sapiens frns-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens frns-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM 002019 

J- ATX \J\J £*\J X ✓ 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLT1), mRNA 


NM 001455 


Homo sapiens forkhead box 03 A (FOX03 A), mRNA 


NM 001453 

A ^ATA VV/ 1 — ' 


Homo sapiens forkhead box CI (FOXC1), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXF1), mRNA 


NM 001450 


Homo saniens four and a half LIM domains 2 (THL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHL1), mRNA 


NM 009019 


TTnmn Qpr>if»ns fraoile ViictiHinp triad pene fPHITi mRNA 


NM 000143 


Homo sapiens fumarate hvdratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affinity EE, receptor for (CD23A) 
(FCER2), mRNA 


NM__002001 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide 
(FCER1 A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IeA, receptor for (FCAR), mRNA 
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NM 001988 



NM 001985 



NM_000126 



NM 001438 
NM 000125 



NM_000123 



NM_001983 



Homo sapiens envoplakin (EVPL), mRNA ^ mRNA 

. ; — : n ' oirvV«a ™lvnentide f alutanc aciduri 



Homo sapiens eieciron-*ransici-j.iav^ w<~"*> r ~- J r .r. — - - 

Homo sapiens electron-transfer-flavo protein, alpha polypeptide Igiutaric aciduria 
m (ETFA) , nuclear gene encodin g mitochondrial protein mKN A 



Ttnmn sa piens estrogen-related receptor gam ma (ESRRG), mKNA 



XX\JH1*J oapJ^^'" v) _f^.^- 0 ^ — k — 

Homo sapiens estrogen receptor 1 (ESR1), mRNA ■ ^ 

Homo sapiens excis ion repair cross-complementing r^r^ ^ defici^y, 
complementation group 5 (xeroderma pigmentosum, complementation group G 

rrnr.Vavn e syndrome)) (ERCC5), mRNA _ . 

HolnTsapiens excision repair cross-complementing rodent repair deficiency 
complementation group 1 (includes overlapping antisense sequence) (ERCC1), 
mRNA 



NM 000502 



NM_001981 



NM 000799 



Homo sapiens eosinophil peroxidase (EPX), mRIN A /ppS15^ 

Homo sapiens epidermal growth factor receptor pathway substrate 15 (EPS15), 

mRNA 



NM 001980 



NM 001431 



NM 001430 



Homo sapiens erythropoietin (EPO), mRNA 

: : , •_ xT7TvnvjT\ T>7vTA 



J. JLU11HJ ofl ^wn | J w * J y £-£ 

Homo sapiens epimorphin (EPIM), mRNA ^. T ? , r T FT 

Hq^o" gjj^ eryt hrocyte membrane nrntem band 4.1-l ike 2 ( EPB4 1L2), mRNA 



NM 001977 



NM_001974 



NM 001425 



H omo sapiens ctyuu ^y^ fi^ii^intr » " XT . 

Homo sapiens end othelial PAS domain protein 1 ■ , j 

H omo sapiens glu tamyl aminopept i dase (aminopeptidase A) (ENPEP) mRNA. 
" — ^ f +„,-^„ miirin-like. hormone receptor-like 



Homo sapiens gl utamyl cuuuiuh'-h"""^ v — — r-- r - — ^ — — — 

Homo sapiens egf-like module containing, mucin-like, hormone receptor-like 

sequence 1 (EMR1), mRNA 



NM 001424 



NM 001423 



NM 001421 



NM_001419 



NM 001972 



sequence i y&mj^jjz . — — — 

Homo sapiens epithelial membrane protein 3 CEMP3), mRNA 



HOmo sapicna ^pmi^.u. , . ■ 

Homo sapiens e pithelial membrane protein 2 (EMP2), mRNA 



nornu sapiens ^hhu^iw d ~ 1 — — r 

Homo sapiens ep i thelial membrane protein 1 (EMP 1), mRNA 
Homo sapiens E74- 1ike factor 4 (ets domain transcnption factor) (ELF4) mRNA 
— ^ =ri i rrnJuTi .knnm!) visirm. Drosophila)-like 1 (Jtiu 



Homo s apiens a/^-iiKe iaaw t y^u> " r - — jr- — i 

Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 1 

antigen R) (ELAVL1), mRNA 



NM 001970 



NM_001418 



NM_003732 



NM 001968 



NM_001416 



aiitigwii J v-*- 1 ^ *• * ~ ~ j-> . 

Homo sapiens elastase 2, neutro p hil (ELA 2), mRNA — — - 
Homo sapiens eukaryotic translatio n initiation factor 5A (EIF5A), mRNA 

; — r: — f*c*nr A iramma 2 (EIF4(j2 



Ho mo sapiens euKary o m; uauaia^.. > XTE^7Fo\ 

Homo sapiens eukaryotic translation initiation factor 4 gamma, 2 (EIF402), 

mRNA 



Homo sapiens eukaryotic translation initiation factor 4E binding protein 3 
(EIF4EBP3), mRNA 



Homo sapiens eukarvotic translation initiation factor 4E (EBP4E), j— - 
Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), 
mRNA 



NM 003753 



NM_001568 



NM_003754 



NM_003757 



Homo sapiens eukaryotic translation initiation factor 3, subunit 7 (zeta, 66/67kD) 
(EIF3S7), mRNA 



Homo sapiens eukaryotic translation initiation factor 3, subumt 6 (48kD) 

(EIF3S6), m RNA — T7 ^ ai^t< \ 

Homo sapiens eukaryotic translation initiation factor 3, subunit 5 (epsilon, 47kD) 

(E1T3S5), mRNA 



Homo sapiens eukaryotic translation initiation factor 3, subunit 2 (beta, 36kD) 
(EEF3S2), mRNA 



NM 



003750 I Homo sapiens eukaryotic translatio n initiation factor 3, subunit 10 (theta, 
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150/170kD) (EIF3S10), mRNA 


NM_001415 


Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 


JNJYL__Ul/0 zAJO 


Mnmn saniens eukarvotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
rPTF?S9^ mRNA 


xtm ooiQ^fi 

IN xvi _\J\J i yw 


Homo sapiens enoyl-Coenzyme A, hydratase/3-hydroxyacyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 


"NTM 001 Q65 


Homo saniens earlv growth response 4 (EGR4), mRNA 


NM 001964 


Homo sapiens early growth response 1 (EGR1), mRNA 


mm 001 406 


Homo saniens enhrin-B3 CEFNB3), mRNA 


TOA/f no 1 Q£? 


Unmn catiien<; enhrin-A5 (EFNAS^ mRNA 


lsJTV/f 001405 


Homo sapiens ephrin-A2 (EFNA2), mRNA 


NM 001961 


Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 


mm ooiqsr 

IN JLVJL W17JO 


Homo saniens eukarvotic translation elongation factor 1 alpha 2 (EEF1 A2), 
mRNA 


NM 001956 


Homo sapiens endothelin 2 (EDN2), mRNA 


NM_001955 


Homo sapiens endothelin 1 (EDN1), mRNA 


7\TM 003775 


Homo saniens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 


NM 001399 


Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 


>JM 001^07 


Hnmn saniens endothelin converting enzvme 1 (ECE1), mRNA 


XTM 00^740 

IN 1V1_U UjZHU 


Homo saniens endometrial bleeding associated factor (left-right determination, 
factor A; transforming growth factor beta superfamily) (EB AF), mRNA 


XTM" 001 OAR 


Homo ^aniens dUTP nvronhosphatase fDUTh mRNA 


MM OO1045 
1N1V1 UU 1 y+D 


Unmn saniens dinhtheria toxin receptor (heparin-binding epidermal growth 
factor-like erowth factor") (DTR), mRNA 


NM 001939 


Homo sapiens dystrophin related protein 2 (DRP2), mRNA 


MM 001 Q3R 


Homo saniens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DR1), mRNA 


MM 001387 


Wnmn saniens dihvdronvrimidinase-like 3 (DPYSL3), mRNA 


MM 0013R5 

INIVl UWlJOJ 


Hrvmo saniens dihvdroDvrimidinase (DPYS\ mRNA 


MM 001Q35 

1N1VJL__U\J 1 7JJ 


Hnmo saniens dinentidvlneotidase IV (CD26, adenosine deaminase complexing 
nrotein (DPP4V mRNA 


NM 003863 


Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 


NM 001380 


Homo sapiens dedicator of cyto-kinesis 1 (DOCK1), mRNA 


NM 001379 

± J.VA v v i J / ✓ 


Homo sapiens DNA (cytosine-5-)-methyltransferase 1 (DNMT1), mRNA 


NM 001375 


Homo sapiens deoxyribonuclease II, lysosomal (DNASE2), mRNA 


NM 001374 


Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 


NM 001934 


Homo sapiens distal-less homeobox 4 (DLX4), mRNA 


MM 001 Q3 3 

IN 1Y±__UU 1 7JJ 


Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 


NM 001362 


Homo sapiens deiodinase, iodothyronine, type III (DI03), mRNA 


"MM 001360 


Homo saniens 7-dehvdrocholesterol reductase (DHCR7), mRNA 


NM_003670 


Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 
mRNA 


NM_001354 


Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type IH) (AKR1C2), mRNA 


NM_000790 


Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 I 
( 

NM 001920 I 


fomo sapiens dipeptidyl carboxypeptidase i ^angiotensin i uv„kvuuiig ciu^n ) 

ACE), mRNA ■ 

sapiens necorin (DCN), mRNA __ 


NM 000788 I 
NM 001919 1 
< 


lomo sapiens deoxvcytidme kinase (DCK), mKNA 

Jomo sapiens dodecenoyl-Coenzyme A delta isomerase (3,2 trans-enoyl- 
-oetizvme A isomerase) (PCI), mRNA 


NM 001918 1 

1 


Homo sapiens dihydrolipoamide branched cham transacylase component ^of 

i ft • i 4— „„\a A<*UxrAmcr(*rm<zr oomnlex* maple syrup urine disease^ 
.ranched chain keto acid dehydrogenase compicA, uux^ =>jr r 


NM_001352 

TvTN A C\C\ 1 1 ^ 1 
JNJV1 UUIjDI 

NM 001350 


Homo sapiens D site of albumin promoter (albumin D-box) binding protein 

fDBP\ mRNA — — — 

Wr.mn aniens deleted in azoospermia-like (DAZL), mRNA . 

Homo sapiens death-associated protein b (DAXX), mKNA . 


NM 001344 
NM 003472 
NM_000776 


Homo sapiens defender aeainst cell death 1 (DAD1), mRNA __ 

Homo sapiens DEK oncogene (DNA bmmng) (L>bk,, mRNA ! 

Homo sapiens cytochrome P450, subfamily IDA (niphedipme oxidase), 
polypeptide 3 (CYP3A3), mRNA 


NM 001916 
NM_001914 

NM 003928 
NM 003611 
NM 003467 

XNlvi UUIjjo 

NM 003478 
NM 003591 
NM 001336 
NM 001335 
NM 001912 


Homo sapiens cytochrome c-1 (CYC1), mRNA _ 1 

Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitocnondnal 

protein, mRNA 

Homo saniens CAAX box 1 ( CXX1 ), mKNA . 

Homo sapiens chromosome X open reading rrame , ,^OKb,;, , 

Homo sapiens chemokine (C-X-C motif), receptor 4 (msm) ((^CR4) mi^NA _ 

Homo sapiens coxsackie virus and adenovirus receptor (CXADR), mRNA 

Homo sapiens cullin 5 (CUL5), mRNA . 

Homo sapiens cullin 2 (CUL2), mRNA _ . 

Homo sapiens cathepsm Z (CTSZ), mRNA 

Homo sapiens cathepsin W (lymphopain) (CTSW), mRNA . 

Homo sapiens cathepsin L (CTSL), mRNA _ 


NM 001333 
NM 000396 
NM 001911 
NM 001910 
NM 001909 
NM 001814 
NM 001908 
NM 001907 
NM 001906 
NM 001905 
NM_001904 


Homo sapiens cathepsin L2 (CTSL2), mRNA . 

Homo sapiens cathepsin K (pycnodysostosis) (CTSK), mRNA _ 

Homo sapiens cathepsin G (CTSG), mRNA _ . 

Homo sapiens cathepsin E (CTSE), mKNA 

Homo sapiens cathepsin D (lvsosomal aspartyl protease) (CTSD), mKNA 

Homo sapiens cathepsin C (CTSC), mRNA _ . 

Homo sapiens cathepsin B (CTSB). mKJN A — 

TJnmn sapiens chvmotrypsin-like (CTRL), mKJNA _ — 

Homo sapiens chvmotrypsinogen a l (CTRBl), mKNA, . 

Homo sapiens CTP synthase (CTPS), mRNA i ■ t r y u TH junn 

Homo sapiens catenin (cadherin-associated protem), beta i <»8kD) (CTNNB1), 

jyjJ^J^A — - - ■ 


NM_003798 


Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNAL1), 


NM_001903 
NM 001902 

XTTv/T nni QH1 

injyl uuiyui 
NM 001330 
NM 000100 
NM 003650 
NM 001323 
NM 001900 


Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
rCTNNAn. mRNA ■ 

" Homo sapiens cystathionase (cystathionine gamma-lyase) i^lH;, uiKHA 

H«mn Qflniens connective tissue growth factor (CTUlO, mRNA 

Homo sapiens cardiotrophin 1 (CTF1), mRNA 

' Homo sapiens cystatin B fstefin B) (CSTB), mKNA - 

Homo sapiens cystatin F (leukocystatih) (CST7), mRNA 

Homo sapiens cystatin E/M (CST6\ mRNA 

Homo sapiens cystatin D (CST5), mRNA . 
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NM 001899 


Homo sapiens cysiatm o ^oih 1 , iiu\j.n/-y 


NM_000099 


Tir^mrx eom'pnc r»\^ctQtin f famvlfviri jmeionathv and cerebral riemorrhase) (XDST3), 
Homo sapiens oyouitiii w ^diiijr ivjavj. aiigiv^^u.uxjr w^xww**** iivnivim«^vy v y * 

nixsJNA. . 


NM 001322 


xiomo sapiens L»ysi<±Liii oa. ^\^o uLivi^n 


"XTTV It f\f\ 1 one 

NM 001o9o 


xlOinO Sapiens OySla.1111 OlN ^v^vj a x j, iiuvi>r\ 


-v TTV K AA1 111 

NM 001321 


TT rtW ,A oorviAnc r«\rctF»TTTF» jinfl crl vpirip-ri ph Tvrntein 2 (CJl5RF2). mRNA 
Homo sapiens oysicmc emu glycine; nun jjiuiviu ^wux-vx > ^ 


NM 001S96 


TT„~,n rorkione r»QOPin Vrn^cp 9 nlnVifl Tvrimp "nolvnenticie fCSNlC2A2). mRNA 

HomO Sapiens CdSClH KJ.iId.bC x., cLiyjlicx jjiiint; ^uiix^i aam.xj.ix*. 


NM 001895 


tt _ ~ ««*>;«-nc» />oopin Itittqcp 9 cil-nVia 1 r»o1\mpntidp fOSNK^Al^ niRNA 
Homo sapiens casein Kinase z, aipiia i pwiy ^/cjjliuv^ v^ 01 ^ 1 ^^^*- A / ' i-mv-^-* 1 - 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNK1E), mRNA 


NM 001893 


Homo sapiens casein Kinase 1, ueita ^oinjvij^^, uuvina 


NM 001892 


rlomo sapiens casem Kinase 1, aipna i ^v^oiNrvvii-vi^, iiixvi^rv 


NM 001891 


Homo sapiens casein, beta (CSN2), mRNA 


NM 001890 


Homo sapiens casern, aipna ^ojn i j, mi\iN/\ 


NM_000760 


Homo sapiens colony stimuiaung iactor d recepior ^graiiuiucyic^ ^or jr^j> 

TO XT A 

mRNA 


NM 000759 


jtiomo sapiens colony snmuiaung laotur j ^gianuiooy -> j> iiLLv± ^- r *- 


NM_000758 


Homo sapiens colony stimulating iaciur z. ^gianuiuL/yic iim^njpiiagt^ ^voi 
mRNA 


NM 000757 


TTrtwrt nnniowp y-»/-i1/-vnir cf i" mi il Ck H tt CT "fcictcw 1 ^ TT1 7\ fTATlVl 3 (TP 1 iC^Spl 1 TIlRNA 

xlomo sapiens coiony siimuiaiiiig iatiui i ^niav/iupnagv; ^v^ux xj s iiii^^^^ 


NM 003651 


►xlomo sapiens coiq snocK uomdin piuLcin r\. ^v^oj-z^v^, iixxv - L ^ jr ^ 


X TTV if /A /^V 1 O 1 -C 

NM 001315 


TT^wirt nam anc initrvfr<aTT Q^tlVCltPrl TTmtplTl VirTQCp 1 A. (1\A A PTC 1 4^ mRNA 
HOmO Sapiens xniLOgCn-aOllVaLCUL piUlClll Miiaot it ^j.vx-n»a. ivn;, iiixvj. in 


XTTV /T rtAI OO/I 

NM 001584 


TJrtn-iA PoniAnc /-»OT*fl1orr<=' li-nViTTCr T^TotPITT 1 ^f^K'Pl^l \ ITllvjNJA 
JtlOmO Sapiens CoXlllagC lilJUsJll^ piuicui j. ^iviiji;, lil±\^±. >^ v 


X TTV If f\f\ 1 O 1 O 

NM 001313 


Homo sapiens conapsm response mcuiaLui piuicm 1 v v - >Avivix */> iAiAv - L ^- ri ' 


NM 001312 


Homo sapiens cysteine-rich protein 2 (CRJP2), mRNA 


-v TTV IT S\ /~\ 1 T 1 1 

NM 001311 


Homo sapiens cysieine-ncn proiem i viuicsiiiiai./ v v -^ lv,jr A /s uuMNn 


NM 000756 


Homo sapiens corncotropin reieasmg noimunc ^i\xi;, 1111x1^^-1. 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


NM 003851 


Homo sapiens cellular repressor 01 xiiA-snmuiaiea genes ^jvcvj;, riu\_LN/^ 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 
mRNA 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


NM_003S05 


tt / — \ A OTTO „_ J T) TT)T/ 1 /lAwtnivi /-»/^t\+ oir-»-t r-» rr n/^or\tr»r until rlf*u1r*l H^"tTT541TI 

Homo sapiens C AbF2 and KirJs.1 domain containing auaptor wiin uedin uuiiidm 
(CRADD), mRNA 


NM_001877 


Homo sapiens complement component (^a/xipstem r>arr virusj rcocpiui ^ yy^ss^j, 
mRNA 


NMJ)00098 


Homo sapiens carnitine palmitoyitransierase 11 ^u j^izj, nuciear gene cncuuuig 
mitochondrial protein, mRNA 


NMJ301876 


Homo sapiens carnitine palmitoyitransierase i, liver \y,r i i/v, nuoicdr gene 
encoding mitocnonanai protein, rru\iN/\ 


xnv k r\f\ ~\ o*"7 C 

NM_001S75 


u- wrt on«ia«o ^rt^Uowirkifi r%Virvc»-»Viarf> c\mtVip»t5» cf» 1 mi tnpbntiHiH al TC!PS1^ nuclear 
Homo sapiens caroamoyi-pnospnate synLneLdbc 1, iiniuvviiuiiuiiai ^^j, nunv/ai 

/vartp onPA/litt rr -rT»itTTr» Tti"»TiHttci1 TYTT^tf^TTT TTT Y< iS] A 

gene encoomg inituv-ziiunui iai pujicm, uuvln/t. 


X TTV iX AAAAQ7 

NM_00UUy / 


U/M-nr» cortionc /^vrA-rrvTvrvrTTiVT A rr i n o crf*TT oviflyiQp Tpoi »ro"noTT)iiVTia harderonomrivna) 
xiomo sapiens oouiupuiuxiyiJi-i-i^&^-'-i w a.i\jcio^ y^w^/i vjpn»nj^.njri.xc*, nui uv^ j^**/ * *•*/ 

/i^prA tytT? TSJ A 
^v^Jr^j J, irjJxrN/\ 


NM UUlo / 1 


tl nmA conipnc /^Qrr-irt^^mprrtiflflQP TK1 fti^llP^ TC^PBl^ mRNA 
JIOITIO Sapiens UdJTDUAypcpilUaoC J_> l ^iiaouv^y ^v^»Ai-»j./, uiiviii^ 


XTTV A Am C7A 

NM OOlo/U 


TJ/^iTTirk cotripnc r»*aTVvr\Y-\/nf»TTtiHc»CP A ^ ( ma <st Ppll^ f C^P A "\\ ITlRNA 
flOmO Sapiens CcuDUAypcpilLlaoC r\.j ^iiiaot k/s^uj '/s 11LLVi ^ x v 


xttv /f rvrvi CAQ 

NM UOlooy 


ii nrnn conipnc /^orlmYTnTPTTtiri^QP A 9 ^r)ancrpatic^ r (~^P A9^ mRNA 
xiomo sapiens cdrooAypcpLiuasc /ix. ^^cuiwi^cili^^ v v -' J - jr **~'ji " uvi,ii 


TsJA/T 001 R68 

IN JLVA \J\J J. %J\Jyj 


Homo saDiens carboxvoeDtidase Al (pancreatic) (CPA1), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTN1), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 
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NM 001839 
mu 001299 ] 


lomo sapiens calponin 3, acidic (CNN3), mRNA . 

4mr.n sapiens calponin 1, basic, smooth muscle (CNNjJ, mjUN* 

rlomo sapiens cyclic nucleotide gated channel beta 1 (CNGBl) niRNA 


NM 001297 
NM 001298 
NM 000087 ] 
NM_003570 : 


Bnmn salens cvclic nucleotide gated channel alpha 1 (CNGA1), mRNA 

— ~ , • t- 1 XT or»*»f\r1nf»iirnTni"nic acid hvdrOXYlase 

Homo sapiens cytidme monophosphate-JN-acetymeurammiu <u,iu y 
rCMP-N-acetvlneuraminate monooxveenase) (CMAH), niRNA _ 


NM 001836 
NM_001831 


Homo sapiens chvmase 1, mast cell (CMA1), mKJNA 

Homo sapiens clusterin (complement lysis inhibitor, SF-4U,4U sulfated 
glycoprotein 2, testosterone-repressed prostate message 2, apohpoprotein J) 
(CUT), mRNA — 


NM_001294 


Homo sapiens cleft lip and palate associated transmembrane protein l 
(CLPTM1), mRNA . -— 


NM_003476 


■X . • j ^ rirh nrntpin ^ f cardiac L1JVL protein ) 

Homo sapiens cysteine and glycine-ncn protein d yyaiu,^ r 7 

(CSRP3) mRNA ■ 


NM 001293 
NM_003277 

NM 001306 


Homn sapiens chloride channel, nucleotide-sensitive, 1 A (CLNS1A), mKJNA. 

Homo sapiens claudin 5 (transmembrane protein deleted in veiocardiofacial 

syndrome) (CLDN5), mRNA 

Homo sapiens claudin 3 (CLDJN3.), mRNA . 


NM 001829 
NM_001284 

NM 001827 
NM 001826 


Homo sapiens chloride channel 3 CCLCN3), mRNA 

Homo sapiens adaptor-related protein complex 3, sigma 1 submit (AP3M), 

mKJNA — _— — — 

Homo sapiens CDC28 protein kinase 2 ( UKb/j, mRNA 

Homo sapiens CDC28 protein kinase 1 (CKS1 ), mKNA . 


J. > i.VX \J\J A \J+*\J 

NM 001824 
NM 001823 
NM 001281 


Homo sapiens creatine kinase, muscle CCKM), mRNA _ 

Hnmo sapiens creatine kinase, bram (CKB), mRNA _ 

Homo sapiens cytoskeleton-associated protein l ^jsat i j, uhvin^v 


NM_003613 


Homo sapiens cartilage intermediate layer protein, nucleotide 
pvrophosphohydrolase (CILP), mRNA __ , irTTT -, — 


NM 001278 
NM_003654 


fln™ sapiens conserved T^1iv-loon-helix ubiquitous kinase ( uhum, mkNA 

— ~ ■ — : 1 1 j a a*.™***^ /v<=»-ro farA Qiilfn transferase 1 it^xjLollK I 

Homo sapiens carbohydrate (chondroitm b/keratan; suiioxran^icia&c x y^±x^ „ 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta poiypepuuc * y^s^x j9 


NM_000749 


Homo sapiens cholinergic receptor, nicotinic, beta poiypepuuc j \^m^l „ 


NM_000748 


— i i i • . Uafn T\r*1vr>p'ntifle 2 (neuronal^ 

Homo sapiens cholinergic receptor, nicotinic, beta poiypepuuc ^iciuuuay 


NM_000746 


— ~ ~* — ii- • ^, airkVi^ nnlvnentide 7 ("CHRNA7}, 

Homo sapiens cholinergic receptor, nicotinic, aipna poiypepuuc / v~«-^ j> 

xnRNA . ■ ■ — 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, aipna puiypc^uut ^ y^x*^ 


NM_000744 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 4 (CHRNA4), 

rpRTSjA — 


NM_000743 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 3 (CHRNA3), 
mRNA . - ■ jr 


■NjTV/T nno74? 

NM 000741 
NM 000740 
NM 000739 
NM 000738 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide z ^neuronal, 

CCHRNA2), mRNA 

Homo sapiens cholinergic receptor, muscarinic 4 (C.iiKJVl4j, itikNA 

Homo sapiens cholinergic receptor, muscarinic 3 (CHRM3), mRNA 

Homo sapiens cholinergic receptor, muscarinic 2 (CHRM2), mRNA _ 

" Homo sapiens cholinergic receptor, muscarinic l MiKJVi i ), mttNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHN1), mRNA 


NM 001821 


Homo sapiens choroideremia-hke (Rab escort protein Z) (UHjyll;, itikjn a 


NM 001S19 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mRNA 


NM 001269 


Homo sapiens chromosome condensation 1 (CHCl), mKJNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


NM_001817 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 4 
(CEACAM4), mRNA 


NM_001816 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


NM_001815 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


NM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBP1), mRNA 


NM 001813 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


NM_001808 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CKL.L), 
mRNA 


NM 001807 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CKL), mKJNA 


NM_001805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CiiBFJi), 
mRNA 


NM 001265 ! 


Homo sapiens caudal type homeo box transcription factor 2 (CDA2), mKJNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CJJAl ), mKJNA 


NM 001803 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mKJNA 


NM 001264 


Homo sapiens corneodesmosm (CDSN), mKNA 


NM_001263 


Homo sapiens CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 
1 (CDS 1), mRNA 


NM 001801 


Homo sapiens cysteine dioxygenase, type I (GDOl), mKJNA 


NM 001769 


Homo sapiens CD9 antigen (p24) (CD9) 5 mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 003874 


Homo sapiens CD 84 antigen (leukocyte antigen) (CD84), mKJNA 


NM_001781 


Homo sapiens CD69 antigen (p60, early T-cell activation antigen) (C_JJoy), 
mRNA 


NM 001780 


Homo sapiens CD63 antigen (melanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 
(CD58), mRNA 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


NM_001777 


Homo sapiens CD47 antigen (Rh-related antigen, integrin-associated signal 
transducer) (CD47), mRNA 


NM_000733 


Homo sapiens CD3E antigen, epsilon polypeptide (TiT3 complex) (.L-JJiH), 
mRNA 


NM_000732 


Homo sapiens CD3D antigen, delta polypeptide (TiT3 complex) (CD3JJ), 
mRNA 


NM_001776 


Homo sapiens ectonucleoside triphosphate dipnospnonydiolase i (hjn irui), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mKJNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Homo sapiens CD34 antigen (CD34), mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-hke lectin 5 (blULliCo), rnKNA 


xn\.>f f\rn i/l^ 
JNJvl UU1Z40 


riomo sapiens sialic acia Dinuing ig-nivc icl/liu u v- 31 ^ - LjJ -^ VxW /' 11 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Hnmn sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD1D antigen, d polypeptide (CD1D), mRNA 


NM 001765 


Homo sapiens CD1C antigen, c polypeptide (CD1C), mRNA 
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"NTM 001764 I 
NM 001838 I 
NM 001837 I 
NM_001758 I 
i 

NM 000731 1 


i™™ aniens CD1B antigen, b polypeptide (CD1B), rriRNA . 

forno 4iemi chemokine (C-C motif) receptor 7 (CCR7), mRNA 

too sapiens chemnkine fC-C motit) recepror . u tuKNA 

iomo sapiens cyclinDl (PRAD1 parathyroid adenomatosis Y) ^Hhl), 

-fl£>J\\A . 

3omo sapiens cholecystokinin B receptor (CCKBR), mRNA _ 

H OTr r. capiftns cholecvstokinm A receptor (CCKAR), mRNA 


vnv/r 0007^0 
JNjYL UUU/3U J 

NM 001757 ] 
NM_001754 


sapiens carbonvl reductase 1 (CBR1), mRNA 

Homo sapiens runt-related transcription factor 1 (acute myeloid leukemia 1, 
amll oncogene) (RUNX1), mRNA . 


1N1V1 UUJOOO 


Homo sapiens calcium/calmodulin-dependent senne protein Kmase (MAGUK 

^^^^^^^^^ ( fff 


NM 001747 
NM_001744 

NM 001743 


Homo sapiens calcium/calmodulin-dependent protem kinase IV (CAMK4), 

mTVNA 

Homo sapiens calmodulin 2 (phosphorvlase kinase, delta) (CALM2), mRNA 

— < — ~. ~ 7 T/Y^A T ml? XT A 


NM 001742 
NM 001741 
NM_000727 


Homo sapiens calcitonin receptor t^ALCR), mRNA ^ — 

W „™ sapiens calcitonin/calcitonin-related polypeptide, alpha (CALCA), mRNA , 
Homo sapiens calcium channel, voltage-aepenaeni, gamma suounn 
(CACNG1), mRNA — j pnpnf1pnt heta 4 subunit (CACNB4), 


NM_000726 


Homo sapiens calcium channel, voltage-dependent, beta ^ suoumx ^1 h 
mRNA ' 


NM_000725 


Homo sapiens calcium channel, voltage-dependent, beta a suounn 

mRNA 


NM_000724 


Homo sapiens calcium channel, voltage-dependent, beta I suDuniu*-^i>x>^, 
mRNA : : : _ A^^A^i V.^t!> 1 ciiVmnit frACNBl"). 


NM_000723 


Homo sapiens calcium channel, voltage-dependent, beta 1 summit ^aundi;, 

jflRNA . - — . 


NM_000721 


Homo sapiens calcium channel, voltage-dependent, aipna in suounu 
(CACNAIE), mRNA - 


NM_000720 


— - — ■ — : z . + i i . _ A^^K^^A^ni T t\/r\f» fllnha 1 L) SUDUnit 

Homo sapiens calcium channel, voltage-depenaent, L type, aipna iu suuumi 
fCACNAlD), mRNA ■ 


NM_000719 


Homo sapiens calcium channel, voltage-dependent, L type, alpha 1C subumt 
fCACNAlC), mRNA 


NM_000718 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IB subumt 
CCACNA1B), mRNA . • 


NM_001739 

NM 001738 
NM 001737 
NM 001736 
NM 001735 
NM 003956 


Homo sapiens carbonic anhydrase VA, mitochondrial ((JAJAj, nuclear gene 

encoding mitochondrial protein. mRNA . — 

Homo sapiens carbonic anhydrase I (CA1), mRNA _ 

Homo sapiens complement component 9 (C9), mRNA 

Homo sapiens complement component 5 receptor 1 (C5a uganoj ivoklj, mRNA 

Homo sapiens complement component 5 (C5), mRNA . 

Homo sapiens cholesterol 25-hydroxvlase (CH25H), mRNA 

" Homo sapiens complement component 1, s subcomponent (CIS), mRNA . 


NM 001734 
NM 001733 
NM 001732 

1N1VX \}\J 1 / J A 

NM 001729 
NM 001728 
NM_003742 

NM 001727 


" Homo sapiens complement component 1 , r subcomponent (C1R), mRNA 

" Homo sapiens butvrophilin, subfamilv 1 , member Al (B 1 Nl Al), mRNA 

" Homo sapiens B-cell translocation gene 1, anti-proliterative ^fGl), mRNA 

Homo sapiens betacellulin (BTC), mRNA 

Homo sapiens basigin (BSG), mRNA _ 

Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 1 1 

(ABCB 11), mRNA 

Homo sapiens bombesin-like receptor 3 (BRS3), mRNA . 
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NM 000059 


Homo sapiens breast cancer 2 9 early onset (BRCA2), mKNA 


NM 001725 


Homo sapiens bactenciaal/permeaDiiity-increasing protein ^o-ri;, mruN/v 


NM 001724 


Homo sapiens 2,3-bispnospnogiycerate mutase ^r>rvjivjj, xrusjN/\ 


NM 001723 


Homo sapiens bullous pemphigoid antigen l yZD\)i zhkjkxj) ^or/vvjij, mxvrN/v. 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM_001722 


Homo sapiens BNM {b>ri&2,l) temperature sensitivity complementing \i3i>o i i j, 
mRNA 


NM 001721 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo sapiens bone morphogenetic protein receptor, type jld (oJviJrKiJDj, hikin/y 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


NM_001719 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM_000713 


Homo sapiens biliverdin reductase B (flavin reductase (NADrHj) (BLVKb), 
mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


Homo sapiens betame-homocysteme methyltransierase (BJdLivll J, mKlNA 


NM_001712 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAM1), mRNA 


NM 001711 


Homo sapiens biglycan (BuN), mKJNA 


NM_000711 


Homo sapiens bone gamma-carboxyglutamate (gla) protein (osteocalcin) 
(BGLAP), mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradylanin receptor Bl (BJJisJ<J3 i ), mKJNA 


NM 001707 


Homo sapiens B-cell CLJL/lympnoma id ^rSL.J^/rs^, misJNA 


NM 001706 


Homo sapiens B-cell CJLw lymphoma o (^zinc linger protein d i j vo^i^oj, mruN/\ 


NM 003921 


Homo sapiens Jt>-cen L/LL/iympnoma iu ^d^jliuj, mjKJN/v 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCAS1), mRNA 


NM 001188 


Homo sapiens BCJL2-antagonist/killer 1 (BAls.i), mKiN/v 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 


Homo sapiens bram-specmc angiogenesis mhibitor 2 (BA12), mKJNA 


NM 001702 


Homo sapiens brain-specific angiogenesis inhibitor 1 (BAH), mRNA 


NMJMH186 


Homo sapiens BTB and CNC homology 1, basic leucine zipper transcription 
factor 1 (BACH1), mRNA 


NM_001701 


Homo sapiens bile acid Coenzyme A amino acid N-acyltransferase (glycine N- 
choloyltransferase) (BAAT), mRNA 


NM 001185 


Homo sapiens alpha-2-glycoprotein 1, zmc (AZOF 1), mKJNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NMJ)00053 


Homo sapiens ATPase, Cu++ transporting, beta polypeptide (Wilson disease) 
(ATP7B), mRNA 


NM_003945 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 9kD 
(ATP6H), mRNA 


NM__001696 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
3 lkD (ATP6E), mRNA 


NMJHH693 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
poiypepnoe, do/ jokjl/, isoiorm z \/\ i rODz ), mrsj-N/^ 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NMJ)01691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
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NM_001697 1 


ilpha polypeptide, 70kD, isoforni 1 (ATP6A1"), mRNA 

Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, O 

subunit (olivomycin sensitivity conterrmg protein) IMrJUj, iiuvln/i 


NM_001686 


Homo sapiens ATP synthase, H+ transporting, mitochondrial * 1 complex, beta 

polypeptide (ATP5B), nuclear gene encoding mitocnonanai protein, iiuvln/a. 

Homo sapiens ATPase, H+/K+ exchanging, alpha polypeptide (ATP4A), mRNA 


NM 000704 
NM_001684 


Homo sapiens ATPase, Ca++ transporting, plasma membrane * iAir 

mRNA — — ■ 


NM_0016S2 


Homo sapiens ATPase, Ca++ transporting, plasma membrane i ^ir/oij, 
mRNA 


NM_001681 


Homo sapiens ATPase, Ca++ transportmg, caraiac muscle, slow rwucn _ 
(ATP2A2), mRNA 


NM_001679 


Homo sapiens ATPase, Na+/K+ transporting, Deta $ poiypepnae lAir iro;, 
mRNA 


NM_001678 


Homo sapiens ATPase, Na+/K+ transporting, oeta 2 poiypepnae iAir iJ3x;, 
mRNA ■■ 


NM_001677 


Homo sapiens ATPase, Na+/K+ transporting, beta 1 poiypepnae (Airitu;, 


NM_000703 


Homo sapiens ATPase, Na+/K+ transporting, aipna :> poiypepuuc ^iriA^ 3 
mRiNA 


NM_000702 


Homo sapiens ATPase, Na+/K+ transporting, aipna z (+; poiypepuuc ±- i-r^j, 
mRNA 


NM_000701 


Homo sapiens ATPase, Na+/K+ transporting, alpha 1 polypeptide (ATP1 Al), 
mRNA — 


NM_000051 


Homo sapiens ataxia telangiectasia mutated (includes complementation groups 
A, C and D) (ATM), mRNA 


NM_001675 
NM 001673 


Homo sapiens activating transcription factor 4 (tax-responsive enhancer element 

B67) (ATF4), mRNA 

Homo sapiens asparagine synthetase (ASNS), mRNA . 


NM 000048 
NM_001670 

NM 001179 


Homo sapiens argininosuccinate lyase (ASL), mRNA 

Homo sapiens armadillo repeat gene deletes m velocardiofacial syndrome 

(ARVCF), mRNA 

Homo sapiens ADP-ribosyltransferase 3 (ART3), mRNA 


NM 000047 
NM_001178 

NM 001668 


Homo sapiens arylsulfatase E (chondrodysplasia punctata 1) (ARSE), mRNA 
Homo sapiens aryl hydrocarbon receptor nuclear translocator-like (ARNTL), 
mRNA 

Homo sapiens aryl hydrocarbon receptor nuclear translocator (ARNT), mRNA 


NM 001667 
NM_001176 

NM 001665 


Homo sapiens ADP-ribosylation factor-like 2 (ARL2), mRNA 

Homo sapiens Rho GDP dissociation inhibitor (GDI) gamma (ARHGDIG), 

mRNA 

Homo sapiens ras homolog gene family, member U (rho U) (AKMUj, mRNA 


NM 001661 
NM 001659 
NM_001657 


Homo sapiens ADP-ribosylation factor 4-like (ARF4L), mRNA 

Homo sapiens ADP-ribosylation factor 3 (ARF3), mRNA 

Homo sapiens amphiregulin (schwannoma-denved growth factor) (AREG), 

mRNA - 


NM_001654 
NM 001169 


Homo sapiens v-raf murine sarcoma 3611 viral oncogene homolog 1 (ARAF1), 
mRNA 

Homo sapiens aquaporin 8 (AQP8), mRNA — 


NM 001651 
NM 001648 
NM 000484 


Homo sapiens aquaporin 5 (AQP5), mRNA 

Homo sapiens kallikrein 3, (prostate specific antigen) (KLKJ), mKNA 

Homo sapiens amyloid beta (A4) precursor protein (protease nexin-H, Alzheimer 

disease) (APP), mRNA 
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NM UUlo4/ 


UAmrt eo-ni /»tic ciT^r"*1 i-r\r»"rvr r\ip» in f A POD I TT1 rv N A 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), mRNA 


NM 0003 c>4 


UiiTvirt onrvtAnc o«rt1iY-\rvrYrv\t£»iri PI f-mplllHinO" A & f pmtl P"£n^ fAROB\ ITlRNA 

xiomo sapiens apoiipoproicni o ^jiiviuuiiig -tv&vvv/ ouugwi; v*"- ^-^-v? xx - tA ^- x ^ *• 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


"X TTV Jf AA1 1 

NM 001168 


Homo sapiens oacuiovirai Lt\r repedL-cuiiidiiiiiig j ^&ulviviu; ^umw^j;, uuy^^s-^ 


NM 001167 


Homo sapiens baculoviral IAP repeat-containing 4 (BIRC4), mRNA 


-v. TTV * AA1 1 A 

NM_001164 


Homo sapiens amyioiu oeia v/v4j precursor piuicui uumiug, xanmy iiitinuw i 
(reoD ) i^/Vx Jt>J3 i nuvLN/v 


Tvnvyr r\c\ i i a 
NM__001 lo3 


Uatvia poniAnc o-m^/lrki^ "h^»ti» ( AA\ r»rpnir<5or nrntpi"n-hiTidinP' familv A member 1 
xiorno sapiens amyioiu ucid yjr\rrj piv^uiovi pivtt'iii i/nnaing, xamuj ^ *-j uiviiiwi 

iyvi 1 ) {f\rX>jrLl )j JIuSl\x\ 


NM_UU 1 1 o i 


Urv»v>/-\ nnni Ano rtiii^i-v /Vmr-lpncirlp HinVinQnViflte linked moietv ^O-tvoe motif 2 

XiOmO Sapiens nUUlA ^IlU^lCUolUC LllpiAVjD]Jllclt»-> uiuv^u xnvriv^ijr •**-J *jr xiivnj. 

(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


NM 001630 


rlomo sapiens annexin j\o \ iiiivin^ 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXA1), mRNA 


NM_001152 


Homo sapiens solute carrier tamily z d ^mitocnonanai carrier, aaemne nucieonuc 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Homo sapiens solute earner iamiiy ^mnocnonariai t/drrier, <tuciiiiic nuuiwuuc 
translocatorj, memoer h ^oJ-«l^zz>/\hj, nuL/iear gene enuoumg nuiu^injiiuiiai 
protein, mRNA 


NM_O0ll5O 


Homo sapiens aianyi ^memoranej aminopepuaase ^dmiiiupcpiiudbc in, 
aminopeptidase M. microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


-k TTV Jf AA 1 1 A ZT 

NM 001146 


Homo sapiens angiopoieun i ^/vrNOr x ij, mxvLN/v 


NM 000699 


Homo sapiens amylase, aipna za, pancreatic ^/\ivi i *«c\), iiuviN^Y 


TvTTV If AAA/1C1 

NM_0004b 1 


tt porno-Mo <»-t^i«^*vi^+l*»\/1f , f*a-r»c - ff»-r5i c* 3 f crl"\/f*inf* pIpavscp c\/c fprrr TYTOtPITI 11 

rlomo sapiens arninorncLnyiLraiioiciaoc ^giy^iiic uicavagc ojroL&iii ^iuiviu iy 
/ r A'^/^ , T^ mPTsiA 


XT7V/T (\r\(\AQC\ 


TJ/-w»-m/^ conipnc aHpnncinp m r\n r\T\l^ r» QiVh ^ tf HpaTnin3^1P fl^otOTm til f A IVIPl) J ). 
XlOmO Sapiens atlCnOoillC IIlUIiUpil^lopildLw u.C'diiiiiia.ot' ^louiumi m~j j ^ru.vAx x-'-zy, 

mPM A 


■\r\AT nni 1 AA 


u nrnn conipnc antorrinp mnHlitv factor recentor f AJVIFR^ mRNA 


xnv>r nn 1 1 A'X 


T-Tr*Tv»rk cunipnc nmplncrpnin r\ r nrirnmn<?OTTie^ ('A^/IELY^ mRNA 


NM 001633 


Homo sapiens alpha- 1 -microglobulin/bikunin precursor (AMBP), mRNA 


jNJVi uuuoyo 


Tj^mr. coniptic aranViirlnn^tp SJinnYVOPna^P ( AT ,O^C.S^ mRNA 


NM 001140 


Homo sapiens arachidonate 15-lipoxygenase (ALOX15), mRNA 


XTTV/T A A 1 1 1Q 


TT nr «n cQnipTic am^Viirlrkn^tp 1 ^-1mnYV(TPna<;e 1 2R tVTJe fAT.OX^B^ mRNA 

xiomo sapiens ctx dciiiLLoiiciic iw—iipuA.yg^iic*o^, i^xv l j ^ru J w/vii.jjy ) iiu^ii i. 


XTTV/T AAA^O'7 

NM U0Uo9 / 


Uni-nrv cortipnc a-rc»r»l-ii rl r\Ti atp» 1 J\ iT**r»Y\/0 , P'na^P ^ A T .O^C 1 TTiRT^A 

xiomo sapiens drdcmcionaic iz,-iipuAygciiai>t ^r-%j^v_/-^.i^^ 5 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 

/ A 1 "R 1 ^ mP 1ST A 
(AxvxvllD 1 ), mxvJLN/V 


NM_000o9o 


TJrt-rtrt coniAnc o1r?<=.Vi-irr1p» /l<aVi"\/rlrn<T<--nacP 0 ( CT^TVJTTia-aTTIlTIOillltVTal HpVlVfip 

xiomo sapiens aioenycic ucnyuiugciid.oc ^ ^gouuua aiiiiuuuuiYiaiu^ii^u^ 

v^<=»V»-t;v~1-rrvrrrf=»-nc} cp- P"^ icn7\;mp^ TAT T^T-TQ^ mRNA 

Qenycirogciiasc, x_/j> isuz,ynic^ ^^\_L»x^rx7^, iiij.vj.^-tv 


XTTV/T AAA^QO 

NM UUUo9Z 


Urvmn canipr>c alrl^l-i^/Hf* HplrvHrnopnflQP S T AT.T3H5 1 HlRNA 

xiomo Sdpiciio diQcnytic u.ciiycinjgdidov j ^rvAji^n^;, imvi>i-v 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 

/^A»ViT^rlTncrpn5*Qp' n\n-mlinp-S-p5irhnvv1atp dehvdrotienase^ rAT_>T31-r4^ mRNA 
Qenyciro£,ciidoc, pyiiuiiiic-j*"W/diL/iJA.yiai& viw A _y ^b^ 11 " 0 ^/ ^n^/iyxxTy. ** 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


\T» /f AAAZ'OA 

NM 000689 


Homo sapiens aiaenyue aenyarogenase i, buiuuic ^^_Lri_/xxi j 9 nu\A\t\. 


NM 001627 

IN IV J. \J\J I VJZ, / 


Homo sapiens activated leucocyte cell adhesion molecule (ALCAM), mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALAS1), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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NM 003488 
NM 001622 
NM 003659 
NM 001133 
NM 001131 
NM_003938 


Homo sapiens A kinase (PRKA) anchor protein 1 (AKAP1), mRNA 

Homo sapiens alpha-2-HS-glycoprotein CAHSO, mRNA _ 

Homo sapiens alkylglycerone phosphate synthase (AUFS), mRNA _ 

Homo sapiens afamin (AFM"), mRNA 1 

Homo sapiens acidic epiaiaymai glycoprotein n*^ *• ^ 

Homo sapiens adaptor-related protein complex 3, delta 1 subumt l), 
mRNA : 


NM_001127 
NM 000676 


Homo sapiens adaptor-related protein complex 1, beta 1 subumt (AFltf 1), 

mRNA 

Homo sapiens adenosine A2b receptor (ADORA2B), mKJNA 


NM 000674 
NM 001124 
NM 001120 


Homo sapiens adenosine Al receptor (AUUKAij, iu^ina — 

Homo sapiens adrenomedullin (ADM\ mRNA _ 

Homo sapiens tetracycline transporter-like protein (TETRAN), mRNA 


NM_001118 
NM 000666 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) receptor ( 
type I (ADCYAP1R1), mRNA 

Homo sapiens aminoacylase 1 (ACY1), mRNA 


"KTTi K f\f\ 1 /T 1 "5 

NM 001613 
NM 001097 
NM 003501 


u™^ oonipno a/-tin alnVia 7 smooth muscle, aorta (ACTA2), mRNA 

Homo sapiens acrosin (ACR), mRNA 

Homo sapiens acyl-Coenzyme A oxidase 3, pnstanoyl (ACOX3), mRNA 


NM 003500 
NM_001098 


Homo sapiens acyl-Coenzyme A oxidase 2, branched chain (ACOX2), mRNA 

Homo sapiens aconitase 2, mitochondrial (AC02), nuclear gene encoding | 
mitochondrial protein, mRNA J 


NM 001096 
NM_001609 

NM 001608 


Homo sapiens ATP citrate lyase (ACLY), mRNA 

Homo sapiens acyl-Coenzyme A dehydrogenase, short/branched chain 

(ACADSB), nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens acyl-Coenzyme A dehydrogenase, long chain (ACADL), mRNA 1 


NM 001093 
NM_001089 


Homo sapiens acetyl-Coenzyme A carboxylase beta (ACACB), mRNA 

Homo sapiens ATP-bmamg cassette, suo-iamiiy i\ ^^\x>v^i^ 5 ujcuiuoi ^ 
(ABCA3), mRNA 


NM_000663 

NM 001605 
NM 021123 


Homo sapiens 4-aminobutyrate aminotransferase (ABAT), nuclear gene 

encoding mitochondrial protein, mRNA 

Homo sapiens alanyl-tRNA synthetase (AARS), mRNA 

Homo sapiens vj anugcn / yyjr^ji^ / j, . 


NM 006994 
NM 001812 
NM 015983 
NM_009590 


Homo sapiens butyrophilin, subfamily 3, member A3 (BTN3A3), mRNA _J 

Homo sapiens centromere protein C 1 (CENPC1), mRNA 

Homo sapiens ubiquitin-conjugating enzyme HBUCE1 (LOC51619), mRNA 1 

Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), j 
transcript variant 2, mRNA . _ — — | 


NM 001159 
NM_007326 


Homo sapiens aldehyde oxidase 1 (AOXl\ mRNA 1 

Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIA1), nuclear 
gene encoding mitochondrial protein, transcript variant S, mRNA 


NM_005158 
NM 004441 


Homo sapiens v-abl Abelson murine leuicemia virai onougciic uuuwwg ^. i 

Abelson-related gene) (ABL2), transcript variant a, mRNA 

Homo sapiens EphBl (EPHBl) mRNA 1 


NM 004089 
NM_004077 


Homo sapiens delta sleep inducing peptide, lmmunoreactor (DSIPI), mRNA 
Homo sapiens citrate synthase (CS), nuclear gene encoding mitochondrial j 
protein, mRNA ■ 


NM 003890 
NM_003582 


Homo sapiens IsG Fc binding protein (FC(GAMMA)BP) mRNA 1 

Homo sapiens dual-specificity tyrosine-(Y>phosphorylation regulated kinase 5 
(DYRK3) mRNA . _ 


NM_001396 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated Kinase 1 
(DYRKl) mRNA . . — I 



552 



BNSDOCID <WO 03074654A2_I_> 



WO 03/074654 PCT/US03/05028 

CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1 5 wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
10 ribonucleotides. 

4. The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 

15 comprises a nucleotide sequence substantially similar to the nucleotide sequence' 1 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 
least about 19 nucleotides that are complementary to the nucleotides of the other 

20 strand. 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 
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8. The siNA molecule of claim 1, wherein said siNA molecule comprises a sense 
region and an antisense region and wherein said antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA 
encoded by the endogenous mammalian target gene or a portion thereof and said 

5 sense region comprises a nucleotide sequence that is complementary to said 

antisense region. 

9. The siNA molecule of claim 6, wherein said siNA molecule is assembled from 
two separate oligonucleotide fragments, wherein one fragment comprises the 
sense region and the second fragment comprises the antisense region of said siNA 

10 molecule. 

10. The siNA molecule of claim claim 6, wherein said sense region is connected to 
the antisense region via a linker molecule. 

11. The siNA molecule of claim 10, wherein said linker molecule is a polynucleotide 
linker. 

15 12. The siNA molecule of claim 1 0, wherein said linker molecule is a non-nucleotide 
linker. 

13. The siNA molecule of claim 6, wherein pyrimidine nucleotides hi the sense 
region are 2-O-methyl pyrimidine nucleotides. 

14. The siNA molecule of claim 6, wherein purine nucleotides in the sense region are 
20 2'-deoxy purine nucleotides. 

1 5 . The siNA molecule of claim 6, wherein the pyrimidine nucleotides present in the 
sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

16. The siNA molecule of claim 9, wherein the fragment comprising said sense region 
includes a terminal cap moiety at the 5'-end, the 3'-end, or both of the 5' and 3' 

25 ends of the fragment comprising said sense region. 

17. The siNA molecule of claim 16, wherein said terminal cap moiety is an inverted 
deoxy abasic moiety. 

18. The siNA molecule of claim 6, wherein the pyrimidine nucleotides of said 
antisense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2-O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2 ! -deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate intemucleotide linkage at the 3 1 end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3' end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3 5 terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous mammalian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 5 -end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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31. The siNA molecule of claim 1, wherein said mammalian gene is a human gene. 

32. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target RNA sequence, wherein each 
strand of said double-stranded siNA molecule comprises about 21 nucleotides and 

5 wherein said siNA molecule comprises no ribonucleotides. 

33 . The siNA molecule of claim 32, wherein said target RNA sequence is encoded by 
a human gene. 

34. A double-stranded short interfering nucleic acid (siNA) molecule that inhibits the 
expression of an endogenous mammalian target gene, wherein each strand of said 

10 double-stranded siNA molecule comprises about 21 nucleotides and wherein said 

siNA molecule does not require the presence of a ribonucleotide within the siNA 
molecule for the inhibition of expression of an endogenous mammalian target 
gene. 

35 . The siNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

36. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

37. The siNA molecule of claim 31 or claim 35, wherein said human gene is a 
receptor for VEGF. 

20 38. The siNA of claim 37, wherein said receptor is VEGFR1 . 

39. The siNA of claim 37, wherein said receptor is VEGFR2. 

40. The siNA of claim 37, wherein said receptor is VEGFR3 

41. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BCL2. 

42. The siNA molecule of claim 31 or claim 35, wherein said human gene is 
25 HER2/neu. 

43 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 

44. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PCNA. 

45 . The siNA molecule of claim 3 1 or claim 35, wherein said human gene is REL-A. 
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46. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is PTP1B. 

47. The siNA molecule of claim 31 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHK1 . 

49. The siNA molecule of claim 31 or claim 35, wherein said human gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HER1). 

51. A pharmaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent, 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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5* 
1 3' 



SENSE STRAND (SEQ ID NO 903) 
ALL PYRIM1DINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- N s N s N s N s NNNNNNNNNNNN N s N s is T s (N s N) 

3'- L-(N S N)NNNNNNNNNNNNNNN 5 N S N S N S N 

ANTISENSE STRAND (SEQ ID NO 904) • 1 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

SENSE STRAND (SEQ ID NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

. N N.N NNNNNNNNNNN N N N N N (N N) 
L-(NN)NNNNNNN NNNNNNNNNNNN . 

ANTISENSE STRAND (SEQ ID NO- 906) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N,N) 

• SENSE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

'5'- B-N NNNNNNNNNNNNNNNNNN (N N)-B 

3'- . L-(N S N)N NNNNNNNNNNNNNNNNNN 

ANTISENSE STRAND. (SEQ ID NO 90S) 
ALL PYRLVUDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 



t3' 
-5' 



-3' 
-5' 



-3' 

-5' 



D 



E 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES « 2'-DEOXY 

5 f - 



3'- 



B-N NNNNNNNNNNNNNNNNNN(N N)-B -3' 
L-(N S N) NNN NNNNNNN N'N NNNNNNN -5' 



ANTISENSE STRAND (SEQ ID NO 910) 
ALL'PYRIiMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS (N N) 

■' ■ SENSE STRAND (SEQ ID NO 911) 

ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) 

5'- ' B-N N N N N NNNNNNNN N NNNN N (N N)-B -3' 
3'- L-(NN) NNNNNNN N N NNNNNNNNNN -5' 

ANTISENSE STRAND (SEQ ID NO 912) ' 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PURINES = 2'-0-ME EXCEPT POSITIONS CN N) 

\ SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

5'- B-N N N NNNN N N N N N N NNNN N N (N N>B -3' 

3'- L-(N S N) NNNNNNNNNNNN N N N NNNN -5' 

ANTISENSE STRAND (SEQ ID NO 913) 
I^LL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 



POSITIONS (NN) CAN COMPRISE ANY NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B = ABASIC, INVERTED ABASIC, INVERTED NUCLEOTIDE OR OTHER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORODITHIOATE 
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Figure 19 
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SENSE.STRAND (SEQ ID NO 914) 

u s u s u s G s u cuuccAuuccA u s u s G s r s r 
L-7 s r A A A cAGAAGGuAAG G s u s AsA s c 

. ANTISENSE STRAND (SEQ ID NO 915) 
SENSE STRAND (SEQ ID NO 916), 

uuuGucuucc A u ucc AuiiGIT 
L-JTAA Ac AGAAGGu A AGGuAAc 

ANTISENSE STRAND (SEQ ID NO 917) 
" ■' , SENSE STRAND (SEQ ID NO 91 8) 

iB-uuuGucuuc cAuuc cAuuGir-iB 
L-r s rAA Ac AG AAGGu A AGGuAAc 

ANTISENSE STRAND (SEQ ID NO 919) 



SENSE STRAND (SEQ ID NO 920) ' 

iB-w uuGucuu c cAuuc cAuuG TT-iB 
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iB-w uuGucuucc AuuccAuuG TT-iB 
L-TJaaac ag aaggu a agguaac 

ANTISENSE STRAND (SEQ ID NO 923) 



SENSE STRAND (SEQ ID NO 920) 

iB-u uuGucuucc AuuccAuuG TT-iB 
L-T s TAAAcA G AAGGu A AGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 
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